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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SKQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possib1e nucleotide insertion) 


2270 1 


53069 


A 


22829 


1 


1188 


MGAEPSLLTSLGTLWSGERFQC 

MRAKIWERSRKGRRFSTDVISP 

TKDSFAGPFQPISDTLVQHQR1Y 

GLKVCVLPDPCKIRILKPNPQC 

VGKWEEEVAENEIQVFGGERF 

DJNKYSKSPPPPTPQPLYLTAGF 

ASCRNHRKSEELREGKGESPGK 

SKPFHLQANFTVALVTTLQGDK 

HSQEAFIRPVAfCAKTTCTYLSN 

VCEMKDFKRINCPDPFHKMAP 

KA K KE A\P APPUCAE A KA KG F K 

GPRRQVLK\GVHNHKKRKRKK 

ERSRTFTHLSRRPGRPLR1\RRQP 

\KYPSGRAAPRRNKLD\HYAIIK 

F PLTYTES A\MK K I EDNNTL\ VFI\ 

VELLKATTKNQIKQGC*RSLYD 

I\DVGQGSTPWISAWMGEKKGI 

CSQLAPDLPIAFGMFANK1WGFI 


22702 


53070 


A 


22830 


1413 


2197 


RVEWRWYNVLPCLDVHSGPVD 

RRSHVMTAAEKPPFCPAWGQA 

VSQQSCALEPRTGEEGGKGIQG 

PASGLFPTGEEISVVPNRWLDA 

SLSPVILGVQG\GSQCLSCGVGQ 

EPTLTLEVRLGASSLGTQPQML 

SLLKPGSPQPWCCGTP*QDSVD 

GSFASSLRILAKALLCGPGFCPS 

LTLPSFCRXPVTIMEVLYLGAKE 

S\KSFTFYRRDMG\LT\SSFESAA\ 

YPGWFLCTEPEVADQPVRLTQL 

PENGGWNAPITDFYFQQVCD 


22703 


53071 


A 


22831 


100 


177 


KRDHF*SRLQQVSRSVRWSSSA 
TDSR 


22704 


53072 


A 


22832 


610 


1080 




22705 


53073 


A 


22833 


1 169 


1308 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540\2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion* V=possiblc nucleotide insertion) 


22706 


53074 


A 


22834 


1 


1889 


ACRRRAGTWTPPRPRGSGSRA 

MAGNCGARGALSAHTLLFDLP 

PALLGELCAVLDSCDGALGWR 

GLAERLSSSWLDVRHIEKYVDQ 

GKSGTRELLWSWAQKNKTIGD 

LLQVLQEMGHRRAIHLITNYGA 

VLSPSEKSYQEGGFPNILFKETA 

NVTVDNVLIPEHNEKGVLLKSS 

lSFQNIIEXGTRNFHKJDFLIGERG 

E/I FGG YQEGKIQTLTY A VKLFK 

QEKKMQCKKHWKRFLSELEVL 

LLFHHPNILELAAYFTET\EKFC 

LIYPYMRNGTLFDRLQCVGDT 

APLPWHIRIGILIGISKTIHYLHN 

VQPCSVICGSISSANILL\DDQFH 

PKLTDFSMAHFRSPVLEHQSCCI 

NMPSS\SRKHLWY\MPEEYIRQ 

GKLSIKTDVYSFGIVIMEVLTGC 

RVVLDDPKHIQLRDLLRELMEK 

RGLDSCLSFLDKKVPPCPRNFS 

AKLFCLAGRCAATRAKLRPSM 

DE\V*RALESTQASLYF\AGDPP 

TS LKA LRG P\SPLF\LEK VT\S I P V 

\EDDE\KPNNN LLPS* * KALRMK 

RWPQK\TPF\ECSQP\EVWFLSLE 

QKAREARENEEACNMPSSSXCE 

ESWFPKY\IVPS\QDLRPL*GK*K 

ILSSQA\SGHSC\RTKPVESSCSS 

KFSWDEYEQYKKE 
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SEQID 
ISO: 


SKQ ll> NO: 
or peptide 

SCtjUCiHZC 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22707 


53075 


A 


22835 


I 


1560 

t 


RWERGGKRFRAADPMSALRRS 

GYGPSDGPSYGRYYGPGGGDV 

PVHPPPPLYPLRPEPPQPP1SWR 

VRGGGPAETTWLGEGGGGDG 

YYPSGGAWPEPGRAGGSHQEQ 

PPYPSYNSNYWNSTARSRAPYP 

STYPVRPE\LQGQSLNSYTNGA 

YGPTYPPGPGANTASYSGAYY 

APGYTQTSYSTEVPSTYRSSGN 

SPTPVSRGIYPQQDCQTEAPPLR 

GQVPGYPPSQNPGMTLPHYPY 

GDGNRSVPQSGPTVRPQEDAW 

ASPGAYGMGGRYPWPSSAPSA 

PPGNLYMTESTSPWPSSGSPQSP 

PSPPVQQPKDSSYPYSQSDQSM 

NRHNFP/CASVHQYESLGDQ'T 

MDDSRILLDSPSPSIVPEPSACM 

GNAHPVTHP\NNQDQSSSLPEE 

CVPSDESTPPSIKKIIHVLEKVQ 

YLEQEVEEFVGKJCTDKAYWLL 

EEMLTKELLELDSVETGGQDSV 

RQARKEAVCKIQAILEKLEKKR 

IMKGFITKWKPVTNLTKEHLIW 

LITLFLKCLLMTRS1MTFQLFL 


22708 


53076 


A 


22836 


8 


207 


TPVPRALRSPAGLEGSHLSSIST 
MMPAVMSVGKVTENGGSPQGf 
KSPSKPPG PN RJG *RNQVSVHT 


22709 


53077 


A 


22837 


459 


5520 


RQVRPAGLEGSDLSSINTMMSA 

VMSVGKVTENGGSPQGIKSPSK 

PPGPNRJGRRNQETKEEKSSYN 

CPLCEKICTTQHQLTM H I RQHN 

TDTGGADHSCSICGKSLSSASSL 

DR H M L VH SG ERP YKCTVCGQS 

FTTNGNMHRHMKIHEKDPTSA 

TATAPGRGDFASAKSSKRKLSH 

DAESEREDPAPAKKMVEDGQS 

GDLEKXADEVFHCPVCFKEFV 

CKYGLETHMETHSDNPLRCDJC 

CVTFRTHRGLLRHNAL 


22710 


53078 


A 


22838 


164 


434 




22711 


53079 


A 


22839 


23 


242 




22712 


53080 


A 


22840 


187 


325 




22713 


53081 


A 


22841 


1 


130 


NCPMCWPGQSPRVPST*GRRMP 
PP1CRRSVSAES*RHWPQSPSP 


22714 


53082 


A 


22842 


614 


774 


QEPMRMCTMLANSSPSSSQATP 
PGL*SWNQPSLPARTLSRHEWT 
SCLGSSANL 


22715 


53083 


A 


22843 


396 


560 


LFPHDGIKHKGKENP/PKGPPPP 
THPQTPPRPADAPLVATKSTLD 
QA WALLA VATS 


22716 


53084 


B 


22844 


124 


205 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 








09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


22717 


53085 


A 


22845 


1 


2355 


M VGSRRI SG VI PLPFTRRAG I FS 

DPRANMQPLWAPVPPATFVPTS 

LPPVPTARPPTSASCHCQQVPC 

AGLEVALPGNRTICWLSLWPS 

WQLDEDAQSPALESSSIRQFPT 

APRSGYPGTLCPSFLFGPRPRTC 

EYHSKPVLCAPSSRASPSSATTL 

STRTLWGPGAGSHPFGVHNTR 

LSPDLCPGKIVLRALKESGAGM 

PEQHKDPRVQENPDDQRTVPE 










- 




VTGDARSAFWPLRDNGGPSPFV 

PRPGPLQTDLHAQSSEIRYNHTS 

QTSWTSSSTKRNAISSSYSSTGG 

LPGLKQRRGPASSRCQLTLSYS 

KTVSEDRPQAVSLGHTRCEKG 

ADTAPGQTIAPTASRPH1NTSLH 

VEDKAISDCRPSRPSHTLSSLAT 

GASGGPPVSKAPTMDAQQDRP 

KSQDCLGLVAPLASAAEVPAT 

APVSGKKHRPPGPLFSSSDPLPA 

NSSHSRDSAQVTSMIPAPFTAA 

SRDAGMRRTRSAPAAAAAAPP 

PSTLNPTSGSLLNXEWME APHIS 

WPQPQLQHVPRGQ/NVRYNQR 

SQTSRTRS/CPQTKCQLQLPQLY 

GRPPGSKAEEG\PASSHCQLALS 

SSNTVSEDGPQAVSSGHRCENK 

AGTAPGQTLAPRGGSPRSQASR 

PHINTALHVEDKA I SDC RPS R PS 

HTLSSLATGASGGPPVSKAPTM 

DAQQDRPKSQDSLGLLAPLASA 

AEVPSTAPVSGKKHRPPGPLFSS 


22718 


53086 


A 


22846 


1 


1200 


M PEQDKDPRVQENPDDQRR VP 

EVTGDARSAFRPLRDNGGLS/PP 

FVPGPGPLQTDLHTQRVLGYRV 

TVEDLDREKEAAFQR1NSALQV 

EDKAISDCRLSRPSHTLSSLATG 

TSGLPAVSKAPSMDAQQERHK 

SQDCLGLLAPLAPAAEVPSTAP 

MSGKKHRPPGPLFSSSDPLPATS 

SHSQDSAQVTSLIPAPFPAASM 

DAGMRRTSPGTSAPAAAAAPPP 

STLNPTLGSLLE WI E ALHISGPQ 

PQLQQVPRGQNQRSQTSRTSSC 

PKRK/CHLQLLQLYGRPPGTICA 

EEG\PASSHCQLTLSSSNTVSED 

GPQAVSSGHTHCEKTADTAPG 

QTLAPRGGFPRSQASRPCRHKF 

PLLPRRRGEPLMLPPPLELGYR 

VTAEDLDREKEVAFQRJKSALQ 

VEDKAI 
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SEQ ID 

ISO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SKQ ID NO: 
in USSN 

OQ/^40 717 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X~lJnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \— possible nucleotide insertion) 


22719 


53087 


A 


22847 


2 


1762 


YHSKPVLCAPSSRASPSSATTLS 

TRTLWGPGAGSHPFGVHNTRL 

SPDLCPGKIVLRALKESGAGMP 

EQH KDPR VQENPDDQRTVPE V 

TGDARSAFWPLRDNGGPSPFVP 

RPGPLQTDLHAQSSEIRYNHTS 

QTSWTSSSTKRNAISSSYSSTGG 

LPGLKQRRGPASSRCQLTLSYS 

KTVSEDRPQAVSLGHTRCEKG 

ADTAPGQTIAPTASRPHINTSLH 

VEDK^V I SDCRPSRPSHTLSSL AT- 

GASGGPPVSKAPTMDAQQDRP 

KSQDCLGLVAPLASAAEVPAT 

APVSGKKHRPPGPLFSSSDPLPA 

NSSHSRDS AQ VTSM I PA PFTA A 

SRDAGMRRTRSAPAAAAAAPP 

PSTLNPTSGSLLNNE WM EAPH I S 

WPQPQLQHVPRGQ/NVRYNQR 

SQTSRTRS/CPQTKCQLQLPQLY 

GRPPGSKAEEGVPASSHCQLALS 

SSNTVSEDGPQAVSSGHRCENK 

AGTAPGQTLAPRGGSPRSQASR 

PHINTALHVEDKAISDCRPSRPS 

HTLSSLATGASGGPPVSKAPTM 

DAQQDRPKSQDSLGLLAPLASA 

AE VPSTAP VSG K.KH RPPG PLFSS 

SDPLPATSYHSRDTAQ 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=pos$ible nucleotide insertion) 


22720 


53088 


A 


22848 


292 


2053 


GSVAWSPFSPSPSSLCLWDLPV 

APTLWGPGAGSHPFGVHNTRL 

SPDLCPGKIVLRALKESGAGMP 

EQDKDLRVQENPDDQRRVPEV 

TG DA RS A/FL APAGQWS PLSLC 

AQSRASADIPPCPEVRNQ1*PDIP 

DHLDELMHQPKCHLQLLQLCG 

RLAGAKVEEGASGAKEQGRDA 

♦AGQGTPESQQNPDDQRTVPEV 

TGDARSTVRPLRDSGGLSPFVP 

RPGPLQTDLHAQSSEIRYNQTS 

QTSWTSSSfKRNAISSSYSSJGG 

LLGLKQRRGPASSRCQLTLSYS 

KTVSEDRPQAVSSGHTRCEKA 

ADTAPGQTLAPRGGSPRSQGSR 

PRRRKIALLPHR*GELQVEDKAI 

LDCRPSWPSHTLSSLATGASGE 

PPVSKAPTMDAQQDRPKSQDC 

LGLVAPLASAAEIPSTAPVSGK 

KHRPPGPLFSSSDPLPATSSHSR 

DSAQVTSLIPAAFTAASMDVG 

MRRTRPGTSAPAAAAAAPPPST 

LNPTSGSLLN\EWMEALHISGPQ 

PQLQQVPRGQ/NVRYNQRSQTS 

RTRS/C PQTKCQL EL PQL YG RPP 

u 1 KUCKnblvN VLUbRLr bUrUr 

IFVGFFFFAYMGILQLLII 



2985 



WO 01/075067 



PCT/US01/08631 



SKQ ID 


StQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( \-Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


*=Stop codon, /^possible nucleotide 




r»CL| UCULC 






LQUon lur pc|i[iuc 
sequence 


UI >Ct|UCIIlX 


uciciiuu, \""pu»HMc nucicuiiuc insertion! 


22721 


53089 


A 


22849 


146 


1789 


RQPSTSGSSRSCPCARRSWWAR 

T A RSG W W WE L LG ARRS PQTL H 

CPQATLITLPCPRPSSTTSGSAM 

T*RGPWRSPGCTTSFCPTSR/PV 

ERNIDQTDLHAQRSEIRYNQTS 

QISWTSSCTNRNAISSSYSSTGG 

LPGLKRRRGPASSHCQLTLSSS 

KTVNSDKFDANDPILKDQTQE 

WSGSATFTSDGKIRLFYTDYSG 

KHYGKQSLTTAQVNVSKSDDT 














LKINGVEOHKTIFDGDGKTYQN 

VQQFIDEGNYTSGDNHTLRDPH 

YVEDKGHKYLVFEANTGTENG 

YQGEESLFNKAYYGGGTNFFR 

KESQKLQQSAKKRDAELANGA 

LGIIELNNDYTLKKVMKPLITR 

GSSRPSIREDENGRSQKPVHPEG 

DMTMNIKKIVNQATVLTFTTAL 

LAGGATQAFAKENNQKAYKET 

YGVSHITRHDMLQIPKQQQNEK 

YQVPQFDQSTIKNIESAKGLDV 

WDSWPLQNADGTVAEYNGYH 

VVFALAGSPKDADDTSIYMFY 

QKVGDNSIDSWKNAGRVFKDS 

DKFDANDPILKLDQTQEWRGEA 


22722 


53090 


A 


22850 


500 


1034 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


22723 


53091 


A 


2285) 


1 


2396 


MDKYLLHGPPRPPPAIASRCLA 

RVPGCAYSS1MVALSLVPLCAH 

MPTPSGLEVALPGNRTICWLSL 

WPSWQLDEDAQSPALESSSIRQ 

FPTAPRSGISPLCAPHSCLGQGR 

GPASHPTSTQTLD1SGVKTTPRR 

FSVILQDLCS1LGDSCLQFHLHR 

VPQQVSAVLLRVSGASPSPATT 

LSTRTLWGPGAGSHPFGVHNT 

RLSPDLCPGKIVLRALKESRAG 

MPEQDKDPRVQENPDDQRTVP 

EVTGDARSAFWPLRDNGGPSPF 

VPRPGPLQTDLHAQSSEIRYNH 

TSQTSWTSSNTKRNAISSSYSST 

GGLPGLKQRRGPASSRCQLTLS 

YSKTVSEDRPQAVSSGHTRCEK 

GADTSPGQTIAPTGGSPRSQDS 

RPRRRKIPLLPRRRGEPLMLPPP 

LELGYRVTAEDLHLEKETAFQR 

INSALHVEDKAIPDCRPSQPSHT 

LSSLATGASGGPPVSKAHTMD 

AQQHRPKSQDCLGLLAPLASA 

AEVPSTAPVSGKXHRPPGPLFSS 

SDPLPATSYHSRDSAQVTSLIPA 

PFTAASSDAGMRRTRPGTSAPA 

AAAAAPPPSTLNPTSGSLLN\EW 

MEAPHISWPQPQLQHVSRGQ/N 

VRYNQRSQTSRTRS/CPPRKCQL 

QLPQLYGRPPATKAEEGVPASSH 

CQLAHSSSNTVSEDGPQAVSSG 

UTD PCl/I/ AT AC /D \1/ A CD C* CTLI 

YGCTAGQTQVPRLPGPTGPPSI 


22724 


53092 


A 


22852 


1 


3392 


MDKYLLHDPPRPPPAIASRCLA 

RVPGCAYSSIMVALSLVPLCAH 

MPTPSGLEVALPGNRTICWLSL 

WPSWQLDEDAQSPALESSSIRQ 

FPTA PRSG Y PGTLC PSF LFG PRP 

RTCEYHSKPVLCAPSSRASPSSA 

TTLSTRTLWGPGAGSHPFGVHN 

TRLSPDLCPGKIVLRALKESGA 

GMPEQDKDPRVQENPDDQRTV 

PEVTGDARSAFWPLRDNGGPSP 

FVPRPGPLQTDLHAQSSEIRYN 

HTSQTSWTSSST 


mi's 


53093 


A 


22853 


40 


409 


WKMRHETRYNVLVSRGVGCH 
RLFFLNGVFEHLGRAFVQRRKV 
DTEHQLLRA A VP ANQEH RG LT 
QSQHVDGHSLLLLTLPNSFLCQI 
QEPSLG\SGSGALSGNVRIRPQA 

rVPAPFPPQVl Tl f \A/ 
v^fc A rctfj V L» 1 LL W 


22726 


53094 


A 


22857 


3 


220 





2987 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/S40 217 


Nucleotide 
location of first 

LUUl/II IUI ^JC|fllUC 

sequence 


Nucleotide location of his I 
codon for last amino acid 


Amino acid sequence ( X=Unkno>vn, 
'-Stop codon, /^possible nucleotide 
uciciiuiif \— [MiaMiiic nucicoiiuc insertion) 


22727 


53095 


A 


22858 


1 


356 


MAGPVKDREAFQRLNFVYQVS 

LRQGPHGDGARRPRVTAPLPQ 

AAHCVLAQDPENQALARFYLVH 

TERTIAKRLVLRRDPSVKEELL 

CRGCSSLLVPGLTCTPAPRDRC 

RGQRWTGTDLP 


22728 


53096 


A 


22859 


2 


270 




22729 


53097 


A 


22860 


2 


364 


IFSALPAPRRKVGLNLAPVTEPR 

DQPWAMMDVFXSRYSGSRGQPR 

QT\LT\KGELKVLMEKELPG\FL 

QSGKDKDAVDKL\LK.DPGRPM 

GDAQGGTFSEVHPCSVAAmSA 

CHK\YFE\KAGLK 


22730 


53098 


A 


22861 


282 


469 


DCGSELQAPPPPSLPGPLCPS1M 

PA/PPYASPPMMPMMGPPFRGM 

MPVGLAPGPMLLQYNTCS 


22731 


53099 


A 


22862 


7 


522 


SVWWNSNGLQSNMPKFYCDY 

CDTY\LTHDSPSVRKTHCSGRK 

HKENVKDYYQKWMEEQAQSLI 

DKTTAAFQQGK1PPTPFSAPPPA 

GAMIPPPPSLPGPPRPGMMPAP 

HMGGPPMMPMMGPPPPGMMP 

VGPAPGMRPPMGGHMPMMPG 

PPMMRPPARPMMVPTRPGMTR 

PDR 


22732 


53100 


A 


22863 


3 


455 


WFLIHDRTHTGEKPYKCNECV 

KAFHRSTCLHAHKRTHTGEKP 

YECNQ*GKAFNSSHSFQIHERT 

HTGEKPYECKECGKAFKGPSSV 

RRHERTHSTKKPYECKHCGKA 

LSYLTSFHNHLGMHTGEISHTC 

KICGKAFYSPSV\IQTHE*THT 


22733 


53101 


A 


22864 


1 


1665 




22734 


53102 


A 


22865 


1 


2650 
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SEQ1D 


SF.QIDNO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X=llnkno»vn, 


NO: 


of peptide 


hud 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


22735 


53103 


A 


22866 


107 


2384 


MFGVHGTFLGIESRPPLLSLSPS 

LLYTCEMFQDPVACEDVAVNF 

TQEEWALLDISQRKLYREVML 

ETFRN LTS 1 G K.K. WSDQN1 E Y E Y 

QNPRRSFRSLIEKKVNEIKDDSH 

CGETFTQVPDDRLNFQEKJCASP 

EVKSCDSFVCAEVG1GNSSFNM 

SIRGDTGHKAYEYQEYGP1CPY 

KCQQPKNKKAFRYRPSIRTQER 

DHTGEKPYACKECGKTFISHSG 














1RRHMVMHSGD.GPYKCKFCGK 

AVHCLRLYLIHERTHTGEKPYE 

CKQCGKSFTYSATHR1HERTHT 

GEK.PYECQQCGKAFHSSSSFQA 

HKRTHTGGKPYECKQCGKSFS 

WCHSFQIHERTHTGEKPCECSK 

CNKAFRSYRSYLRHKRSHTGEK 

PYQCKECRKAFTYPSSLRRHER 

THSAKKPYE/CSFQYHERTHTG 

EKPYECKQCGKAFRCAPHLRR 

HGRTH/S/A EKPYECKECGKAFR 

SASHLQIHERTQTH1RIHSGERP 

YKCKTCGKGFYSPKSFQRHEKT 

HTAEKPYECKQCGKAFSSSSSF 

PYHERTHTGEKPYECKQCGKA 

FRSAS1LQMHAGTHPEEKPYEC 

KQCGKAFRSAPHLRIHGRTHTG 

EKPYECKECGKAFRSAKNLRIH 

ERTQTHVRMHSVERPYKCKIC 

GKGFYSAKSFQIHEKSYTGGKP 

YECGLQLPRTAAESVDSEKLQG 

PGKQETHVQLLSLYCLRRVLDC 


22736 


53104 


A 


22867 


I 


391 


MKEHlERNPVTIKNVVKPSrNT 

VPLEDMKAHTGEKPYERQKCE 

LNQRLRDYAFQYHESNSGVVS 

ADSETKSGHSGCLIKEMKNATK 

THNGITGGIIFNANHWRETNTIY 

TRIHI/GEKSCDY KKCGKA FNQ 

YSSLRRHESVHTGEKPYERQKC 

ELNQRLRDYAFQYHESNSGVV 

SADSETKSGHSGCLIKEMKNAT 

KTHNGITGG 1 1 FN ANH WRETNT1 

YTR1H FNKQEK YQATH VSYAAN 


22737 


53105 


C 


22868 


179 


289 




22738 


53106 


A 


22869 


-» 


206 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

rodon fftr n<*ntirlp 

sequence 


Nucleotide location of las 
codon for last amino acid 

of nfntirf^ cpniif nrp 


Amino acid sequence ( X=Ilnknown, 
*=Stop codon, /-possible nucleotide 
uciciiuiif \~|rua.Miiic iiuciciiiiue insertion! 


22739 


53107 


A 


22870 


1 


855 

I 

v - • 


MPRAEPRATLGEQEKAGLPLG 

AWRLYLLRHFRKQTELRRSGSR 

DVTGALLVAAAVASEAVGSLR 

V A EGG PN TLLLQ V LR\S W\P WC 

NKELKTMEERKVKRRSPKSFSA 

HCTQVVNVQKKMSlPVSK\ST\G 

FSNPASQVNFTSRPKVKKEVM 

KVEKTKPQGLEEGQRHSSQLPIQ 

HSFLTVDVSRCSRKMERGLLSLA 

LNDFHSWKTFKHFGN\ECSI\EQ 

MEHVSGEiLQEKLARLNLELYG 

ELEELPEDKRKTASDSNLDRLL 

SDLEELNSS!QKLHLA\DAQDVP 


22740 


53108 


A 


22871 


67 


598 


SIRRHCGQRCL VRIRI WPLKLPP 

RLAVREGLRCGTLRDVMPPSM 

SGVVVGPPGP\PPGPCGDTTSGP 

A PGTFG Q A S A P VS PPRRG H G E Y 

LCSSPTPVFFPGLWQPPRAGFTA 

PERSWSCRGPRWQLRAAWAGR 

LSSSPVSALLTFKVIILSTGLLFG 

PLGGWKILSSLPEIFANLAT 


22741 


53109 


A 


22872 


1 


372 




22742 


53110 


A 


22873 


1 


3961 


FALAPEAGFYSLGQQPSTRJSGS 

GCVHPVRVWPFSIEPAIGTLNV 

GESMQLEVEFEPQSVGDHSGRL 

IVCYDTGEKVFVSLYGAAIDMN 

IRLDKNSLTIEKTYISLANQRTIT 

1HNRSN1IAHFLWKVFATQQEE 

DREKYSKVTAVFSIAASSNSRF 

ALYESSYNSQRSPSEWACDDLI 

KEEKDETDEFFEECITDPLLREH 

LSVLSRTFANQRRLVQGDSKLF 

FNNVFTVEPLGWSERKEN4AE1R 

DVQKKDTKV 


22743 


53111 


A 


22874 


1248 


1716 


WYAEQSAHEATAQLSTPMAIR 
RAVVMPPEQRNRTKKEY/SLRI 
PFGLPGDRMCFFTHRNDD/PTG 
NEVTPPSLAADLGQQFGGDAT 
DRQPWMIHQMLIHQGSEQLCF 
VEHGINMLRLGEILHLAATRHE 
AHFLAFRQFFNHQRSCFALNLA 
RQDRJTDF 


22744 


53112 


A 


22875 


478 


663 




22745 


53113 


A 


22876 


508 


884 


RQRHPDQRPGRSLFHGHGMCP 
TTPLQQQVDSQHNGDNNSESA 
P*QRRADSIHRSSLHIKKRPPSE 
DVSRCFLC I DL A FRQGFTFNKK 
GIRVRJPFGLPGDRMCFFTHRN 
DDRPAMKLLPFAGNKV 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22746 


53114 


A 


22877 


1 


506 


AFCRFS1LVGSAFISETDMCLLC 
PFP1G KA 1 S VRLQ Y FKH ETKQS 1 
CLGNQKSPLVCPFFGEQGLDSS 
SSLDLPSSPNPAPTLCPCVQPPR 
GPVSVSVPVSVMGSRLAPLLSA 
♦LFVSVILGRMVILKNPGVLGQ 
RQAGPSPGAPGLPSPSVRAPLG 
HKCSERSPSAT 


22747 


53115 


A 


22878 


621 


877 


RRRRRRKQRRKQPWSSPARGA 
♦PGPRRPSLRAAGTRRJRRKRRA 
SWTRCSNTCPGRCRTCSRSNQA 
SCPSLLHLLLLLFGSFFSFY 


22748 


53116 


A 


22879 


1 


1339 


MPSYKGCGETQRHATNGTAAP 

PRRSSCRGDAIKLPHAEKKEGR 

PPASTSYPLRLGTRSARSSSHC 

WCTSWEDPPEATAGEEKRHPK 

SPAVCCGEGTVLTASTVTWRA 

EPARGEIWARLCPRDRPGSRAA 

AVIWERPCCDRLIADRTGPPNSS 

EPHCRAATIPLPTWPLPEGQTLT 

LKALAKMAAPALLLLALLLPV 

GAWPGLPRRPCVHCCRPAWP/L 

WTLCPGEKGEAGVRGRAGRSG 

KEGAAXGCPGPAGPQSARRGSV 

GPPGAACRRAYAAFSVGRREG 

LHSSDHFQAVPFDTELVNLDGA 

FDLAAGRFLCTVPGVYFLSLNV 

HTWNYKETYLHIMLNR/QAA/V 

VLYAQPSERSVMQAQSLMLLL\ 

RRATPVWSVPEELPAVLPGQDE 

LGSLQLHAHHPLADGLVRHEL 

QPGLAGSSRTGHLVFRTDHGLR 

QHASHGCPVGPLHVPG 


22749 


53117 


A 


22880 


532 


783 


VGSTRG1VEGLIFILGEGGECYY 
PRSLFTVANFTVGKRNAKTLNC 
PSTDKWINKMCHIHTVEYYSDI 
KRNEI PM RATCRQTLKA 


22750 


53118 


A 


22881 


275 


720 


TPIKNCFKENKIPRNPTYKEHEG 

PLQGELQTTSQGNKRGYKQME 

EHSMLMG\GRIN1MKMAILPKVI 

YRFTIPIKLPMTFFTELEKTTSKF 

I WNQKRARIAKSILSRKN KAG/ 

AHHAT*LQT1LQGYSNQNSMVL 

VPKQRYRPMEQSPQK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22751 


531 19 


A 


22882 


i 


609 


MGRNQSRKAENSKNQSASSTP 

KDHSASPATEQSWMGNDFDEL 

TELGFRKSVMTNFSQLKEDVRT 

HHKEAKNLEKRLDKWLTRINSJ 

EETLNDLMELKTMARELRDTC 

TSFSSRFDQVEEGE1QTTIREYY 

EHLYANKLENLEEMDKFLDTY 

TLPRLNQEEVESLNRPITGSEIE 

AIINSLPTKKIPGPDRFTA*RRP* 

MT*WS*KPWHENYVTHAQASV 

ADSIKWKKGKYK\HHQRJL*TP 

LRK*TRKSRRNG*IPGHIHSPKT 

KPGRS*IPE*TNNRF*N*GNN**P 

TNQKNSRARQIHSQILPEVQRG 


22752 


53120 


A 


22883 


191 


564 


PNARKLRTLKKDHSPD**RRKL 
RKIK*MQ*KMIKGISQ\RSHRNT 
NYHQRTL*TPLHK*TGKSRRNG 
♦IPGHIHPPKSKPGRSQIPEYTNN 
KI*N*GSN**PINQKKSRTGRIHS 
QILPEVQRGA 


22753 


53121 


A 


22884 


337 


589 


TRRSRRNG*IPGHIHPPKTKPGR 
SRIPE*TNNRL*N*GSS**PTNQK 
KPRTRETDSRILPEVQRGAGT1P 
SETIPNNRKRGTPP 


22754 


53122 


A 


22885 


162 


539 


TRKSRRNG * IPGHIHPSKTKPG R 

S*IPEETNMKF*N*GSN**PTNQK 

KPRTRQVHSRiLPEPISHGMGKS 

WKQSL*KPAQDKAVPSLIAPIQ 

HIIGSSGQGNQARERNKGYSNR 

KRGSQIVSVCR 


22755 


53123 


A 


22886 


329 


459 


NDDTFRKPHRLSPKSP*AADKQ 
LQQSLRIQNQCAKLRSIPIHH 


22756 


53124 


A 


22887 


58 


440 


GLSRQFSPHSVNKAAGEVPTGR 

GPPQLSKANVARLPLS1PPLWA 

GHLWKKGGSPSQGIIDKTL1SLG 

QST*GKGQLWVQLQRT*AFLPA 

GSEESSGSPSTA\PNSAKGQTPS 

SSGSLTRASSSSLYLW 


22757 


53125 


A 


22888 


219 


332 


N EGKNLKG SQRERNTN Y HQRT 
Q*TPLHK*TRKSRRNG 


22758 


53126 


A 


22889 


1295 


1435 


QNQRQKPHDYLNRCRK7W/HFD 

KIQQPSMLKTLNKLGNDGTYL 

RJIRDI 
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SEQII) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Slop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


22759 


53127 


A 


22890 


2 


648 


YRPSGPTIRS1QNHTTHNQGRK 

WHKKGIKKPRAQRYESLKGPE 

V*PSGQGVTCLLRADWLSPLLG 

SGTYWGPKFLRNTRFAKKHNK 

KGLKKMQANN\AKAMSARAE 

AIKALVKPKEVKPK1PKGCS/RR 

KLRFDFAYIAHPKLWGRRCFVA 

RFCQGASGCSGPKGKAKVPKA 

KVKVS/PKAKAKAKAKDQTKA 

Q A A A PA L V\PAQA PKRTQ A PTK 

ASE 


22760 


53128 


A 


22891 


3 


370 


QMYCVFNRNEDACRY/GS/AIG 

VLAFLASAFFLVVDAYFPQISN 

ATDRKYLV1GDLLFSGWLASLA 

YQRYKAGVDDF1QNYVDPTPD 

PNTAYASYPGASVDNYQQPPFT 

QN A ETTEG YQPPP V Y 


22761 


53129 


A 


22892 


1 


297 




22762 


53130 


A 


22893 


3 


713 


GGGSGGDGDMESGAYGAAKA 

GGSFNLRRFLTQPQVWARAVV 

LWFALIVFSC1YGEGYSNAHES 

KQM YC V FN RN E D ACR YGS A\IG 

VLAFLA\SA\FFLVVDAYFPQISN 

ATDRKYL\VIGDLLRSALW\TFL 

WFR/VGFCFLTNQWAVTK\PKT 

VLVGADSVRAAITFSFFSIFSWG 

VLASLGWQRYKAGVDDFIQNY 

VDPTPDPNTAYASYPGASVDN 

YQQPPBTQNAETTEGYQPPPV 


22763 


53131 


A 


22894 


3 


219 




22764 


53132 


A 


22895 


1445 


1777 


PVHLGSTCHQCRQKTIDTKTNC 

RNPRLLGA/CRGQFCGPCLQNR 

YGEEVRDALLDPNWHCP\HCR 

GICNCSFCRQRDGRCATGVLVY 

LAKYHGFGNVHAYLKSLKQEF 

EMQA 


22765 


53133 


A 


22896 


3 


337 




22766 


53134 


A 


22897 


425 


1209 


TMSSTQFNKGPSYQLFAEIKNQ 

LLFKCDPQKQAALCSW1EGLTR 

LSFSPDFQKSLKEGIVLCTLMN 

KLGSVPKl/NRLMQNWHQLENL 

SNFIKAMVGYDMNPMDLFEAN 

DLFESRNMTQNR1L/P/PLDHSTI 

SLQMGANKRSSQ/VGMTAPGTP 

QHIYNTrCLGAHKCDNSSMSLH 

MG DTQS AN H S VQGFG LGQQ! Y 

YPKYCPQ/GPAASGAPLDAGNC 

PGPGEAPEDPPCSQEEATTEAPE 

HAGSLHHRPVWVWGIFLYFRL 

SFFFL 
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SEQID 

NO: 


SEQ ID NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

cfiiifin fnr ru*ntiflp 

sequence 


Nucleotide location of last 
codon for last amino acid 

fif npnfiftr crmif nrr 


Amino acid sequence ( X=Unl<nown, 
*=Stop codon, /^possible nucleotide 
uciluuiii \~~ |iudoiuic itucicuiiuc insertion I 


22767 


53135 


A 


22898 


156 


559 


QH I RETPG AQ V HSCG K WN PQ A 

LWRTAWQLLT/DTKHTLGKPPS 

/MPHLVIYPLEISQHTKTCTRML 

1ASFFI ITKT WKRPRCPS V DK WK 

NKPWCIHTGLLSSTVPPGEPGC 

PIPELSGLLMGLQTTSSRCSVRQ 

vw 


22768 


53136 


A 


22899 


161 


359 




22769 


53137 


A 


22900 


151 


383 




22770 


53138 


A 


22901 


238 


546 


pqehimehlegvinkprgrrcr 

pqelqlhylqkcmdydgnn£l 

dgfrtlpqpsthv\hkeegseq 

aplmsedeluniidgvlrdddk 

nndgyudyaefakslq 


22771 


53139 


A 


22902 


1 


819 


MAAEDKLLLPQLPELFETSKQL 

LDDVEVVTEPAGSRIVQKKVFK 

GLDLLEICAAEMLSQL/DLVAEL 

ELPKTKNSAE\NHTANFSMAYP 

SLIAMASQRQAKRERHKQKEL 

EHRLSAIKSAVETGQADDERVR 

EYYLLHLQSLEE1ESIDQEIKILR 

ERDSSREASTSNSSRQERPPVKP 

F1LTRNMAQVKVFGAGYPSLAT 

MTVSDWYKQHWKYGALPDQG 

IAKATPEEFRKAAQQQEGQEEK 

EEEDDEQTLYRVREWDDWKGI 

HPRDYGSQQSMG 


22772 


53140 


B 


22903 


238 


410 




22773 


53141 


A 


22904 


1 


638 


VAELELPKTKNSAE\NHTANFS 

MAYPSLIAMASQRQAKRERHK 

QKELEHRLSAJKSAVETGQADD 

ERVREYYLLHLQSLEEIES1DQE 

IKILRERDSSREASTSNSSRQERP 

PVKPFILTRNMAQVKVFGAGYP 

SLATMTVSDWYKQHWKYGAL 

PDQG I A KATPEEFRKA AQQQEG 

QEEKEEEDDEQTLYRVREWDD 

WKGIHPRDYGSQQSMG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


22774 


53142 


A 


22905 


"> 


1083 


RGNSRLRYSHEDELQLPRLPEL 

F\ETGRQLLDEVEVAT\DPAGFR 

\IVQEK\VFKG\LDLLE\RAAEML 

\SQSTLFGRECRFWKDLSPTHLI 

TFWGP\AFQGA\LPLKQVNPSKR 

LRIILQR\AREHFI\NYLT\QCH\C 

YHVGQSFEL\PKT\MNNSAENH 

T AN SSMA YPMLG A MXASQRQA 

KIQRYKQKKELEHRLSAMJCSA 

VESGQ ADDER VREYYLLH LQR 

WWDISLEEIES1DQEIK1LRERDS 

SREASTSNSSRQERPPAKPFILT 

RNMAQAKVFGAGYPSLP/TLW 

TVSDWYEQHRKYGS1TGFRGIA 

KSAPEGISGKAAQQQEEQEEKE 

EEDDEPNNFHRAREW\DDWKD 

TPSLGAYGNRQNMG 


22775 


53143 


A 


22906 


30 


457 




22776 


53144 


A 


22907 


401 


1509 


MWKMNCSLLQSKQMCNQLPP 

GSTRDGSWKFRQDPRLGKNA/C 

DCDSCIASEFGVRGYPTIKLLKG 

DLAYNYRGPRTKDDIIEFAHRV 

SGALIRPLPSQQMFEHMQKRHR 

VFFVYVGGESPLKYVTLKEMP 

AVLVFKDETYFVYDEYEDGDL 

SSWINRERFQNYLAMDGFLLYE 

LGDTDLNASSLRERKLILPEDIP 

LYVGKLVALAVIDEICNTSVEHT 

SELTVPTV V VLNTSNQQ Y FLLD 

RQIKNVEDMVQFINN1LDGTVE 

AQGG DS I LQRLKRJ V FDA KSTI V 

SIFKSSPLMGCFLFGLPLGV1SIM 

CYGIYTADTDGGYIEERYEVSK 

SENENQEQ1EESKEQQEPSSGGS 

V VPT VQEPKD V LEKKJCD 


22777 


53145 


A 


22908 


53 


543 


LP1SSLRTQTLFSSPLFPQHFEHY 

LALVSVLPFQLGRGRTAPAKKG 

GEK/RKGHSAINEVVIQEYTINI 

HKR1HGVRFKFCRAPRALREIPK 

FAIKEVETLSVRIDSRFNKALCA 

KG1RNVPYRJRVQLSRKRNEDE 

DSPNKRYTLVTYVPVSTFKNVQ 

TVHVHEN 


22778 


53146 


A 


22909 


106 


491 


IGKGTNELMYGEK/RKGHSAm 

EVVIQEYTrNIHKRIHGVRFKKR 

APRALREIPKFAIKEVETLSVRJ 

DSRFNKA LCAKG IRNVPY Rl RV 

QLSRKRNEDEDSPNKRYTLVTY 

VPVSTFKNVQTVHVHEN 


22779 


53147 


A 


22910 


1 


321 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/S40 217 


Nucleotide 
location of first 

rcifinn fnr nf*nti<l^ 

lUUVII IUI |fC|JllUv 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=lln known, 
*=Stop codon, /=possible nucleotide 

Ul II.IHJII) 1~|IU}3IUIC IIULILvllUC III>CIHUI1I 


22780 


53148 


A 


22911 


313 


402 


R*GGEKJCKGRSAINEVVTREYT 

1NIHKRIHGVGFKKRAPRALKEI 

RKFAMKEMGTPDVRJDTRLNK 

AVWAKGIRNVPYRIRVRLSRKR 

NEDEDSPNKLYTLVTYVPVTTF 

KNLQTVNVDEN 


22781 


53149 


A 


22912 


1 


3801 




22782 


53150 


A 


22913 


2 


535 


GGGMADTVLFEFLHTEMVAEL 

WAHDPDPGPGVSAGLRGEEAG 

ATKGQKMSLSVLEGMGFRVGQ 

A LG E RLPRETL A FREELD V LKF 

LC KDL WV A VFQKQ M DSLRTN 

HQGTYVUQDNSFPLLLPMGSG 

LQV/YLEEAPKFLAFTCGLLRSA 

LYTLGIESVVTASVAALPVCKF 

QVVIPKS 


22783 


53151 


A 


22914 


1 


201 


GDLPWEINPLSSCSLLHEKDPPT 
TSGPQT/DQPKKHHTNFKSGPVT 
GN RT VQLT WQPLPEPLEL WPK 
AL 


22784 


53152 


B 


22915 


226 


522 




22785 


53153 


C 


22916 


1 


705 




22786 


53154 


C 


22917 


1 


462 




22787 


53155 


C 


22918 


1 


505 




22788 


53156 


B 


22919 


1 


1059 




22789 


53157 


C 


22920 


1 


411 




22790 


53158 


A 


22921 


1 


212 


LTSFLHCCLSHH YHG AQ1 H PRH 
FLHLICRCHCHQYCHHAYLDPC 
PQDSHHLHWCWQPLPEPLELRP 
\RLSD 


22791 


53159 


B 


22922 


1 


864 




22792 


53160 


B 


22923 


1 


635 




22793 


53161 


B 


22924 


1 


874 




22794 


53162 


A 


22925 


1 


566 


MPSVRTGDPIILHAHTLNPAVW 

LAWAVEGEGSLTLNIWICPWQ1 

EPLRHLAYTPGSDATSLTVPTR 

VISPLCVDSWLFTDPLMKTHAP 

ERTFLSFPA A A KRQAHLC VL AS 

NCDKPM Y VKL V KAHCAEHQIN 

LIKGDDNKKLGEWEGPCTIDRE 

GKPCKVVGCSCAVVKDY/GKE 

SQAKDVIEQYFKCKK 


22795 


53163 


A 


22926 


59 


602 


PTAMVEEGIAAGGVMDVNTAV 

QE V LKT A LI HDG L A RG I RE A A K 

ALDKYVYQSQYCGFLQPEQNC 

HPREEGMEFMVLAQKF*MASV 

LPET*EK\RQAHLCVLASNCDEP 

MYVKLVEALCAEHQfNLlKVD 

DNKKLGEWVGL\CKIDREGKPR 

KVVGCSCVVVKDYGKESQAK 

DVIEEYFKCKK 
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SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


22796 


53164 


C 


22927 


135 


293 




22797 


53165 


B 


22928 


20 


325 




22798 


53166 


A 


22929 


677 


1031 


TPTMCLRSHPLPLALVSVILSFP 

QPSFSSSLfNSSWSSPRSSLSSSSS 

RSPSSGRVNLHPPQTPSSH*SHL 

SSRSCCSAPLLTYHSSSLLLVCS 

VPFPFFPGFPGENPLFVLSGSAP 


22799 


53167 


A 


22930 


I 


1011 


MCLRVI FTIG A VSVILSFLSLFF1I 

LDQLQLV1PQSSLSSSSNLEDPY 

SESYYAAARRPDSASTEPPPAG 

KSSAEYRAHFLAVSTEAERIRA . 

DLVLRARPLGPAHPRTLWPTPP 

AGPFCRMVAHNQVAVADNAVS 

TAAEPRRRPEP/SPSSSSSSPAAT 

A RPRPC PA V\P A P A PGDTH F RTF 

RSHADYRRITRASALLDA\LGF 

YWGPLSVHGVAHEPLRAEPVGT 

FPVRDS\RQRNCFFALSVKMAS 

GPTSIRVHFQAGRFHLDGVSRES 

FDCLFELLEHYRGGSRADLLGA 

TVLRQRRVRPLQELCRQR1 RRPP 

VG\R£N\LARJPLNPVLRDY\LSS 

FPFQI 


22800 


53168 


B 


22931 


180 


1466 




22801 


53169 


A 


22932 


1 


207 




22802 


53170 


A 


22933 


408 


3758 


CLQQGPGGNQHCSHREEAPAV 

AACQEPPGHSEPESVLPLGAPPX 

SEEDGRQQVGSSRLRHIMAEMI 

ATEREYIRCLGYVfDNYFPEME 

RMDLPQGLRGKHHVIFGNLEK 

LHDFHQQHFLRELERCQHCPLA 

VGRSFLRHLIGQKQFPESPSGER 

PGLTSSHAPCPWMPHYLPEGPA 

CPVLRIPCEAFNWKHVECTDPV 

VSPPKQSPLLFQEEQFGMYVIY 

SKNKPQSDALLSSHGNAFFKVI 

PLGPPPTACPALS 


22803 


53171 


A 


22934 


3 


355 


EAAELDAMCTATRQWSRAGQ 

G VTG RPCQG RLPRCGLRST1TP 

KPIPGGHRKKPLLGAUGKHTLS 

YVERWHWEGHSGPTRDRQNF 

ERRLTVPPSRQPFAPTDETRCG 

DDRJSFCNYV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQH> NO: 
in USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 

oi pcpiiuc sequence 


Amino acid sequence ( X-Unknown, 
'-Stop codon, /^possible nucleotide 

licit uuiif \~|*U5>iuic iiULicuiiuc insertion^ 


22804 

X ' 


53172 

£&jjj>± - 1:.. ' 


A 


22935 


1928 


5312 


CLQQGPGGNQHCSHREEAPAV 

AACQEPPGHSEPESVLPLGAPP\ 

SEEDGRQQVGSSRLRHIMAEMI 

ATEREYIRCLGYVIDNYFPEME 

RMDLPQGLRGKHHVIFGNLEK 

LHDFHQQHFLRELERCQHCPLA 

VGRSFLRHLIGQKQFPESPSGER 

PGLTSSHAPCPWMPHYLPEGPA 

CPVLRIPCEAFNWKHVECTDPV 

VSPPKQSRLLFQEEQFGMYVIY 

SKNKPQSDALLSSHGNAFFKDK 

QRELGDKMDLASY 


22805 


53173 


A 


22936 


3 


306 




22806 


53174 


A 


22937 


3 


460 


LQRQRQHPAAAPAVPVRCFTFC 

FTD1VIMPKRKSPENTEGICDGS 

K VTKQEPTRRS ARLSA KPA PPK 

PEPKPRKTSAKKEPGAKISRGA 

KGKKEEKQEAGKEGTAPSENG 

ET\KAEEIHISRSTVNVSTSRGTP 

PSTLSVKGQIETVRVKGTEN 


22807 


53175 


A 


22938 


-> 

-> 


285 


SSCPAREQLQRQRQHPAAAPAV 

PVRCFTFCFTDIV1MPKRKSPEN 

TEGKDGSKVTKQEPTRRSARLS 

/AVFV*FKLSLQKPAPPKPEPKP 

RKTSA 


22808 


53176 


A 


22939 


1 


413 




22809 


53177 


A 


22940 


2 


454 


AEVQVEEAGLRRALRVSSCSGR 

GSIQRRFYAVPVRCFTFCFTD1V 

IMPKRKSPENTEG I DGSUCVTKQ 

EPTRRSARLSAKPAPPNPEPQPR 

KTSAKKEPGVAKISRGAKGKXE 

EKQEAG KVEGTAPA EN DETKA E 

EAQKTESVDNEGRMNCP 


22810 


53178 


B 


22941 


55 


186 




22811 


53179 


A 


22942 


2 


397 




22812 


53180 


B 


22943 


339 


470 




22813 


53181 


A 


22944 


1 


139 




22814 


53182 


A 


22945 


1 


416 


MPLLYHLSRCAYVQQCNFANP 

VVSALCTCLVKPVVEKCTPYA 

VLLEALALRNVRQLEDLVIEAV 

YADVLRGSMDQRNQRLEVDYS 

IGRDIQRQDLSAIARTLQEWG/C 

HQHLLSLRSAASQRQQCGYHK 

LHDKQRLLRG 


22815 


53183 


A 


22946 


315 


570 





2998 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


22816 


53184 


A 


22947 


933 


1841 


RPAEPDPGSGHPEPKSPTLSAV 

MSAEVKVTGRNQEQFIXLAKS 

A\KGAVLATLIHQVLE\APGVY 

VFGELLDMPNVRELAESDFAST 

FRLLTVFAYGTYADYLAEARN 

LPPLTEA\QKNK.LSDTFSVV\TL 

AAKVKC1PYAVLLEALAL\R\NV 

RQLEDLVIEAVYADVLRGSLDQ 

RNKRL\EV\DYSIGRDIQRQDLS 

AIARTLQEWCVGCEVVLSGIEE 

QVSRANQHKEQQL\GLKHQIES 

EVANLKKTIKVTTAAA\AAATS 

QDPEQH LTELREPA PGYTNQRQ 

P\SKKASKGKGLRGSAKIW\SKS 


22817 


53185 


A 


22948 


1 


1319 




22818 


53186 


A 


22949 


365 


1331 


RAGGGAPWRFTGTFATVAPET 

A ADLSLH RHLLSRTTSA WGTA 

CITVPIEPPTWPTWAVPIQWGG 

SATCIQEDKLRQGILYGYSQQV 

NQAMDSGLRPWVDSVNAIRVP 

QDYVTQSVPLREMNGSLGVLA 

QQLQNAKLQADAAHSALKQSD 

DLKP VFDQAFTK V VTTPA DAL 

QPLIPAAQTFTQQLVMVGDYIA 

QQGTQECGKTFSRASYLVQHS 

RIHIGKK P YECKECG KAFSSGS 

YLVQHQRJHTGEKPYECNKCG 

KAFTVYGQLIGHQSVHTGEKPF 

ECKECG KA FRLNSFLTEHQ R VH 

TGEKPFKCKKCGKTFRYSSAP 


22819 


53187 


A 


22950 


2 


206 


GGGQGATSFGRPESGFIRHQPPP 
PCRRSSTPTRSKLYTL\SAPE*RS 
VPTSAPGPQDRPPGSVSKKSW 


22820 


53188 


A 


22951 


571 


1102 


MGSVSLGNPQGPFQFTRLPLAN 

VIHPTFFWETGPRGADSLGAKG 

RKWQPTFTSRCNLKVYLGRAG 

SQAATGGPSPSLPNLHVKKLRP 

RK A EA WPGRRNTGK VSG R/L A 

ALRAPYGESFARAAGPRDAPS/ 

QQPRPQPEHAPTLISLGSNFGG 

MVEESWCRMNPDSGRPKEVAP 

WPPPSTK 


22821 


53189 


A 


22952 


1 


591 


MGPHWKDFKEIDVKKYIDALSI 

HTYTHTHTHTHADITDGDHGG 

GALLELEIMSHLKVQFRELNITA 

AKETEDGGGGKAIIIFVPFPQLK 

SFQKIQVWLRRILPKPTRKSCT\ 

QNM H WPPRSRTLKAMRDS IPE 

DLVFXPSEIMCMRJHVKLDGSRL 

IKAHLDKAQQYHVERNAETFS 

GVYMKLTGKDINVEFPEFQL 



2999 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 2 1 7 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon Tor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblt nucleotide 
deletion, \ s possibJc nucleotide insertion) 


22822 


53190 


A 


22953 


2 


508 


APPFELPRAAGIRHEGKFSQEK 

AMFSSSAKIVKPNGEKPDEFES 

GISQALLELEMNSDLKAQLREL 

NITAAKE1EVGGGRKAI1IFVPVP 

QLKSFQKIQVRLVRELEKKFSG 

KHVVFIAHRR1LPKPTRKSRTK 

NKQKARPRSRTLTAVHDAIPEDL 

VFPSEIVGKRNR 


22823 


53191 


A 


22954 


145 


395 




22824 


53192 


A 


22955 


536 


717 




22825* 


53193 — -i 


A— 


22956. 


1 


729 




22826 


53194 


A 


22957 


1 


1158 




22827 


53195 


A 


22958 


1 


2869 


MAHLRSCCSSLYQPGHLLPPHN 

PI QDH PLTA PSLTH LTRRA YFTD 

EKTKGGQSAYAVSLLRECVKL 

RPSDPTVPLMAAKVCIGSLRW 

MAAKHLAGVLLHSLSEECYWS 

PLSHPLPEFMGKEESSFATQAL 

RKPH L YEG DNLYCPKDN I EE A L 

LLLLISESMLANKLLLLEMERV 

QSPGVESGVDRQLSPYSDTNVN 

AQNAQJVPVAAKSAQNEVPGY 

PEETEKSRVQSNLLTQFQDLRL 

LLAAPECLPPRMSPPS 


22828 


53196 


B 


22959 


28 


139 




22829 


53197 


A 


22960 


60 


812 


LASPFPVPLHRCSAGSQPPGPVP 

EGL1RIYSMRFCPYSHRTRLVLK 

AKDIRHEVVNINLRNKPEWYY 

TKHPFG\H1PVLKTSKCQLIYES 

VIACEYLDDAYP\GRKLFPYDP 

YERVRQKMLLELFGKVPHLPK 

EFPGSVEDVGENAPNLKAALR\ 

QEFSNLEEILEYQNTTFFGVGTCI 

SMIDYLPL/WPWFER\L\ECMGY 

WNCVSHT\PALRLWISAMKWD 

PTVC\ALLMDKEHF\QGFLNPYF 

QNN PNAFDFGLC 


22830 


53198 


A 


22961 


2 


251 


ILLDFKPWDDETDMAQLEACV 
CS1QLEELV*GASKLVPMGYGI 
RKLQIQCVVEDDKVGTDLLEEI 
TKFEEHVQSVD1AAFNKI 



3000 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


22831 


53199 


A 


22962 


353 


1071 


APLWPRAERKFYKQMMGPVAS 

ASRQSSAPG/NDHSBLVLQIASL 

EVENQSLRGVVQELQQAVSNL 

EAWLNXIRRREKSSPGH/RSTVP 

QTQHVSPMRQVERPSPRPPYYD 

PGQEAEDNEDDDIDLDNKEED 

KEARRLREERLRLYAKKAKNP 

SLVAKSSILLDIKPWDNKTDMT 

QLEACVRS1QLDGLVSGASKLA 

SVGYGIRKMQIQCVVEDDKVG 

TDLLEEEITKFEEHVQSVDIAAL 


22832 


53200 


A 


22963 


3 


482 


PWANEAPAKK/PATPAEG/DAR 

DDDIDLRGSDNEEVEDKQAGHS 

CGEER\LR\HYAGEEGPRKPAL/ 

VWPKSLPSLLDVK\PWDDDDGP 

WPSLEACVR\SIQLDGLVWGGF 

PSLVPVG\YGIRX\LQ\IQCVV\ED 

DKVGTDFPWRREmKFEEARA 

RSVDIASFSTRS 


22833 


53201 


A 


22964 


I 


2835 




22834 


53202 


B 


22965 


571 


1337 




22835 


53203 


A 


22966 


1 


489 




22836 


53204 


A 


22967 


1 


618 




22837 


53205 


A 


22968 


3 


5227 


SWSRVRPRTRPEGLRQLKMRT 

G WATPRRPAG L LMLLF WFFDL 

AEPSGRAVN\DPLT1FHGNTGKC 

IKPGYGW1VADHCDETEDKLW 

KWVPQHRLFHLHSQKCLGLDIT 

KSVNELRMFSCDSSAMLWWKC 

EHHSLYGAARYRLALKDGHGT 

A1SNASDVWKKGGSEESLCDQP 

YHE1YTRDGNSYGRPCEFPFLID 

GTWH HDCILDEDHNG PWCATT 

LNYEYDRKWG1CLKPENGCED 

NWEKNEQFGRCYQFNTQT 


22838 


53206 


A 


22969 


3 


453 


GQSPILVIYHETKRPSGISERFSG 

STSGNTATLTITGTQAMDEADY 

YCQAGRDFGGGTKLTVLGQPK 

AAPSVTLFPPSSEELQANKATL 

VCL1SDFYPGAVTVAWKAHSN 

PVKAGVETTTPSKQSNNKYAA 

SSYLSLTPEQ*KSHRSYSC 


22839 


53207 


A 


22970 


2 


354 




22840 


53208 




22971 


1 


315 





3001 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»vn. 
*=Stop codon, /^possible nucleotide 
deletion, \=possibk nucleotide insertion) 


22841 


53209 


A 


22972 


1 


712 


M A WTLLFLTLLTQGTG S W AQS 

ALTQPASVSGSPGQSITISCIGTS 

SDIGAYYFVSWYQQYPGKAPK 

LLIFDVSGRPSGISSRFSGSKSGN 

TASLTISGLQAEDEADYYCASY 

ARSSTVVFGGGTSVTVLGQPKA 

APSVTLVFPPSSEELQANKATLV 

CLISDFYPGAVKVAWKADGSP 

VN AG VETTTPSKQSNN K Y A AS 

S\YYLSLTPEQWKSHRSYSCQV 

THEGSTVEKTVAPTECS ^ 


22842 


53210 


A 


22973 


1 


1779 




22843 


53211 


A 


22975 


1 


2001 




22844 


53212 


A 


22976 


292 


1497 


TGQLNGFHEAFIEEGTFLFTSES 

VGEGHP\DK!\CDQIS\DAVLDA 

HLQQDPDAKVAXCETVAKTGMI 

LL\AGEITSRAAV\DLPRKVVRE 

SCLNTLEYDDSSKGF*LQRLVN 

VLVALEQQSPD1AQGVHLDRNE 

EDIGAGDQGLMFGYATDETEE 

CMPLTIVLAHKLNAKLAELRRN 

GTLPWLRPDSKTQVTVQYMQD 

RGAVLPIRVHTIVISVQHDEEVC 

LDEMRDALKEKVIKAVVPAKY 

LDEDTIYHLQPSG/RTFVIGGPQ 

GDAGLT\GRKII\VDTYGGWGA 

HGG\G AFSG KD YTK V DRS A A Y 

AARWVAKSLVKGGLCRRVLV 

QVS Y AIG VSH PLSISIFH YGTSQ 

KSERELL*IVKKNFDLRPGV1VR 

DLDLKKPIYQRTAAYGHFGRDS 

FPWEVPKKLIY 



3002 



WO 01/075067 



PCT/US01/0R631 



SEQ ID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


22845 


53213 


A 


22977 


67 


1579 


FFVRSLSHTDTNMNGQLNGFH 

EAUEEGTFLFTSKADGEGHPD 

KICDQISEAVLDAHLHQDPDAK 

VACETVAKTGMILLAGEITSRA 

AVDYQKVVREAVICHIGYDDSS 

KG FD\ YKTCN VL V A LEQQSPDI 

AQGVHLDRNEED1GAGDQGLM 

FGYATDETEECMPLTIVLAHKL 

NAKLAELRJINGTLPWLRPDSK 

TQVTVQYMQDRGAVLPIRVHT1 

VISVQHDEEVCLDEMRDALKE 

KVIKAVVPAKYLDEDTIYHLQP 

SGVRFVIGGPQGDAGLTGRIHVD 

PYDGWGAHEEGAFSGKDYTKV 

\SRSAAYGARWVARSLVKGGL 

CRRVLVQVPGPPKKPDEDLYLE 

CEPDPVLALTQTLSFQVLMPSG 

PLPRTSVVPREQQMLPLKDSDL 

LTQPWYSGNCDRYAVESALLH 

LQKDGAYTVRPSSGPHGSQPFT 

LAVLLRGRVFNIP1RRLDGGRH 

YALGREGRNREELFSSVAAMV 

QHFMWHPLPLVDRHSGSRELT 


22846 


53214 


A 


22978 


3 


325 




22847 


53215 


A 


22979 


15 


1014 




22848 


53216 


A 


22980 


7 


592 


LLCSGRHSLQGVMGILSFLPVL 

ATESDWADCKSPQP\yGHMLL 

WTAVLSLAPVAGTPAAPPKAV 

LKLEPQWINVLQEDSVTLTCRG 

THSPESDS1QWFHNGNLIPTHTQ 

PSYRFKANNNDSGEYTCQTGQ 

TSLSDPVHLTVLSGQWRKAPG 

WTWEGQDG*NLLSGRGLQERG 

VACLLGSIAVSCLSTYQWLFLP 


22849 


53217 


A 


22981 


32 


1150 


EKAVTAVLWAPARLQGVMGIL 

SFLPVLATESDWADCKSPQPW 

GHM\LLW\TAVLFLAPVAGTPA 

APPKAVLKL\EPQW\INGGSRED 

SVTL\TC\RGTHSP\ESDS1QWFH 

NG\NL\IPTHTQPSLQVSRANNN\ 

DSGE\ YTCQTG QTSLSDP V H L\T 

VLSEWLVLQTPHLEFQEGETMV 

LRCHS\WRDKP\LVKVTFRHNG 

KSKICFSRSDPNFSIPQANHSHSG 

DYH\CTG\NIG\YTLLFIPRLLTIT 

VQAPSSSPMG11VAVVTGTAVA 

AIVAAVVALIYCRKKRJSANPT 

NPDEADKVG\AE\NTITYFTSQW 

HPGWLWEEPDDQNRILVSIVLA 

LG 1 WRRN S EREDL V FPG L KFPL 

GEDTGRCCQFPKEKVFLPGVIL 



3003 



wo 



01/075067 



PCT/US01/08631 



SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^llnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


22850 


53218 


A 


22982 


1 


471 


MKSSFQGHNKEKREKKGPSLFS 

AAYGGGSCLLLSIMAALRPLVK 

PKIVJCKRTKEFIWHQSDQHVKI 

KCNWRKPRG\QILMPNTGHGSN 

/K KTK H M LPSG F RKFL VPS V KE 

LEVLMCNKSPCAEIAHSVSSK\N 

KT1VERAAQ/LAVRVTNPNARL 

RSEENE 


22851 


53219 


A 


22983 


J 03 


564 


G I FRG I MA A LRPL VKPK1 VKKR 

TKKFIRHQSDRYVKIKRNWRKP 

RGIDNRVRRRFKGQI\LMPNIGY 

G\SN K KTK\H M L PK WLSG KFLG 

SHQRSREL/EKLLA*CCNKFFTC 

CPRFVSHCFSFQGTGKGLRGER 

SLPNWAFRVTNPNARLRSEENE 


22852 


53220 


A 


22984 


3 


177 




22853 


53221 


A 


22985 


74 


735 


RFAGAGAIPEARARPPDVQAAE 

EEKEMDLPDSASRVF/CGDASS 

NMGEHRMNVNAIILMQKNML 

DVRFEKTWEMLLNFNNLSSARL 

ASRLSERFLHHTRTLVEMKRDL 

\DSIFRRJRTLKGKLARQHPEAF 

SHIPEASFLEEEDVEDPIPTQAPT 

TTIATSE\QSTG\SC\DTSPDTV\S 

PSLEPLASEDLSHVQALASPAl\ 

NGPQPDQIDEEMTGRJALPARC 


22854 


53222 


A 


22986 


3 


275 


MRTVAEKVDAVRIVHIHSV1ML 

RRSDKRKDRVEISPEQLSAAST 

EAERLAELTGRPMRVVGWYHS 

HPHITVWPSHVGKYHGVAMFI 

VFRN 


22855 


53223 


A 


22987 


1 


886 


AKMAVQVVQAVQAVHLESDA 

FLVCLNHALSTEKEEVMGLCIG 

ELNDDTRSDSKFAYTGTEMRT 

VAEKVDAVRIVHIHSV1ILRRSD 

KRKDRVEISPEQLSAASTEAER 

LAELTGRPMRVVGWYHSHPHI 

TVWPSHVDVRTQAMYQMMDQ 

GFVGLIFSCFIEDKNTKTGRVLY 

TCFQSIQAQKSSEYERIEIPMHIV 

PHVTIGKVCLESAVELPKILCP/ 

QEEQDAYRRIHSLTHLDSVTKI 

KNGSVFTKNLCSQMSAVSGPLL 

QWLEDRLEQNQQHLQEL\HQE 

KJEELMQELSSLE 



3004 



WO 01/075067 



PCT/LS01/08C.J1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

3C(|UCUCC 


Met 
hod 


SEQ ID NO: 
in USSN 
09/vdfl 7 1 7 


Nucleotide 
location or first 

ff\t\nrt fnw n^ntirl^ 

sequence 


Nucleotide location of last 
codon Tor last amino acid 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


22856 


53224 


A 


22988 


10 


988 


LKAMSWAKMAVQVVQAVQA 

VHLESDAFLVCLNHALSTEKEE 

VMGLCIGELNDDTSRSDSKFAY 

TGTEMRTVAEKVDAVRJVHIHS 

VIIL\RRSDKRKDQVE1SPGQLSA 

ASTE AEKLA ELTG H PM R V VG W 

YHSHPHITVWPSHVDVRTQAM 

YQMMDQGFVGLIFSCFIEDKNT 

RAGRVLYTCFQSIQAQKSSESL 

HGPQDFWSSSQHISIEGQKEEER 

YERJEIPIH1VPHVT1GKACLESA 

VELPKILCQEEQDAYWRIHSLT 

HLDS VTK1HNGS VFTKN LCSQM 

SAVSGPLLQWLEDRLEQNQQH 

LQELQQEKEELMQELSSLE 


22857 


53225 


A 


22989 


1 


1362 




22858 


53226 


A 


22990 


284 


542 


KLFQKKNKKSSC1SDNFFFLLAI 
MVNLLQIVRDHWXVHWLVPM 
GFVIGCYLDRKSDERLTAFRNK 
SMLFKSFPHRELQPSEEVTWK 


22859 


53227 


A 


22991 


272 


1241 


FPGGAACD1CWVKEENGSLMS 

MKMGWKAKSCLPVTVHPRCL 

TPYSARLSSTFPL*NSITTGP*QS 

PACKRPF*LTTC*GGSRRNSNR 

KAA*GPCSPPPPSPPPSPAT\LPR 

GPAGLQPPGVPVLPPLRPRKHY 

APGGLPVPPASLLEDDDDTFCTS 

QAMQPTAPTKLSPPALLPEKDS 

FSSALDE1EELCPTSTSTEAATA 

ATDSVKGTSSEAGTQKLDGPQE 

SRADDSKLMDSLPGNFEITTST 

GFLTDLTLDD1LFAD1DTSMYDF 

DPCTSSSGTASKMAPVSADDLL 

KTLAPYSSQPVTPSQPFKMDLT 

ELDHIMEVLVGS 


22860 


53228 


A 


22992 


1 


3234 


M ELKC VCLKN RSPSAEEQPSLL 

PEPSAQESHGGHPRSALYGRER 

LTGQPPSSPHPNPAPWASCPAVI 

DPVPIYSSVAEAYDSGTEGIPTV 

PGLR\HVESGSLRATAQRLPPER 

RV/QQRTTAPPPRQPPRRPLRAS 

LSAAPPEPREPVVAAGPEPGSL 

QRPARTALPNRPEPQAASPGTL 

VEKYAAPVATQDLLDENPCTS 

RLGVVDLQAVLTLRKLENLRS 

GAQTPLEGGQSGRVGPHALRW 

NRGEEEGERLLC 


22861 


53229 


A 


22993 


307 


1906 




22862 


53230 


A 


22994 


1 


1752 




22863 


53231 


A 


22995 


588 


704 





3005 



01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQIDNO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22864 


53232 


A 


22996 


3219 


3407 


DQ V V WTKRLQD A I L V L V * EFRL 
HSPALRLCVMKQVGMSQGELE 
WGQFLKLSSRNRKRSGERI 


22865 


53233 


A 


22997 


1 


588 




22866 


53234 


A 


22998 


1 


917 




22867 


53235 


A 


22999 


I 


1692 




22868 


53236 


A 


23000 


1 


2266 


MKRIRDYYERSHATsTNLDNLEE 

MDELLETHNLPGLNHEETENLN 

KPITTSLSPLAGVSSTKKNTKNE 

LSIVLPFTGSILPVGFATRPRGL 

ASSNPILLHMVAFLFANGTEEL 

PVPLMTPTRQKKVIPLIPLMVG 

LGVSAST1ALGTGITG1STSVTTF 

RSLSNDFSAS1TDISQTLSVLQA 

LVDSSAAVVLQGQLRGLDLLT 

AEKGGLCIFLNEECCFYLNQSG 

LVYDN I KKLKDRAQKL ANQ AR 

QNLDSMLHGTGMKSDSDQKKS 

ENGVTLAPEDTLPFLKCYCSGH 

C PDD A INNTC ITNG HCF A HEED 

DQGETTLASGCMKYEGSDFQC 

KDSPKAHVRRTIECCRTNLCNQ 

YLQPTLPPVVIGPFFDGSIRWLV 

LLISMAVCIIAVMIISSSCFCYKH 

YCKSISSRRRYNRDLEQDEAFIP 

VGESLKDLIDQSQSSGSGSGLPL 

LVQRTIAKQIQMVRQVGKGRY 

GEVWMGKWRGEKVAVKVFFT 

TEEASWFRETEIYQTVLMRHEN 

ILGFIAADIKGTGSWTQLYLITD 

YHENGSLYDFLKCATLDTRALL 

KLAYSAACGLCHLHTEIYGTQG 

KPAIAHRDLKSKNILIKKNGSCC 

1ADLGLAVKFN\SDTNEVDVP\L 

NTRVGTK\RYMAPEVLDESLNK 

NHFQPYIMADIYSFGLIIWEMA 

RRCITGGIVEEYQLPYYNMVPS 

DPSYEDMREVVCVKRLRPIVSN 


22869 


53237 


A 


23001 


68 


636 


GVTSNPKALLGALIAPAFASLPE 

GRG KRIQALN MFRPKNS WRLG 

LKYPPSSKEKTQVPKTLISGLPE 

RKSTTRVGEKLQSAHKMPLSPG 

LLLLLFSGATATA/APLPLEGGP 

TGVRDSEHMQEAAGIRKSSLLTF 

LAWWFEWTS\QASAGPLIGK£A 

REVARRQEGAPP\QQSARRDRM 

PCRNFFWKTFSSCK 


22870 


53238 


A 


23002 


1 


144 


GI RLPSSADWQKTEAQKRREQL 
\LLDELVALVNKRDALVRDLDA 
QEKQ 



3006 



WO 01/075067 



PCT/US01/08631 



SEQ fl) 

NO: 


SEQ ID NO: 
of peptide 
sctjucncc 


Met 
hod 


SEQ 10 NO: 
inUSSN 

217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of n^ntirtp cmtienre 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possib!e nucleotide insertion) 


22871 


53239 


A 


23003 


2 


667 


RWNSSDPDADRTTLNHADHSS 

KlVQHRLLSRQEELKERARVLL 

EQARRDAALKAGNKHNTNTAT 

PFCN RQLSDQQDEERRRQLRER 

ARQL1AEARSGVKMSELPPWG 

EMAAEKLKERSKASGEQNSKL 

VDLKLKKLLEVQPQVANSPSSA 

AQKAVTESSEQDMKSGTEDLR 

TERLQKTTERFRN P V VFSKDST 

VRKTQLQSFSQYIENRPEMKRQ 

RSIQED 


22872 


53240 


A 


23004 


1 


1437 




22873 


53241 


A 


23005 


1 


2009 


MAKPYLYKKYGNQQGVAAIPD 

VPAAWEAEPSPIPSPVLGRKPN 

ASQSLLVWCKEVTKNYRGVKl 

TNFTTSWRNGLSFCAILHHFRP 

DLIDYKSLNPQDIKENNKKAYD 

GFASIGISRLLEPSDMVLLAIPD 

KLTVMTYLYQIRAHFSGQELN 

V VQ I EENSS KSTYK VGN YETDT 

NSSVDQEKFYAELSDLKREPEL 

QQPISGAVDFLSQDDSVFVNDS 

GVGESESEHQTPDDHLSPSTAS 

PYCRRTKSDTEPQKSQQSSGRT 

SGSDDPGICSNTDSTQAQVLLG 

KJCRLLKAETLELSDLYVSDKK 

KDMSPPFICEETDEQKLQTLD1G 

SNLEKEKLENSRSLECRSDPESP 

IKKTSLSPTSKLGYSYSRDLDLA 

KKKHASLRQTESDPDADRTTL 

NHADH\SSKIVQQDEERRRQLR 

ERA RQLI A E A RSG VKM SELPS Y 

GEMAAEKLKERSKASGDENDN 

IEIDTNEEIPEGFVVGGGDELTN 

LENDLDTPEQNSKLVDLKLKKL 

LEVQPQVANSPSSAAQKAVTES 

SEQDMKSGTEDLRTERLQKTTE 

RFRNPVVFSKDSTVRKTQLQSF 

SQYIENRPEMKRQRSIQEDTKK 

GNEEKAAITETQRKPSEDEKGF 

KDTSQYVVGELAALENEQKQI 

DTRAALVEKRLRYLMDTGQNL 



3007 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknr»vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


22874 


53242 


A 


23006 


145 


3217 


LDEYEARLTLANLDDFEEDNED 

DDENRVNQEEKAAKITELINKL 

NFLDEAEKDLATVNSNPFDDPD 

AAELNPFGDPDSEEPITETASPR\ 

KTEDSFYNNSYNPFKEWQTPQ 

YLN PFDEPE AFVT1 KDSPPQSTK 

RKN I RP V DM SK YL Y A DS SKTEE 

EELDESNPFYEPKSTPPPNNLVN 

PVQELETERRVKRKAPAPPVLS 

PKTGVLNENTVSAGKDLSTSPK 

PSP1PSPVLGRKPNASQSLLVWC 

KEVTKNYR 


22875 


53243 


A 


23007 


i 


165 


RPAAPRHERRPAADHGHHRPEP 
GRGTGQKACSELPSDEACS/GIA 
IG*SLLCSACSVRSRKRQW 


22876 


53244 


B 


23008 


26 


625 




22877 


53245 


A 


23009 


325 


526 




22878 


53246 


A 


23010 


1946 


2224 


LLQWRHGLLNPINSPYNSP1LPV 

QKPDKPYRLVQHLCLIYQIVLPI 

HPMVPNPYTLLSS1PFTTHYSVL 

DLKHAFFTIPLYPSSQPLFAFTW 

TDPDTHQ AQQITL A VLPQCF1 DS 

PHYFSQAQISSSSVTYLGIILMK 

THIGLGAVEQGVVLVGEARAA 

QEPMEWVGGSGMVGCRSRALP 

RGKAAKARREIERSAVTIVPVL 

DFNPAFHIIPDTTPDHHDCISLIH 

LTFTPFPHISFFPVPHLEHTWFID 

GSSTR 


22879 


53247 


A 


23011 


1 


1479 


MEENF1RVFFTTTTMLLL1ALIK 

QGELCESFDGKSLDGRDERVVI 

CFDAAAGLHRACSIRGEQQNL 

GTHYFTWQRLFAEVIKLGGLM 

KPKARNASSLWKEKTKNGFFS 

LETPEERQTSDLHKYQLAFRLF 

FIKYKNPAQFMAHLATTLRHFT 

ALDPESSHNFQNLFSSSHLMHIL 

SAPRLLRLYSRFVESPTVTIVPG 

PDFNPASNIIPDTTPDPHDCISL1 

HLAFTPFPYISFFPVPHPDHTWF 

IDGSSTRPNCHTPAKAGYA1VSS 

TS 1 1 EAT A L PPSTTS RQ A EL I A LT 

QALTLAKGLRJNIYTD/SHILHH 

H A V L W A/E/RG FLTMQG SS I IN A 

SLIKTLLQAALLPKEAEVIHCKG 

HQKASDPiTQGNAYADKVPSL 

AHAPTLTLAPVLQCPLREVAGT 

EDDNGKAVLEIPSNIRKSAHVP 

VQTWTCG WDPTNLLGG WFSN L 

GGFKTLVGTVIFI1GFLLFLPCVI 

PRIIKAIKTLVETTVSRQIIQTILL 



3008 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


22880 


53248 


A 


23012 


854 


1777 




22881 


53249 


A 


23013 


27 


496 




22882 


53250 


A 


23014 


1 17 


210 




22883 


53251 


A 


23015 


124 


414 




22884 


53252 


A 


23016 


-» 
.> 


627 




22885 


53253 


A 


23017 


1 


567 




22886 


53254 


A 


23018 


44 


551 


GGGRRSAPLQLGFMSRQAKDD 

FLRHYTVSDPRTHPKGYTEYKV 

TAQFISKKDPEDVKEVVVWKR 

YSD\FRK\LHGD\LAYTHRNLF\R 

RLEEFPAFP\RAQ\VFGRF\EASV 

DSRER\RKGAEDLLRFTVHIPAL 

NNSPQLKEFFRGGEVTRJALEVS 

RDLH1LPPPLIPTPPPG 


22887 


53255 


A 


23019 


25 


488 




22888 


53256 


C 


23020 


9 


119 




22889 


53257 


A 


23021 


52 


241 




22890 


53258 


B 


23022 


4 


402 




22891 


53259 


A 


23023 


249 


984 


GSTMYKMN1CNKPSNKTAPEK 

SVWTAPAQPSGPSPELQGQRSR 

RNGWSWPPHPLQ1VAWLLYLF 

FAVIGFG1LVPLLPHHWVPAGY 

AVSLGKRRAGPWNPFLSVSAET 

ILPQCMGAIFAGHLVVHLTAVS 

IDPADANVRDKSYAGPLP1FNR 

SQH A H V I EDLHCN LCNVDVSA 

RSKHCSACNKCVCGFDHHCKW 

LNNCVGERNYRLFLHSVASALL 

GVLLLV/LGGHICLRGVLCQPH 

ASAHQPTL 


22892 


53260 


A 


23024 


2 


224 




22893 


53261 


A 


23025 


111 


1368 


QQPSGSGALARGSGLPPRPGRL 

PARSPVQKRKGGWPKGKKRNP 

PRDLAVXRVPTTGYMIFLNEQRS 

QLRATHPDLPFTEIMKMLAVQ 

WAQLSQDKKGRKYAGKALGV 

TPPPSALTPVALIEEPKQLDIQSL 

PFQPILDRLKIKDKRQLVPSYLG 

GMHTVTEGLAGRQVLLQQVQ 

GGAWESAFLTCPWAMAAAAP 

GPTLTMLQPSISAVGFSQMAMG 

PHVQGRASKLSIYVNPRRQLST 

TTAMGDELNDLYCGTSRQLFSS 

LCNKKEPAAKAAPAAPLSSPGP 

PALGHAGHGRQLLLERSLTLFH 

LYELLKYPRASPGLWPPRVWM 

PHSLTCGTFWVPMIMMRFCAH 

VASGLLRPPFNQVFAHLSPAQG 

RHPGENGIIVLTSRAAVRJRCSS 

CSRSLTGNLKK1LPRTQSTWSL 

WRKRRDK 



3009 



WO 01/075067 



PCT/US0 1/08631 



SKQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


22894 


53262 


A 


23026 


2 


405 




22895 


53263 


A 


23027 


I 


391 




22896 


53264 


A 


23028 


3 


463 




22897 


53265 


A 


23029 


74 


466 


FAFNMPEPAKSAPAPKKGSKK 

AVTKAQKKDGKKRJCRSRKESY 

SVYVYKVLKQVHPDTGISSKA 

MGIMNSFVNDIFERIAGEASRL 

AHYNKRST1TSREIQTAVRLLLP 

G\EL\AKHAVSEGTK\AVTKYHQ 


22898 


53266 


A 


23030 


168 


597 


KEETDFLFWFCHYCFJMPELAK 

S A PA PKK6SKKA VTKAQKK DG 

KKRKRSRKESYSVYVYKVLKQ 

VH\PDTGISSKAMGIMNSFVTTF 

FE\RIAGEASRLAHYNKRST1TS 

REIQTAVRLLLPGELAKHAWSE 

GTNAWTKYTSSK 


22899 


53267 


A 


23031 


18 


321 


FTATWLNQEVGIVGKYRTRYG 

VSLQKMVKKIEISQYAKYICSFL 

WQNSKMKRRAVGIWCCG/SCM 

KTVKVSSSRNHIVWTYNTTSAV 

TVKSTIRRLKQLKDQ 


22900 


53268 


A 


23032 


12 


445 


FTCRSHVSEVEERCVEAPGLLG 

SRSITGFSLHSKQAKRTKKVGIV 

\GKYGNPLWGPSLR\KMVKK\IE 

I SQH AQ V HF ALFCG KTKM KRR 

AVGIWHCGSCMKTVXAGGAWT 

\YNTT\SAVTVKSAIRRLKEFERP 

SRTLLYSLRTSLGL 


22901 


53269 


A 


23033 


3 


175 




22902 


53270 


C 


23034 


378 


434 




22903 


53271 


A 


23035 


1 


578 


MVRCVRLVEAGSVVRYLSTSIC 

RPVVDAGSRALCLQEWADSQQ 

VKEKQYSSRDVQRAAALNIYRI 

PPSSRKPALCPTPRDRLEYDEDR 

LEHIAYVRARELHTLEVTGLET 

VAQSKAHVASLEGL1PEDKVVL 

LAGSPLQNEATLGQCGVEALTT 

LEVVGRRLGASL/HTSASKHTM 

VRALTYCSSREETFTAI 


22904 


53272 


C 


23037 


236 


379 




22905 


53273 


A 


23038 


178 


534 


VVQKTEPRLCFAVSPPFSCSLPL 

PSLFPHSPLLGRPKRQAKPAAD 

EGFWDCSVCTFRMSAEAFKCS1 

CDVRKGTSTRYLKICVTWVVV 

V l*QVFIEHTA ICALG VQ WYKD 

RPGPCSYGA 



3010 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ll>NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Slop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


22906 


53274 


A 


23039 


44 


1012 


VGGGGVQPSMTMGDKKSPTRP 

KRQAKPAADEGFWDCSVCTFR 

NSAEAFKCSICDWRKGTSTRKP 

RINSQLVAQQVAQQYATPPPPK 

KEKKEKVEKAGQKRKPEKRPR 

KFSP/SVVTKKNTNKKTKPKSD\ 

ILKDPPS\EANSIQSANATTKTSE 

TNHTVSRPRLEKRGTGGIAQQFG 

QLTVG\NVTVHTDFK\EKTRSSS\ 

TSSSTVTS\SAGS\EQQNQRQLR 

GFRGATDKGSLPVPPNPKGRPA 

QAVNDESFLKLAHGNCGKLWN 

SGVWKFQNLPPAHACLHPWEN 

LSCGTSTSLVDCCQDNFLLCHG 

HSWPPRDFRHPDDYSGHF 


22907 


53275 


A 


23040 


1 


626 


M AGCRN PCKAESH RSKSLLSE A 

ESLFREAESQHDRGSKNAGHR 

DESVEVWLSLLSSSQTRAEIER 

QSRGKQWLRHLLRDTEGPKET 

VRPELATRAAMDVAEVEFLAE 

KELVTIIPNFSLDKSYLIGVDNIP 

KADE1RTLVKDIWDTRIAKLRV 

SADSFVRQQEAHAKPDNLTLM 

ErNPSGTFLTQALNHTYK/LRTN 

LQPSESTQSQDF 


22908 


53276 


A 


23041 


1 


951 


MDAAEVEFLAEKELVTIIPNFSL 

DKIYLIGTWELKYREIRWLSQG 

PHGKPHADPGSSILQNSSGPSG 

VRTNGKSKPWEPFVAEEFAHQ 

FHESVLQSTQKALQKHKGSVA 

VLSAEQNHKVDTSVHYNIPELQ 

SSSRAPPPQHNGQQEPPTARKG 

PPTQELDRDSEQEQEEDDEDGE 

DEEEVPKRKWQGIEAVFEAYQ 

EHIEERTLERNRSSTAADKAQL 

LAANRQGHGQPTDPASDNIPKA 

DEIRTLVKDMWDTRIAKLRVS 

ADSF\VRQQEAHAKL\DNLT\LM 

EIHTSG\TFLTQALNHMYKLRT 

NLQPLESTQSQDF 


22909 


53277 


A 


23042 


1 


626 


MAGCRNPCKAESH RSKSLLSE A 

ESLFREAESQHDRGSKNAGHR 

DESVEVWLSLLSSSQTRAEIER 

QSRGKQWLRHLLRDTEGPKET 

VRPELATRAAMDVAEVEFLAE 

KELVTIIPNFSLDKSYLIGVDNIP 

KA DEI RTL VKDI WDTRI A KLR V 

SADSFVRQQEAHAKPDNLTLM 

EINPSGTFLTQA LNHTYK/LRTN 

LQPSESTQSQDF 



3011 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


22910 


53278 


A 


23043 


2 


642 


RPRRLLRDAEGPEETVRLWPAA 

RAAMDAAEVEFLAEKELVTIIP 

NFSLDK1YLIGGDLGPFNPGLPV 

EVPLWLAINLKQRQKCRLLPPE 

WMDVEKLEKMRDHE\RKEETF 

TPMPKPFTTLELT\K.LLLNHASD 

NIPKQDE1RTLVKDMWDTRIAK 

LR VSA DSF\ V RQQE AHA KLADN 

LTvLMEIHTSGMFLTQALNHMY 

KLRTNLQPLESTQSQDF 


2291 1 : 


5327-9, — 


A—' 


23044' • 


3 


1038 


TSSMAAG'OSEAPRPAAGVSDGS 

LVGQAGVLPCLELPTYAAACA 

LVNSRYSCLVAGPHQRHIALSP 

RYLNRKRTGIREQLDAELLRYS 

ESLLGVPIAYDNIKVVGELGDIY 

DDQGHIHLNIEADFVIFCPEPGQ 

KLMGIVNKVSSSHIGCLVHGCF 

NASIPKPE\QLSAEQWQTMEFN 

MGDELEFEVFRLDSDAAGVFC1 

RGKLNITSLQFKRSEVSEEVTEN 

GTEEAAKKPKKKKKKKDPETY 

EVDSGTTKLADDADDTPMEES 

ALQNTNNANGIWEEEPKKKKK 

KKKHXQEVSRTQDPCFSQGQLT 

S\SGYQSDHKKKKKKRKHSEEA 

EFTPPLKCSPKRKG K.SNFL 


22912 


53280 


B 


23045 


82 


323 





3012 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
bod 


SEQ ID NO: 
tnUSSN 


Nucleotide 
location of first 

sequence- 


Nucleotide location of last 
codon for last amino acid 

nf npnlidp cpnnpnrp 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \— possible nucleotide insertion) 


22913 


53281 


A 


23046 


3 


1624 


QLEIRAPTADEIHVTVGEARNLI 

PMDPNGLSDPYVKLKLIPDPRN 

LTKQKTRTVKATLNPVWNETF 

VFNLKPGDVERRLSVEVWDWD 

RTSRNDFMGAMSFGVSELLKA 

PVDGWYKLLNQEEGEYYNVPV 

ADADNCSLLQKFEACNYPLEL 

YERVRMGPSSSPIPSPSPSPTDPK 

RCFFGASPGRLHISDFSFLMVLG 

KGSFGKVMLAERRGSDELYAl 

KILKKDVIVQDDDVDCTLVEKR 

VLALGGRGPGGRPHFLTQLHST 

FQTPDRLYFVMEYVTGGDLMY 

HIQQLGKFKEPHAAFYAAEIA1 

GLFFLHNQGIIYRDLKLDNVML 

DAEGHIK1TDFGMCKENVFPGT 

TTRTFCGTPDY1APEIIAYQPYG 

KSVDWWSFGVLLYEMLAGQPP 

FDGEDEEELFQAIMEQTVTYPK 

SLSREAVAICKGFLTKHPGEAP 

GASGP* WGNLTIR A HG FFPLGF 

DWERLERLEIPASFSRPRPCGRS 

GENFDKFFTRAAPALTPPDRLV 

LASIDQADFQGFTYVNPDFVHP 

DARSPTSPVPVPVM 


22914 


53282 


A 


23047 


1 


1522 


MLRAPRQATRDHHFAHID1VQV 

TCFRYLRRSALAPAPAMPSPVR 

VDRGSFPPVAGGNHTRRRGGTP 

QEGVTREALAFFDVVATTGAE 

MMWSNFFLQEENRRRGAAGRR 

RAHGQGRSGLTPEREGKVKLA 

LLLAAWAPRWRCCPWAPSSG 

WTQHLQGQRQRRVRSGPTWG 

CG RRAPSGCG RRTCP WTGTP A 

A PRSCPE A SE RN SEH P A L I CTLP 

QPHMLKRRARRAPGSMAPPLP 

RPPQAASVPVFPPDWEPLESRA 

RSKSPLHSQHRPAQETGRHSRP 

RTSTRKRQQKHSTEKATHTPER 

APKPQTRENNPKGRAQGSPAPR 

DHNPASRHQKTSNDKRSTHDT 

HKTRKDSQTRRKKTRNNEKQQ 

PDR/IGPQIIAYQP/YGKSVDWW 

SFGVLLYE/MLAGQPP/FDGEDE 

EELFQA1MEQ/TVTYPKSLSREA 

VAIC/KGCGRSGENFDK/FFTRA 

APALTPPDRLV/LASIDQADFQG 

FTYVNP/DFVHPDARSPTSPVPV 

PASSPTRPQLLENKFGC 



3013 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


22915 


53283 


A 


23048 


505 


2345 


SIWGMVMMNPTPSSITLRRMM 

SLFPASLTTKYGGFYINSGTLQF 

RQASESEDDF1KEKKKKSPKKR 

KLKEGGEKIKKKKKDDTYDKE 

KKSKKSKFSKAGFTALNASKEK 

KKKKYSGALSVK.EMLKKFQKE 

KEAQK KREEEH KPVA VPS AE A 

QGLRELEGASDPLLSLFGSTSD 

N DLLQ A ATAMDSLTDLDLEH L 

LSESPEGSPFRDMDDGSDSLGy 

GLDQEFRQPSSLPEGLPAPLE^R 

VKELAQAARAAEGESRQKFFT 

QDINGILLDIEAQTRELSSQVRS 

GVYAYLASFLPCSKDALLKRA 

RKLHLYEQGGRLKEPLQKLKE 

AIGRAMPEQMAKYQDECQAHT 

QAK V AKM LEEEKDKEQRDRIC 

SDEEEDEEKGGRRIMGPRKKFQ 

WNDEIRELLCQVVKIKLESQDLV 

ERNNKAQ\AWEDCVKGFLDAE 

VKPLWPRGWMQARTLFKESRR 

GHGHLTSILAKKKVMAPSKIKV 

KESSTKPDKKVSVPSGQIGGPIA 

LPSDHQTGGLSIGASSRELPSQA 

SGGLANPPPVNLEDSLDEDLIR 

NPASSVEAVSKELAALNSRAAG 

NSEFTLPAPSKAPAEKVGGVLC 

TEEKRNFAKPSPSAPPPASSLQS 


22916 


53284 


A 


23049 


1 


379 


AYRNFTSASDVWSYG1VMWEV 

MSYGERPYWDMSNQD\PNTAL 

LDPASPEFSAVVSVGDWLQAIK 

MDRYKDNFTAAGYTTLEAVVH 

VNQEDLARJGITAITHQNKILSS 

VQAMRTQMQQMHGRMVPV 


22917 


53285 


A 


23050 


I 


123 




22918 


53286 


A 


23051 


3 


221 




22919 


53287 


C 


23052 


80 


379 




22920 


53288 


A 


23053 


71 


924 


AFSVNSSNSWEKA*SQKCLQV 

NYLSLSSASYLP/CMTCPPSAPL 

NLISNVNETSVNLEWSSPQNTG 

GRQDISYNVVCK.KCGAGDPSK 

CRPCGSGVHYTPQQNGLKTTK 

VSITDLLAHTNYTFEIWAVNGV 

SKYNPN PDQS VS VTVTTNQA AP 

SSIALVQAKEVTRYSVALAWLE 

PDRPNGVILEYEVKYYEKDQNE 

RSYRIVRTAARNTDIKGLNPLTS 

YVFHVRARTAAGYGDFSEPLE 

VTTNTGNKDHPDSVTSEAIF1IQ 

LNPITVKSKELSV1FGSADILLQ 



3014 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


2292! 


53289 


A 


23054 

- 


1 


1102 


MRWLLKWERKYTLYSSGVLK 

HKNLLESLLGQFLGPPAQRFDS 

AGGVRPKNDGRFTVIQLVGML 

RGIGSGMKYLSDMSYVHRDLA 

ARNILVNSNLVCKVSDFGMSR 

VLEDDPE A AYTTRGG KIPI RWT 

APE A I A YRKFTS AVSD V WS YG I V 

MWEWMSYGERPYWDMSNQD 

VIKAIEEGYRLPPPMDCPIALHQ 

LMLDCWQKERSDRPKFGQIVN 

MLDKLIRNPNSLKRTGTESSRP 














NTALLDPSSPEFSAVVSVGDWL 

QAIKMDRYKDNFTAAGYTTLE 

AVVHVNQ/EVSTQRCNTKGDL 

AR1GITAITHQNKILS\SVQAMR 

TQMQQ\MHGRMVPRLSTVLNK 

LKTLEISLPHPCTLIEELHFFNFV 


22922 


53290 


A 


23055 


148 


3229 


NAFRFHLLNPAGESHDRLQDLL 

SAVRSPTKRQEQRWHRRTMAG 

IFYFALFSCLFGICDAVTGSRVY 

PANEVTLLDSRSVQGELGWIAS 

PLEGGWEEVSIMDEKNTPIRTY 

QVCNVMEPSQNNWLRTDW1TR 

EG AQRV YI EI KFTLRDCN SLPG 

VMGTCKETFNLYYYESDNDKE 

RFIRENQFVKJDTIAADESFTQV 

DIGDRIMKLNTEIRDVGPLSKK 

GFYLAFQDVGACIALVSVRVFY 

KJCCPLTVRNLAQFP 


22923 


53291 


A 


23056 


57 


450 


VGDCLTSRGMSWVQATLLAR/ 

ALCRAWGGT/CRGALTGTSISQ 

VPRLAPVRGLHCSA/ASVSSEQS 

LVPSPPEPRQR/PPGGERDKASF 

LQTVQKFADTSVVDSGHIDF1Y 

LALRKMREYGVERDLAVYNQL 

LNIFP 



3015 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


22924 


53292 


A 


23057 


89 


1502 


VGDCLTSRGMSWVQATLLARG 

LCRAWGGTCGAAL/SQEPPSLR 

SLASLPRGLHCSAAAHSSEQV\L 

VPSPPEPRQEGPPRLLVPFEGPV 

LGQGAGLGERGQGRAFL/LDGC 

RNLRTTSVRKRGPH/VDLFYLA 

LRKMREWGVERG/DLAVYNQL 

LNIFPKEVFRPRNIIQRIFVHYPR 

QQECGIAVLEQMENHGVMPNK 

ETEFLLIQIFGRKSYPMLKLVRL 

KLWFPRFiyiNVNPFPVPRDLPQD 

PVELAMFGLRHMEPDLSARVTI 

YQVPLPKDSTG ASK1 PPKPH I VG 

HRACMSPHQESKKSRSSKAAL\ 

ARHNPS\RPVF\VEGPFSLWLRN 

K\CVYY\HILRA\DLLPPEEEGK 

WKRTPEEWE\LYYP\RQLDLEY 

VRSG\WDNYEFDINEVEEGPVF 

AMCMAGAHDQ\ATM\VKWI\Q 

GPAGDQPQTLAQNPPWSFRLRR 

VQPGELPDILLQGWRSP/HPAR 

G PPRKKTTTCKRQQQG PEL V 


22925 


53293 


A 


23058 


1 


2517 




22926 


53294 


A 


23059 


1 


927 


IIVVEFVSRGLARAPSGPAVFSH 

LAMARLPLRGVRWGCLLTAVH 

PEPPTACREICQYLINSQCCSLCQ 

PGQKLVSDCTEFTETECLPCGE 

SEFLDTWNRETHCHQHKYCDP 

NLGLRVQQKGTSETDTICTCEE 

GWHCTSEACESCVLHRSCSPGF 

GVKQIATGVSDTICEPCPVGFFS 

NVSSAFEKCHPWTSCETKDLW 

VQQAGTNKTDVVCGPQDRLRA 

LWVIPIIFGJLFAILLWLVFIKKV 

AKKPTNKAPHPK\Q\EPQErNFP 

DDLPG/SSNTAAPVAGRIFTWG 

GQPVYTQEDGQRESHFSCRERQ 


22927 


53295 


B 


23060 


24 


439 




22928 


53296 


A 


23061 


1 


582 




22929 


53297 


C 


23062 


1 


2607 




22930 


53298 


A 


23063 


248 


430 


ATNYTREQDSMWNCVR*GRTT 

ATTHSVTQRTDERQRRADTAL 

TLADYRNTSVTGVFAGLF 


22931 


53299 


A 


23064 


776 


1426 




22932 


53300 


A 


23065 


284 


598 


VFRLLRGQKSEPGKSRPKAL*N 
KPANTP VQSHISL Y A AG I rNSDS 
KVR*SCRQSSARQSGSYL*TSPR 
SPQNRQQTGE1TATVIAFGRTRR 
TAPDITPHPASAR 


22933 


53301 


A 


23066 


3139 


3792 


1 



3016 



WO (11/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54<UI7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V= possible nucleotide insertion) 


22934 


53302 


A 


23067 


2 


830 


GVPNMAAPQDVHVRJCNQEIV 

KFDLEVKALIQDJRDCSGPLSAL 

TELNTKVKEKFQQLRHRJQPVL 

YQRAFIWTASTFFFKJLTYSLTDF 

SSTQHDFNSPTTPVTFSDLVEQL 

AKEQDKESENQLLLQEVENHK 

KQMLSNQASWRKANLTCKIAI 

DNLEKAELLQGGDLLRQRKTT 

KESLAQTSST1TESLMGISRMM 

AQQYQQSEEAMQSLVTSSRTIL 

DANEEFKSMSGTIQLGRKLITK 

YNR\RELTDKLLIFLALRLFLAT 

VLYIVKKRLFPFL 


22935 


53303 


A 


23068 


1231 


1458 




22936 


53304 


B 


23069 


1 


2133 




22937 


53305 


A 


23070 


722 


957 


VFRLLRGQKSEPGQKQAKSTLE 
QTSEYPSNRGIPIIRQSECSIRTPL 
PFVRALRD*VRGCGCAPLSSVD 
SFFCCTEAL 


22938 


53306 


A 


23071 


2 


1137 


VPNMAAPQDVHVRJCNQEIVICF 

DL\EVKAPIQDIRD\CSGPLS\AL 

TELNPKVKEKFQQLRHRPTGP/ 

VEQLAKEQDKESEKQLLLQ\EV 

EN HKKAQM LQQFRPS WEGKLN 

SSPGKICNSDNLEKAELLQGGD 

LLRQRKTTKEVSLAQTSSTITVES 

LMG/ISGRMMAQQVQQSEEAM 

QSLVTSSRTILDANEEFKSMSGT 

MQLGRKLITKYNRRELTDKLLIF 

LALALFLATV\LYIVKKRLFP1F 

VRFPKVPVLAPFNSLFSGICPWF 

PEAPRLPKAEAHTPLRFAPQLP 

CRLGWEHQCPPLFLQSSWLVK 

GEQSPWEEGPGIGMPPLGTYEP 

PPSHHCALWEAAAAWSTLKSE 

PPRTRMPLLSPAPIVPLNARSGG 

GKREER 


22939 


53307 


A 


23072 


64 


665 


RVRGGEAELAMAAAEEEVSGAP 

NVPNRERGGAGRPKTPFECN1C 

LETAREAVVSVCGHLYCWPCL 

HQWLETR\PERQECP\VCKAGIS 

REKVVP\LYGRGSQEAPRJPELK 

TPPPPPRGQR\PAPESRGGF\QPF 

GDTGGFHF\SFGVGAFPF\GFFT 

TVFVNAHEPFRRGTGVDLGVQG 

HPSLQLGKEFPLPGFSAIFFLFW 



3017 



WO 01/075067 



PCT/US01/08631 



SEQII> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


22940 


53308 


A 


23073 


1 


416 


MQRRRRRRLLLLPPRRQTDRAL 

PPPPSPGSMPPPLPPPP/PPARGG 

GLRPGDGLYPK/PSPARRGSGA 

RTSWCTMCAPPSTSAPRASRRP 

RPSSCATRPPTSKPPPA\GHAPH 

PPPRDLGGGLDSGVQSDGVLQ 

HLQRPGH 


22941 


53309 


A 


23074 


1 


1713 




22942 


53310 


A 


23075 

■. •■ '* 


1305 


1538 


LKVKRNCTSS*SPT1GHD*QSNL 
SLPPSDFAKPPFPFSLLRCSKFR 
KLKAAYRKRKKGHKSSLSLSV 
KINKTAAANK 


22943 


53311 


A 


23076 


49 


355 




22944 


53312 


B 


23077 


253 


471 




22945 


53313 


A 


23078 


1267 


1497 


LKVKRNCTSS*SPTIGHD*QSNL 
SLPPSDFAKPPFPFSLLRCSKFR 
KLKAAYRKRKKGHKSSLSLSV 
KINKTAAANK 


22946 


53314 


A 


23079 


*> 


1237 


HE V AG A VPG A I MDEDYYG S A A 

EWG DE ADGGQQE DDSGEG ED 

DAEVQQECLHKFSTRDYIMEPS 

1FNTLKRYFQAGGSPENVIQLLS 

ENYTAVAQ\AVNLLAE\WLIQT 

GVEPVQVQDTVEYHLKSLLIKH 

FDPRIADSMFTEEGETPAWLE\Q 

M I AHTT WRDLF YKL A E A H PDC 

LMLNFTVKL1SDAGYQGE1TSV 

STACQQLEVFSRVLRTSLAT1LD 

GGEENLEKNLPEFAKMVCHGE 

HTYLFAQAMMSVLAQEEQGGS 

AVRR1DQEVQRFAQEKTVLTQE 

AIITVKGVSLSSYLEGLMASTIS 

SNASKTIVAAMSNLVPPVELAN 

PENQFR V D Y ILS VMN V PDFD FP 

PEFYEHAKALWEDEGVRACYE 

RSNEYQLIDCAQYIFVLEMQVP 

CCEEAQSHPGQHGGVQVGRN 


22947 


53315 


A 


23080 


1358 


1589 


LKVKRNCTSS*SPTIGHD*QSNL 
SLPPSDFAKPPFPFSLLRCSKFR 
KLKAAYRKRKKGHKSSLSLSV 
KINKTAAANK 


22948 


53316 


A 


23081 


33 


458 


GITGSTDASGVTMKFNPFVFSD 

RRKNRKRHVNAPSHVRRK1MS 

SPLSKELRQKYNVRSMPIRKDD 

EVQVVRGHYKGQQIGKVVHV 

YRKKYVIY1ERVQREKANG/DK 

DRKKILERKAKSRQVGKEKGK 

YKEEL1GKMQEYIEP 


22949 


53317 


A 


23082 


1 


576 




22950 


53318 


B 


23083 


37 


276 





3018 



WO 01/075(167 



PCT/US01/08631 



SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22951 


53319 


A 


23084 


124 


549 


NNSLSSPVQADVYFPRLIVPFCG 

HIKGGMRPGKKVGVMGIVDLN 

PKSFAINLTCGDSEDPPADGAIE 

LKAVFTDRQLLRNSCISGERGE 

EQVSNPLLS1HSTTMPFRVEILC 

EH\HCFR\VF V DG HQLFDF YH PH 

SNRYLAI 


22952 


53320 


A 


23085 


1 


215 


QGFIKPPLKEENFTLPPPGKFGP 

PKGSLNSPPS/PSSP*SPGGGILLL 

VYYLYRALFQKGCKEAAWLEY 

PLT . ; - 


22953 


53321 


A 


23086 


533 


983 


PWGPGCNKRWPCLAKDPPPTP 

QSSGVGQPFGGAEPAGAYIRTG 

PHLGPPPPPPPDSSTNLHSPNPS 

DDG A DTPLAQSDEEEERGDGG 

AEP\G\PAASSGPLAYRPDPAGY 

SPTSRPPGPSPEPLG/AEDPDSLL 

ASRAPRGGNGWWDCGTLS 


22954 


53322 


A 


23087 


1422 


1670 


NRYIDKTGWAWWLTPVIRHFR 
RPRWVDCLRLGVREQPGQHSKI 
KSLQKNAKMSQAWWHAPVDP 
ATWKADAGGSLEPGSLRLQ 


22955 


53323 


A 


23088 


2 


663 


VLLDERSAALDGAKRDGTLAL 

AAGALCREARAAQVFFLKGGY 

EAFSASCPELCSKQ/INVSANCP 

NHFEGHYQYKSILCGMTTHKA 

DISSWFNEAIDFIDSIKNAGGRV 

FVHCQAGISRSATICLAYLMRT 

NRVKLDEAFEFVKQRRSHSPNF 

SFMGQLLQLESQVLAPHCSAEA 

GSPAMAVLDRGTSTTTVFNFPV 

SIPDHSTNSALSYLQSLITTSSHC 


22956 


53324 


A 


23089 


3 


206 





3019 



WO 01/075067 



PCT/US0 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09o40,2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


22957 


53325 


A 


23090 


982 


2252 


LFLEKRRPALGPENRQRAPQGR 

STLGALRPAMVMEVGTL\DAG 

GLRALXLGERAAQLPACLDCRS 

FF\AFNAGH1AGSVNVRFST!VR\ 

RRAKG\AIGALE\HIVPNAELR\G 

RLLAGAYHAVVLLDERSAG\LD 

GAKRDGTLALAAGRA/LCREA 

RAAQVFF/LSKGGYEA\FSASCP\ 

ELCSKQSTPMGLS\LSLSTSVPD 

SAESGC\SSCSTP\LYD\QGGPVE 

ILPFLYLGSAYHASRKD\MLDA" 

LGHRLPWINVLSQIVPNHFVEGH 

\YQYKSIPVEDNHKADISFWFN\ 

EAIDFIDSIKNAGGRVFVHCQA 

GISRSATMCLAYLMRTNRVKLD 

EA\FEFVKQRRSI1SP\NFQLHGA 

SLLQFEFPRMLGPALFRAEAGK 

PRQMAVL\DRGT\STTTVFNFPV 

SIPVHSTNSALSVPFRAPLTDLS 

QLVERPTGR 


22958 


53326 


A 


23091 


13 


287 




22959 


53327 


A 


23092 


1 


492 




22960 


53328 


A 


23093 


1 


636 




22961 


53329 


A 


23094 


1 


506 


PTRTWTRGRJPRLSAQPSRGAR 

GTMADPRVRQIKIKTGVWKRL 

V\KEKVLYEKEPKQ\QEEKIEKM 

RAEDGENYDIKKQAEIL\QES\R 

MM1P\D\CQRR\LEAAYLDLQRI 

LENEKDL/EKEAEEYKEARVLVL 

DSVKLESLKLFSYGVVFALKPR 

GP1LQSIIFDHVLCVQV 


22962 


53330 


A 


23095 


1 


786 




22963 


53331 


A 


23096 


183 


1059 


VLGAFIWQGLDPSPETAFTDHR 

ATEWGTNDQSLCLNSP*\DAPS 

A K HE YQA S VSG S VSSKPEIDLQ 

LYDEVRDQDVPVKRNFARJVV 

NVSDTNDHAPWFTASSYKGRV 

YESAAVGSVVLQVTALDKDKG 

KNAEVLYSIESGSHPPYKTAAD 

VLLKAPPPGWRPTNTKPVHSTE 

AQPTQNQRTQQKHNQGASRSP 

RHSFATSTRAGAGICGCKTRRW 

MTRWMEESRGSLQTLPSTRLEP 

GSSAAWLDPEEQAQSLQFSSQE 

APFLGEGGENHIKGVPHGTKES 

QQQPLNHRSSL 


22964 


53332 


A 


23097 


1 


1224 




22965 


53333 


A 


23098 


1 


660 





3020 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown T 
*=Stop codon, /^possible nucleotide 
deletion, \~possihle nucleotide insertion) 


22966 


53334 


A 


23099 


129 


595 


LFPRLLSCLTTPPHCSFS1CFVIC 

SRTLILKGSSLMYVFCLPMTA1V 

MALSPRGWRSKFGMPWHSKPT 

WIMTL*FPLEKTGALSLTSDTS 

MFTVVVLTLGGLPLSEA*T/GG 

NYDSHFDVDKGTGTIIVAKPLD 

AEQKSNYNLTVEATDGTTT1LT 


22967 


53335 


A 


23100 


1 


1782 


MAAR1EVIHELS1RLLLMKTDL 

DAATAALLNVQPAKSGDNTSG 

APFPGKISQTLLKDPrfNGYHVV 

FALAGSPKDADDTS1YMFYQK 

VGDNSIDSWKNAGRVFKDSDK 

FDANDPILKDQTQEWSGSATFT 

SDGK1RLFYTDYSGKHYGKQSL 

TTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTFEKSNEAADHFKHGGGATIK 

GRVADNGKPQLSSLTYIDIRVIE 

ES I YPPA I L PLE I Fl T ASG EE YSGG 

V1GKIHATDQDVYDTLTYSLDP 

QMDNLFSVSSTGGKLIAHKKLD 

IGQYLLNVSVTDGKFTTVAD1T 

VH I RQVTQEM LNHT1 AIRFAN L 

TPEEFVGDYWRNPQRALR\NIL 

GVRRNDIQIVSLQSSEPHPHLDV 

LLFVEKPGSAQ1STKQLLHKINS 

SVTDIEEIIGVRJLNVFQKLCAG 

LDCPWKFCDEKVSVDESVMST 

HSTARLSFVTPRHHRAARQQ\R 

GPPLHNPADT*TTARKYNCDKR 


22968 


53336 


A 


23101 


184 


13958 


AMGRHLALLLLLLLLFQHFGDS 

DGSQRLEQTPLQFTHLEYNVTV 

QENS A A KTY VG H P VKMG V Y IT 

HPAWEVRYKIVSGDSENLFKAE 

EYILGDFCFLRJRTKGGNTAILN 

REVKDHYTLIVKALEKNTNVE 

ARTKVRVQVLDTNDLRPLFSPT 

SYSVSLPENTAIRTSIARVSATD 

ADIGTNGEFYYSFKDRTDMFAI 

HPTSGVIVLTGRLDYLETKLYE 

MEILAADRGMKLYGSSGISSMA 

KLTVH I EQANEC A 


22969 


53337 


C 


23102 


56 


331 





3021 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in IJSSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


22970 


53338 


A 


23103 


2249 


2680 


GEFLKTREFSIYFLEKYTTFPGE 

NLEHGFWDSSTSPPVLLHPG1PA 

SRI/PVSSIFTKVPPKKSATKP/PV 

S1WGAPPLGPPGFWGCCPTGEQ 

RGVCHPSEPHPPVVDFRfCKPPF 

LCVSLSLINIFKSNKFLLTTCNL 

VIFYTCSL 


22971 


53339 


A 


23104 


739 


1672 


COEAASEFGGPLHTPAMFI RRI 
GGWLPRPWGRRKPMRPDPPYP 
EPRRVDSSSENSGSDWDSAPET 


J' 1 " ■ 










i ! 


MEDVGHPKTKDSGALRVSRAA 

SEPSKEEPQVEQLGSKRMDSLK 

WDQPISSTQESGRLEAGGASPK 

LRWDHVDSGGTRRPGVSPEGG 

LAGVPGPGAPLEKPGRREKLLG 

WLRGEPGAPSRYLGGPEECLQ1 

STNLTLHLLELLASALLALCSRP 

LRAALDTLGLRGPLGLWLHGL 

LSFLAALHGLHAVLSLLTAHPL 

HFACLFGLLQALVLAVSLREPN 

GDEAATDWESEGLEREGEEQR 

GDPGKGL 



3022 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 


SEQ ID NO: 


Mel 


SfcQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /=possible nucleotide 








09/540\2l7 


codon for peptide 
sequence 


of peptide sequence 


deletion, \-possible nucleotide insertion) 


22972 


53340 


A 


23105 


122 


2437 


RLELKLPLWTMRFTEMELLGH 

LSI FKITG KQKQLTRTAPG PSGQ 

LRSNQTTGNSLEPSGQPRSSQTT 

GNSLEPSGQPRSSQTTGNSLEPS 

GQPRSSQTTGNSLEPSGQPRSSQ 

TTGNSLEPSGQPRSSQTTGNSLE 

PSGQPRSSQTTGDSLEPSGQLRS 

NQTTG DS VQPNNREQPGTV RS 

APLQPNN REQPGTVRSAPLQPN 

NRGQRPTKQQGTTWNRQVSSA 














PTKQQG.TAR\PSGQPRSNQTTG 

NSLEPSSQLRSNQTTGDSVQPN 

NREQPGTVRSAPLQPNNRGQRP 

TKQQGTARVPSGQPCSNQTTGN 

SLEPSSQLRSNQTTGDSVQPNN 

REQPGTI RSAPLQPNNRGQRWD 

RQVSSAPTKQGTALGPSG\SSAP 

TKQQGTA LEPSSQLRSNQTTGN 

SLEPSGQPRSNQTTGNSREPSSQ 

LCSNQTIGNSQDRQVSSAP/IQT 

TGNSQDRQVSPAPTKQQGTAG 

NRQVSST/PIQTGNSVQPNNREQ 

PGTVSGAM/VWVATPVKGPAR 

VETSAHKVSAAGLPKKKT/QPG 

VTGGAPRLTLNTVLPKHSRTPS 

RHEAGSTQALYHNGQAQYALS 

FPHEAAPMAAFYVVTGIEVTTA 

LTLEEAPCTVEITTALTLEEPPC 

TVF WN KTERNTRTL VQDKGSN 

TKGFVQTATCCFRADCKASRPS 

PHPPSPH REWTSDLRHKQVSKF 

PGAHRLPGHPELPIQEAWDRGE 


22973 


53341 


A 


23106 


605 


813 


LFVFINFRENPALLRW\AYAR\TI 
NVYP\NFRPTPKNSLMGALCGF 
GPLIFIYYIIKTERVSIQTRCLVF 


22974 


53342 


A 


23108 


273 


936 


AYSNKVPSWNQKA\PSPTKPAG 

TLIFDFPAVKTVRNKFVFFINYP 

VSG YTEDLKKFLKP YTLEEQKN 

LTVCPDGALFEQKGPVYVACQ 

SPISLLQACRGMNDLDFGYSQR 

NPCILVKMNR11GLKSEGVPRID 

CVSKNED1PNVAVYPHNGIIDL 

KYFPYYGEKLHVGYLQPLVAV 

QVSFAPNDTGKEVTVECKIDGS 

ANLKSQDDRDKFLGRVMFKIT 


22975 


53343 


A 


23109 


104 


478 


ETEVGGLVEASMSHNCTTALQ 

PGQHSQKENLQNKPI PGREKY* 

VSIEFELIYFP/YYCQVGYLQPL 

VAVQVSFAPNNTGKEVTVECKI 

\DGSANLKSQ\DDRDKFLGVRV 

MFQNHSTVHSMSRVSSTE 



3023 



WO 01/075067 



PCT/USO 1/08631 



SEQ II) 


SEQ ID NO: 


Mel 


SEQ II) NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for hist amino acid 


*=Stop codon, /^possible nucleotide 




sequence 






cod on for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


22976 


53344 


A 


23110 


-> 


903 


LLSPVRAHTMTKNEKKSLNQSL 

AE\WKLFIYNPTTGEFLGRTAAS 

WGLILLFYLVFYGFL\AALFSFT 

MWVMLQTLNDEVPKYRDQIPS 

PG LM V FPKPWTA LEYTFSRSDP 

TSYAGYIEDLKKFLKPYTVLEEQ 

KNLTV\CPDG\ALFEQKGPVYV 

ACQFPMSLLQACSG MNDPDFG 

YSQGNPC!LVKLNRIIG\LKPEG 

VPRIDLCFKRMKDIPNVAVYS\ 






•V 


* * - *i ' 






HNG M I DLKYFPY YG KKTAMF/ 
VGIYQPIGLLVQVSFAP*QPLGK 
EVTVE/CAKIDGSSQPKJCVQDDV 
RDKVFGDEFMFQIHSTVH 


22977 


53345 


A 


23111 


467 


931 


SRDSRRGTPLAGGRGRDFAGQ 

MGHRVQGRHGSRGRLPSGDAR 

VNAERAEPVGAGAGGPGGGSS 

VRGFCGRSWSEA/RGRRRAGG 

GVH\IEP\RYRQFP\QLTQIPRCSQ 

SEFVFSGLMWFWIFVWRPWHDP 

K\K VLG HFPV/Y PDPSQ WTD\EE 

L\GIPPDD 


22978 


53346 


A 


23112 


1 


390 


VTIPTSLAELQGLPHIRVFLDNN 
PWVCDCHMADMVTWLKJETEV 
VQG KDR LTC A YPEKM RNRVLL 
ELNSADLDCDPILPPSLQTSYVF 
LGIG*ALIGAiFLHYRNMGPLTIS 
SEGGLASLLCKDSRGVPLL 



3024 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22979 


53347 


A 


23113 


3 


1653 


PQRI QRG V PTRG E E V A PG RRQE 

EEREQERGAERPDPPCVLSGGK 

G RGN RPLRE A PG G EG VSQ V PA 

AAPLPRFHERKVFFFQTLPPAR 

ALRAQPPEPSERAPSQPSSGETR 

AAMPGGCSRGPAAGDGRLRLA 

RLALVLLGWVSSSSPTSSASSFS 

SSAPFLASAVSAQPPLPDQCPAL 

/CACRSEAARTVKCVXNRNLTE 

VPTDLPAYVRNLFLTGNQLAVL 

PAGAFARRPPLAELAALNLSGS 

RLDEVRAGAFEHLPSLRQLDLS 

HNPLADLSPFAFSGSNASVSAPS 

PLVELILNH1VPPEDERQNRSFE 

GMVVAALLAGRALQGLRRLEL 

ASNHFLYLPRDVLAQLPSLRHL 

DLSNNSLVSLTYVSFRNLTHLE 

SLHLEDNALKVLHNGTLAELQ 

GLPH 1 RVFLDNN P WVCDCH M A 

DMVTWLKETEVVQGKDRLTC 

AYPEKMRNRVLLELNSADLDC 

DPILPPSLQTSYVFLGIVLALIGA 

IFLLVLYLNRKGIKKWMHNIRD 

ACRDHMEGYHYRYE1NADPRL 

TNLSSNSGCLEEILEDRPRTTLH 


22980 


53348 


A 


23114 


288 


877 . 


ASRLSLPTRTSMRSSSSTSPSSSS 

SSSSLCRFLLNSRVTDAAFNFLL 

VWYYCTLTI RESILINNGSRWG 

RAGPEGGEHGMGCQGPSGKGR 

EQGAGG*WWVFCSRV\KGWW 

VFHHYVSTFLSGVMLTWPDGL 

MYQKFRNQFLSFSMYQSFVQF 

LQYYYQSGCLYRLRALGERHT 

MDLTVGESGVALASGHSPFLPS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

dClJUCIIt-C 


Met 
hod 


SEQ ID NO: 

in USSN 

(Wvlfi 217 
\jyi r^*i»»x i / 


Nucleotide 
location of first 
couuii ior pep nut: 
sequence 


Nucleotide location of last 
codon for Inst amino acid 

vl peptide sequence 


Amino acid sequence ( X=(Jnknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22981 


53349 


A 


23115 


1 


1273 


MAPLHSILGNRVGLCQASVRA 

CPGATVSSQCRASLRSRLAWRG 

SELPANRGRTWPGPGGLRLQA 

APRLAYLGRATLLVLTPYYDLP 

PNVRFTSMPASPHTYFLVLGAPI 

FLLLRSTWSYYHACRFEYATPN 

DRNTTYLAISGPTRRTYDVATF 

AYKDEYEKFKLYLTIILILISFTC 

RFLLNSRVTDAAFNFLLVWYY 

CTLTIRES1LINNGSRPDGLMYQ 

KFRNQFLJSFSMYQSFVQFLAQY 

YYQSGCL\YRLRALG\ERHTM\D 

LTVEGFQSW\MWRGLTFLLPFL 

FL W/YN SGQLFN ALTLFKPG PR 

DPQLQG VGRCLCCGFPFLIALFL 

GNFFTTLRVVHHKFHSQRHGS 

KKDLRLGLSPCRPRRGFLVPVC 

FWEGDWEGAPSSVRVSGGLFY 

SPLGFMGRCGPGKEDPGPSCPQ 


22982 


53350 


A 


23116 


238 


398 




22983 


53351 


A 


23117 


1 


386 




22984 


53352 


A 


23118 


13 


580 




22985 


53353 


B 


23119 


39 


1171 




22986 


53354 


A 


23120 


381 


795 


PPSSKAPSSKGPAKIVCIYWAL1 

LQSNEVT1TEDKFNNLIKAAAV 

TVEPFWPSFFAKALASVNIGSLL 

CNAGVG/SMAPAACTAQAGGP 

ATSTTAASASFRNHNPRIAPKFR 

GVLAHEQYLSERATWVWAPNP 

NPKSLF 


22987 


53355 


A 


23121 


1 


960 




22988 


53356 


A 


23122 


2 


3952 




22989 


53357 


A 


23123 


1058 


1494 


KSVRLVVN/YLRTQKAVVRVSP 
EVPLQNILPVICAKCEVSPEHVV 
LLRDNIAGEELELSKSLNELG1K 
ELYAWDNRRVPSAVPMQGPWP 
AEHFLQVNEQPPAGSPSPCPSSS 
SSSSGLRGGMQTANGPACALTP 
TCAQTDCPCPTSH 


22990 


53358 


A 


23124 


195 


398 


TDSSSALQPQHRGRPALRQRTP 
PRRSP/SPGLSPPRGASPAS\SGA 
PARGVAFGGDEPPIGAEAMYSK 
P 


22991 


53359 


A 


23125 


2 


155 




22992 


53360 


A 


23126 


1 


339 
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* # 



SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


22993 

i - ^* *• 


53361 


A 


23127 


150 


1017 


LGRWRQDQVPHGLECRSQSEW 

SCTDSRQHSSSWSDSRRQEIGK 

MRYVSVRDFKGKVLID1REYW 

MDLKRLPRKPRTGEAGSGSLSS 

PG A DTP V E A A VT WRLG LG S V D 

VGSFRAWQRGKSAAVGHTVSP 

RWPRWQGGDSSALSMASLSTL 

TCSWGLRYSALSPTTSAQREEG 

SALYRHLSPPSLRFYPTVKWAT 

LA1TRPRPPAPRSHSHHPQPRAL 

CPVWVLFQHPKTHQENLGPRW 

KEGSALVSSKGTPAKLSSGRIR 

NALQNTLGEVSVAR1QTHRGIF 

VETTEARJL 


22994 


53362 


A 


23128 


1 


584 


APIECGGIPSLPVLCQSRANDQE 

GVRLLEPSEAMPKSKELVSSSSS 

GSDSDSEVDKKLKRKKASLL/P 

ENPVKK\QKTGETS\RALSSF*TE 

PASSRDDNMFQIGKM\RYVSV\ 

RDFKGKS A* FDIRE Y WMDPEG E 

MKPERKG1SLNP\QQWEPSLKE 

QISGPL1DASKKTCK1SEPILIICPC 

TVPVVLICLVTVAVCF 


22995 


53363 


A 


23129 


186 


687 


LLWARGLGRAKSAVPTVSTML 
GLPWKGGLSWALLLLLLGSQIL 
L I Y A WHPHEQRDCDEHN V MA R 
YLPATVEFAVHTFNQQSKDYY 
AYRLGHIFNSWKEQVESKTVVF 
SMELLLGRTRVWEYLKTTIDNC 
HFQESTELNNTFTCFFTISTRPW 
MTQFS L LNKTCL EG FH 


22996 


53364 


A 


23130 


232 


402 


LFKAWECFFLIFLQVVITRLKLD 

KDRKK1LERJCAKSRQVGKEKG 

KYKEETREKMQE 


22997 


53365 


A 


23131 


637 


758 


NVEEKNRKKILERKAKSCQI\K 
KEKGEYKEETIGTMRECGL 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0!>/540,2I7 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


22998 


53366 


A 


23132 

* 


1 


1095 


IVFLLYLETCLEVMDDKPNPEA 

LSDSSERLFSFGVIADVQFADLE 

DGFNFQGTRRRYYRHSLLHLQ 

G A 1 ED WNNESSMPCC VLQLGDI 

IDGYMAQYMASKKSLELVLWVQ 

FKRRKGPVHHTWGNHEFYNFS 

REYLTHSKLNTKFLEDQ1VHHP 

ETMPSEDYYAYHFVPFPKFWF1 

LLDAYDLS/ALGAWDQSSPKYG 

GSVWKILEGSHNP\NTGNWNSS 

SRDESEA/RSLFQFNGRVSAQEQ 

LNWLNEVLTFSDTNQEKVVIVS 

HLPXLYPGPPFDNVCLAWNYRD 

ALAVIWSHECV\GVSLLGHTHD 

GGYSEDPFGVYHG\NLEGVIET 

APDSQRFGTVHVYPDKMMLKG 

RGRVPDRIYELQGKEEPSHC 


22999 


53367 


C 


23133 


235 


382 




23000 


53368 


B 


23134 


63 


293 




23001 


53369 


A 


23135 


160 


330 




23002 


53370 


B 


23136 


1 


870 




23003 


53371 


A 


23137 


2 


1013 




23004 


53372 


A 


23138 


1 


1552 




23005 


53373 


B 


23139 


120 


1034 




23006 


53374 


A 


23140 


1 


584 


RTRGRRSLAFLLLAERGAAAA 

VLWSGCRRFRARLGCLPGGLR 

VLVQTGHRSLTSCIDPSMGLNE 

EQKEFQNAAFDFAAREMAPNM 

AE WDQKE LFPVD VM RKAAQL 

GFGGVY1QTDVGGSGHVRLDT 

SV1FEALA\TGCTSTTAY\IRHPQ 

CPQSQHSFVQEGGTHYKAGHL 

CCRQWGPRACLPPGRPCHRGA 


23007 


53375 


A 


23141 


2 


412 




23008 


53376 


A 


23142 


47 


487 




23009 


53377 


A 


23143 


77 


459 


GWKGIEHTLGRCLEAQGVrNY 

RMLLSWRRWLVAHPVF*SFSCE 

VGPVGQS*RMTMLHCRHSDPV 

AKRLSCRRGDFASVVVLCPPPQ 

RLRTLKHFLFFGGLPLSIDFVMT 

VDFCCHLHLTDFSSNFGF 


23010 


53378 


A 


23144 


1 


304 


KVAGSPSPTPAGQQVLDVNSCL 

DSSVLDSSFLTFSGLHAE/AEGS 

TGGPAALAYLGLKTLCTSQQAF 

AGQMKSDLFLDDSKSDLEEPW 

ELRKEGAPRSRDRE 


23011 


53379 


A 


23145 


1 


207 




23012 


53380 


A 


23146 


1 


3009 




23013 


53381 


A 


23147 


3 


298 




23014 


53382 


A 


23148 


1 


636 




23015 


53383 


A 


23149 


1 


795 





3028 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 217 


Nucleotide 
location of first 

rikdon ffir nrnlirip 

sequence 


Nucleotide location of last 
codon for last amino acid 
of nentid^ tfouence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23016 


53384 


A 


23150 


125 


1527 


SSPRQQTQLARVHP/DGRAQ/LA 

PSCL PG LG LCPLP VCPPVCNCP A 

CPCHEHCGEAP*GVA\AKRGAL 

RVHPHPSCGGPRAMTVTLHGQ 

DVLMLPGDLVGLQHDAGPGAL 

LHCSPAPGHPGPQAPYLSANAS 

SWLPHLPAQLKGTWACPACAL 

RLL A ATEQLTV LLG LRPN LG LR 

LPG R Y E VRA E VANG VSRHN LS 

CSFDVVSPVAGLRV1YPAPRDG 

RLYVPTNGSALVLQVDSGANA 

TATARWPGGSVSARFENVCPA 

LVATFVPGCPV/ETNDTLFSVVA 

LPWLSEGEHVVDVVVENSASR 

ANLSLRVTAEEPICGLRATPSPE 

ARVLQGVLVVLLAGSSGYLVG 

FKFLESHGSDSGSANSFHCLISQ 

NEFKTLLPDLTRAPRYSPVVEA 

G SDM V FR WTIN D KQSLTFQN V 

VFNVIYQSAAVFKLSLSADSAP 

RPRWRLQSPRVGRLSPDPGFFG 

SPGPCQPRLQAFL1 


23017 


53385 


A 


23151 


648 


1387 


ASTQSLLAWCPAWLSIPSTWPS 

SFSSGCPG/CKAQPVYEVSRSSY 

VYLEGRCLNCSSGSKRGGYTFT 

LTWLGRSGEEEGCAS1PLSPNRP 

PLGGSCRLFPLGAVHALTTKVH 

FECMGWHDAEDAGAPLVYAL 

LLQRCRQGHCEEFCVYFCGSLSG 

YGAVLPPGFRPQFEVGLAVVV 

QDQLGAAVVALNRSLAITLPEP 

NG S AMG LTV WLHG LTAS VLPG 

LLRQADPQLVIEYSLALVTVLN 

ETYTESL 


23018 


53386 


A 


23152 


2 


654 


DKHIWLS1WDRPPRSCFTR1QRA 

TCCVLLICLFLGANAVWYGAV 

GDSAYSTGHVSRLSPLSVDTNA 

AVGLVSSVVVYPVYLAILFLFW 

MSRSKVVAGSPSPTPAGQQVLDI 

DSCLDSSVLDSSFLTFSGLHAEV 

INTLADHQHRGTDFGGSPSVL1I 

TVSLRSYKFAISLCTTYLWVINT 

LADHRHRGTDFGGSPWLLIITV 

FLRSYKFAISLCTTYLC 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


23019 


53387 


A 

'Mi*'"' ■ 


23153 


2 


4072 


SRDPAGSYHLNLSSHFRWSALQ 

VSVGLYTSLCQYFSEEDMVWR 

TEGLLPLEETSPRQAVCLTRHL 

TAFGASLFVPPSHVRFVFPEPTA 

DVNYIVMLTCAVCLVTYMVM 

A A ILHKLDQLDASRGRA I PFCG 

QRGRFKYE1LVKTGWGRGSGT 

TAHVGIMLYGVDSRSGHRHLD 

GDRAFHRNSLDIFRIATPH\SLG 

S V WK 1 R V\ WH DN KG LSL A LG FL 

Q\HVIVRDLQTA\QSTFFLVNDW 

LSVETEANGGLVEKE 


23020 


53388 


A 


23154 


I 


10922 


MPPAAPARLALALGLGLWLGA 

LAGGPGRGCGPCEPPCLCGPAP 

GAACRVNCSGRGLRTLGPALR1 

PADATALTAMAKADGDVKKY 

GSKRGALALTHGHSLLRDVSH 

NLLRALDVGLLANLSALAELDI 

SNNKISTLEEGIFANLFNLSEINL 

SGNPFECDCGL A WLPR WAEEQ 

Q VRV VQPE A ATC AG PG S L AGQ 

PLLGIPLLDSGCGATLVGPHGPL 

ASGQLAAFHIAAPLPVTATRWD 

FGDGSAEVDAAGPAAS 


2302! 


53389 


A 


23155 


3887 


14184 


HVLCAWVTYMVMAAILHKLD 

QLDASRGCAIPFCGQRGRFKYE 

ILVKTGWGRGSGTTAHVGIHA 

VWGGQPERPPAPGTATEPSTAT 

VWDIFQIRHPAQPGVACWKIRV 

FGTTTKGSALPRFPCSTSSSGTC 

RRHAAPSSWSMTGFRWRRRPT 

GAWWRRRCWPRVRPRSVFPLR 

HAALLRFRRLLGAELQRGFFDK 

H I WLSI WDRPPRS YFTH IQRATC 

CVLLICLFLGANAVWYGAVGD 

SAYSTGRVSRLNPLSVY 


23022 


53390 


A 


23156 


1 


442 


GGASGMGGIT\ASTVNQ\SLLSP 

LVLEVDP\NIQAVRTQEKEQIK\ 

TLNNKFASFIDKVRFLEQQNKM 

L ETK WSLLQQQ KTA RSN M DN 

MFESYINNLRRQLETLGQEKLK 

LEAEFTT WGPPLPM PPATKQFN 

CFFFLVQNKTSASSANVK 


23023 


53391 


A 


23157 


! 


497 




23024 


53392 


C 


23158 


208 


422 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequeoce 


Mel 
hod 


SEQ ID NO: 
in USSN 
x/y/ 3*»u t * ■ / 


Nucleotide 
location or first 

couon lur pepuue 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
ui pepuue 5C(jucnvc 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possinlc nucleotide 

ifolpfiftn \=nAvcihlp mirl^fttirlp incprtinnt 


23025 


53393 


A 


23159 


81 


1339 


ELSSPRSSFSAPSRJSAWFGPPAS 

TPASTMSSRGTQKSYKGSTSGP 

RAFKQAAS*QRSGPGFRJSSSSF 

SRVGSSNFRGGLGVGGYGGASG 

VMGGITAVTVNQ/SRALLSPLVL 

EVDPNIQAVRTQEKEQIKTLNN 

KF AS\FI\DE VGFLEQQN KM LGT 

KWSLLDQQKTA\RSNM\DNMF\ 

ESYINNLRRQLETLAQEKLKLE 

AELGNMQGLVEDFKNNYEDVEI 

NKSTETENEFVLIKKDVDEAYJ 

NELYEEEIRELQSQ1SDTSVVLSI 

DNSRSLDTDSIIAEVKTEISEMN 

RNISWLQAETEGLKGGRISLEA 

G1ADAEQRRELVIKDANAKLSE 

LEAALQQTKKLLE\MENMSIHT 

KTTSGYAGGVSLAYGGLTGSG 

LSYGLSSSSRSGAGSSSFSRTSST 

RAMVVKK1KTRDGKLLTLSLR 


23026 


53394 


A 


23160 


] 


651 


MTAFNSGK.VD1VAINDPF1DLN 

YMVYMFLYDSTHGKFHGTVK 

AENGTLV1NGNPITMFQDQDPS 

KiKWAP/LAKVIHDNFGIIEGFM 

TTVHTITATQTINGPSGKLSRDG 

CRALQDHPVSTGAAKPVGKV1P 

ELNGKLTGMAFHVPTANVSVA 

DLTCRLEKPA/KYDDIKXVNTHS 

STFDAGAAIVLKDHSVKLISWY 

DNEFGYSNRVVHLMAHNASKE 


23027 


53395 


B 


23161 


1 


382 




23028 


53396 


A 


23162 


3 


1151 


ASAHASAVRQSAAIFFCVASRA 

H1AETPLGKVKVGVNGFGRJGR 

LVTRAAFNSGKVDIVAINDPFID 

LNYMVYMFQYDSTHGKFHGT\ 

VKAENGKLVINGNPITI\FQE\RD 

PSKIKWGVDAGAEYRRGSPLGV 

FNQPWRKAGGSICKGGSQKGSS 

ISAPSAECPPCFVMGCEPMKKY 

DKQAFKI\ISN\ASCTNQLL*HPL 

AKG*FHDNFGNSLEGLHDHKS 

MAITANPRKTVD\GPSRGKLWP 

LMGRGAL\QNHPASTG\AAKAV 

GKVIPELNGKLTGMAFRVPTAN 

VSVVDLTCRLEKPAKYDDIKK 

VVKQASEGPLKGILGYTEHQV 

VSSDFNSDTHSSTFDAGA\GIAL\ 

NDHFVKL1SWY\DNEFGYSNRV 

V\DLM\AHMGFQGS 


23029 


53397 


A 


23163 


160 


236 




23030 


53398 


A 


23164 


931 


1124 




23031 


53399 


A 


23165 


132 


303 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide - 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


23032 


53400 


A 


23166 


20 


171 




23033 


53401 


A 


23167 


1008 


1262 


HELQCSLLPVRHATAGHTNGQ 
NRLHWGHVAHSNYGAALKTN 
GVEVR*FTAAIARCDGNPYESF 
RKDVRADFQTRIDAIVRCLPK 


23034 


53402 


A 


23168 


732 


1162 


RC H EKG RKG H Q A PTG STRPDG 
TLSACRSCQQGQGMPASAGVP 
A RQMGSTGN LPHL V * P YFLG LS 
SKAQHTG * LH KKR 


23035 


53403 


A 


2316? 


2 


.1093 




23036 


53404V' w 


A- 


23170 


236 


496 




23037 


53405 


B 


23171 


22 


3084 




23038 


53406 


A 


23172 


305 


522 


LRDGRGSMSSSSPNSASGSAICP 
ASSVMPETVSVSRVMPNVTKP 
A/MTAKQTRJRNQMVAITYIES 
DAWNRSYQ 


23039 


53407 


A 


23173 


177 


386 




23040 


53408 


A 


23174 


3 


200 


GAVAPMHPLAHPVPGAAAQPP 
PA*QPATPCHQPA*GQPAPPDV 
PGEPSAGRSLHHAHICLAPNEQ 


23041 


53409 


A 


23175 


171 


535 




23042 


53410 


A 


23176 


190 


505 


VPTDRIRTRLTSVCKRRCEVHQ 
LEDRPFEVYQVA/PRRD*SFETS 
V WNH MRKQ/PPL D V RQL A S *N 
VLHRQLDIMDSAVASMYSIHLS 
IKMGIGFSGVTTVVKGTPK 


23043 


53411 


A 


23177 


349 


1272 




23044 


53412 


A 


23178 


518 


1451 


VSSS1IMFGPLSQFPRQQVGSSV 
KRPSNVVCPGLMFSFFSSAA*IP 
**PLI*QPGV 


23045 


53413 


A 


23179 


2436 


2894 


TSPDVLRAGPRVPSVQGTSPSQ 

SCPGQRPHGPNSKAYGR/LSVM 

AQYYCNVIPVLE/VPPSAFTPPP 

KVDSAVV/RLVPHATMPHPVK 

DVRVLSRITTEAFNQRRKTIRNS 

LGNLFSVEVLTGMGIDPAMRA 

ENISVAQYCQMANYLAENAPL 


23046 


53414 


A 


23180 


1846 


2557 


1PVSERQGSDWRFFSVYVVNKA 

GGLIYQLDSYAPTGLRLEKTRS 

YPLDLLLKLHDERVLVAFGQR 

GRHPEWGHAVLVAINGMDVNG 

RYTAD\GKKVLEYLG\NP\ANYP 

V\SYLFAQPRL\TSNDKLMLAL 

M FHSLFA IGSQACLP\EQGKPQG 

IENAWKTDTFKLH\CYQTLT\GI 

KFVVLADPRQAGIDSLLRKJYEI 

YSDFALKNPFYSLEMPIRCELFD 

QNLKLALEVAEKAGTFGPGS 


23047 


53415 


C 


23181 


34 


225 




23048 


53416 


B 


23182 


105 


381 




23049 


53417 


A 


23183 


1 


837 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

3CUULIILI 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/^40 217 


Nucleotide 
location of first 

CUUUIl \V3t |FC|JIIUC 

sequence 


Nucleotide location of last 
codon for last amino acid 

nf n^nf irtf* ci*fiiif*ncp 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /= possible nucleotide 

flrlf tinn \=nos^ihlf nnrlpntirlp incfirtinnl 


23050 


53418 

...... 


A 


23184 


*> 


744 


HEASCRSERRRQMADFDTYDD 

RAYSSFGGGRGSRGS\AGGHGS 

RSQKELPTEPPYTAYVGNLPFVN 

TVQGDIDAIFKDLSIRSVR\LVR 

DKVTGKFK\GFCYVEFDEV\DSL 

KVEALTYD\GALLGDRSL\RVDF 

A KG RKTK 1 R V A FG RRKGG PDD 

R\G FRDDRLGG RGG SRPG D\RR 

TGPPMGSR\FRD\GPPLRG\SN\M 

DFREPTEEERAQRPRJQVLKPRT 

VWRPLNQVANPNSAIFGGARPR 

EEVVQKEQE 


23051 


53419 


c 


23185 


I 


1038 




23052 


53420 


A 


23186 


1 


1486 


MG RNQSR KAENSKH ESTYSPP 

KDHSSSQA M EQS WTENG FEKL 

GFRRKEALYYLDLTASCQSQEL 

FQLYAGMSVVGTSMPVQAVCP 

YCGN Rl IT VTTF VPG ALT WLLC 

TTLFLFGYVLGCCFLAFCIRSLM 

DVKHSCPVCQRELFYYHRLRQ 

MELASSARTVVAPSRPCAGREG 

RGDANGKNSSPTAGSAMSSEPP 

PPPQPPTHQA\GVGLLDTPRSRE 

RSPSP\LRGNVVP\SPLPTRRTRT 

FS\ATVR\ASQGPVYKGV\CKCF 

CRSKG/HIGFNYPPAGWAGPDIF 

PGTSLD VG RG S YWPSG KG DE V 

TLLKCAPIPTPKNEVKLAGPWEV 

VHHSPWHPGTVKHETNWSGVHVI 

SFLGGLVESTPLSLCFVGDFAG 

RRQQTLEDDILPHETGLQRGNG 

PSQVSPGGKGYGGAGVGCGVF 

PAISTAYGPLQQPLHHLKSIKSH 

LKRRGAHWWLSGGSNPIPGSGS 

RVGISSQLAQTHGLNPQNPSSS 

WSWRPQIPRSGPLAA 


23053 


53421 


A 


23187 


2 


617 




23054 


53422 


A 


23188 


1 


993 




23055 


53423 


A 


23189 


779 


1210 


AAAGSEAGRRRGADPTRGPHV 

LPGSRQRRP/P1FPSLDLSGFFLF 

CSEFCPEIKSTNPGISIGDVAKE 

KKKLGEMWNSLNDSEKQPYFT 

KAAKLKEKYEKDVADYKSKG 

KFDGAKGPAKVARKKVEEEDE 

QEEEEEEEEEEEEDE 
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SEO ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23056 


53424 


A 


23190 


116 


522 


KAPYSTNSLSLPPFPILFMGSGY 

RKG PTFQE P K PL PG A A A RG PGC 

DPTQPPRHSAPRDHGPP\SPRCS 

PRPARPRASPAWLPPRAPTPPSP 

PAPAAAPRSCRGHARASSGRSG 

TTATPRRRRGGLWNOSPMDIK 

G 


23057 


53425 


A 


23191 


1 


152 




23058 


53426 


A 


23192 

/' '** J 7 ' 


I 


676 

t 


MWSAGRGGAAWPVLLGLLLA 

LLVPGGGAAKTGAELVTCGSV 

LKLLNTHHRVRLHS\HDI\TYGS 

GSGQQASVTGVEASDDANSYW 

RJRGGSEGGCPRGSPVRCGQAV 

RLTHVLTGKNLHTHHFPSPLSN 

NQEV\SAFGE\EGEGDDPGTLW 

TVRCSGTA/HWEREAAVRFQH 

VGTFWFLSVTGEOYGSPIRGOH 

EVHGMPOCO\OHNTWKAMEGI 

FIKPSVEPSAGHDEL 


23059 


53427 


A 


23193 


1 


1044 




23060 


53428 


A 


23194 


1 


1083 


MTATLAAAADIATMVSGSSGL 

AAARLLSR\SFLLPHNGIRHCAY 

TA/SLRQHLYVDKNTKIICQGFT 

GKQG/TPFHSQQALEYGTKLVG 

GTTPGKGGQTHLGLPVFNTVK 

E AKEQTG ATG\S VI Y V PPPFA A A 

AINEAIEVAEIPLVVCWPRGIPQP 

GLG HSSSH KTCGPG KDKA Y WG 

PNCPGVMNPGECKIGIMPG/HIF 

HKKGRIGIVSTSGTLTYEAGH/Q 

TTQKLGLGQSLCVGIGGDPVFN 

GTDFI D\CLEILFERFLPQEG 1 1 LI 

G\EIGGNA\EENAAEILEPLYSGS 

KJVARPVVSVFIAGLTAPPGRRN 

GVMPGAIISGREKVGAK.RERSS 

ALQSAGVVVVSMSPCTAGEPRF 

YKEFEKREDRL 



3034 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


23061 


53429 


A 


23195 


1173 


2110 


FFTELEET1LKFIWNQKRACISK 

ARVNTNDKSGGITLPDFKLYNE 

AIVAKTTWYWYKSRHIDQEKR 

REEKKE* KKDPS VPETLKKKQR 

NFTELK1QCLSKKFAQKMLQTA 

RRKLIYEKVKHCHKEYRKMYR 

TEI RM ARM ATKAGN F Y VPAEP 

KLAFV1RIRG1NGVSPKVRKVLQ 

LFLLYQIFNGAFVKLNKASINM 

LRIVEPY1A/WRYPNLKSVNELI 

YKCGYGKrNKK* IALTDN ALTA 

RSLGKYGHCREDLIHEIYTVGK 

C FKEANN FLWPF/K/LSSPRGG M 

KKKTTHFVEGGDAG1CREVQ1N 

RLIRRMN 


23062 


53430 


A 


23196 


3 


571 


GTMEGVEEKKKEVPAVPETLK 

KKRRNFAELKIKRLRKKFAQK 

MLRKARRKLIYEKAKHYHKEY 

RQMYRT\E1RMA\RMARK\AGN 

FWVPARTQI WRFVIRURG INGS 

EPQRFRKVLQLLRPFVKIFNGflT 

PFVKLQQGFRFN MLRDCRSHIL 

AWG\YPN\LKSVNELIYK\RGYG 

QNQFDLHFPTEKRSHPGSQ 


23063 


53431 


A 


23197 


2 


340 


PRVRPRVRDSKMASVGEVSGP 
QYPVKDKKLIAEVQTGGSFPSW 
\ILMRGPSSPSGIFG\AFQRGLLR 
GTYN KYI\N VKKGSDLGG FTM V 
LAAC YNVLFS YSFS YKH LKH\ER\ 
LRKYH 


23064 


53432 


A 


23198 


2 


48 


PRVRLRC*MVDEYCGCEWGK* 
LNGGRVLWM 


23065 


53433 


A 


23199 


123 


693 


QACIMREYKLVVLGSGGVGKS 

ALTVQFVQGIFVEKYDPTIEDS 

YRKQVEVDAQQCMLE1LDTVAG 

TEQFTAMRDL YMKNGQG FAL V 

YSITAQSTFMDLQDLREQILRV 

KDTDDVPMILVGNKCDLEDER 

VVGKEQGQNLARQWNNCAFL 

ESSAKSKIYVNEIFYDLVRQINR 

KTP\VPG\KAPQKSPSCQLL 


23066 


53434 


A 


23200 


461 


1422 


SPHGEPLLGQCRREMWGWSLH 
TESPLG\QWGSQI LKLQNDLL 


23067 


53435 


A 


23201 


232 


331. 


TPL*KWLRGVMAVTVVTPQTG 
IIAIPDPHHEWGSTGYPRLPA 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

AQ/C/4A 717 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /^possible nucleotide 
deletion, \~possible nucleotide insertion) 


23068 


53436 


A 


23202 


5 


1223 

\ 
l 


GLDSGPESGLRAQPGLLAGKRK 

MSVLRRMMRVSNRSLLAFIFFF 

SLSSSCL Y Fl YV A PG I ANT YLFM 

VQARGIMLRENVKT1GHMIRLY 

TNKNSTLNGTDYPEGNNSSDYL 

VQTTT Y LP EN FT YSP Y LPC PEKL 

PYMRGFLNVNVSEVSFDEIHQL 

FSKDLDIEPGGHWRPKDCKPR 

WKVAVL1PFRNRHEHLPIFFLHL 

IPMLQKQRLEFAFYVVEQTGTQ 

PFN RA M L FN VG FKE A MKDS V 

WDCVIFHDVDHLPENDRNYYG 

CGEMPRHFAAKLDKYMYILPY 

KEFFGGVSGLTVEQFRK1NGFP 

NAFWG\WGGEDDDLW\NRV\H 

YAGY\NV\TRPEGDLGKYKSIPH 

HHRGEVQFLGRYKLLRYSKER 

QYIDGLNNLIYRPKILVDRLYT 

NISVNLMPELAPIEDY 


23069 


53437 


A 


23203 


78 


495 


CTFEKAPPFQLGRGRMVPAKK 

GGEKKTGRVAINEVVTREYT1N1 

HKRJHGVGFKKRAPWALKEIR 

KF A M KEMGTPD VRIDTRLNKA 

VWAKGIRNVLYRIHVRLSRKR 

NEDEDSPNKLYTLVTYVTVTTF 

KNLQTVNVDEN 


23070 


53438 


A 


23204 


138 


360 


KNQKRQLSGGHCADQTSLVLA 
RLAPLF\PTTMSDKPDMAEIEKF 
DKSKLKKTETQEKNPLPSKETT 
EQEKQAGKS 


23071 


53439 


A 


23205 


145 


728 


KRQPTSAMKDPSRSSTSPSIINE 

D V 1 1NG H SH EDDNPF A\E YM WD 

GKMEGRNFNR\QIGRRELWGR 

KD\FLNRCFPKE\MLGEEGKEG 

ALN WV LFPSFE 1 LPHQTMG PNP 

RTSFNDPCLSSDGSFSWEDLVV 

KS\NLNPNAKEFVPGGEVRKYL 

SRRGPLLVDVAQFPHCEGSIRR 

LNCKSSLGHCVTLYA1AQSFC 


23072 


53440 


A 


23206 


530 


707 




23073 


53441 


A 


23207 


1 


515 


M DFS K V PPH A A FR AQ PPPA LT 

WGLAKGSGRGAGEGGERPDRR 

R/P A ARTGTPA WRP AGRRRLPP 

RSPPPAPVPVRPALPHPVRPGKE 

TGKTRRRRHYSPGRPLRGAAA 

AAAAAAVAQTASPSWAEGGRS 

GAGGSAESPAFSSPALPCPEGLL 

CPSAVPVPSKQSVSEVLAIF 


23074 


53442 


A 


23208 


3 


713 




23075 


53443 


A 


23209 


1 


704 
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SEQID 
NO: 


SEQ ID NO: 
ofptptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540»2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Uoknown, 
*=Stop codon* /^possible nucleotide 
deletion, \-possihlc nucleotide insertion) 


23076 


53444 


A 


23210 


2 


1631 


GLPRRPTRPPTRSGVSPPWPGPH 

SGVLFPLLLHCTGSLSQAVLTQ 

PSSLSASPGVASVKLTCTLRSDFN 

VGSPFIYWYQQKPGSPPQFLLR 

YKSDSDNQQGSGVPSRFSGSKD 

ASANAGILLISGLQSEWRDDYY 

CQ A WDSSTA H S DTG RCG 1 VG RP 

PVRQCWPLLLLGLAMVAHGLL 

RPMVAPQSGDPDPGASVGSSRS 

SLRSLWGRLLLQPSPQRADPRC 

WPRGFWSEPQSLCYVFGTGTK 

VTVLGQPKANPTVTLFPPSSEEL 

QANKATLVCLISDFYPGAVTVA 

WKADGSPVKAGVETTKPSKQS 

NNKYAASSYLSLTPEQWKSHR 

SYSCQLQWGLGLGASQGGFLY 

EPVSQCVVFGGGTKLTVLGQP 

KAAPSVTLFPPSSEELQANKAT 

LVCLISDFYPGAVTVAWKADSS 

P VKAG VETTTPSKQSNTN KY A A 

SSYLSLTPEQWKSHRSYSCQKP 

NHASHGTSRMPSVSAPVSGLKS 

CWSGTGDRSALGQMPGPCHG1 

PDPMQQASDSGQPKAAPLGSL 

CSKPSSEELSGQQGPHWCVS 


23077 


53445 


A 


23211 


1 


959 


VFLLLYLVAMPDPAKSAPAPK 

KGSKKAVTKAQKJCDGKXRKR 

SRKESYSVYVYKVLKQVHPDT 

GISS\KAMGIMNSFVND1FERI\A 

G E ASRL A H YN KRSTITSREIQTA 

VRLLLPGELAKHAVFIENLLNY 

RKYLVKSSEKDRNYPCPLPGLK 

SKVDICTPYCLLLLPQPRHYPG 

KDTKJEETEDFPNSPPPfNREEDK 

RYTTVMGPCLRQAALEGELLA 

CPVMEDQQANWVHEP1TFNTF 

KEIRKS1RENGPASPFTRGLIEV1 

ADSSDLVASTQKLTQPKETPSA 

PYMD1SDLTNQDSWFIGFPPIWN 

AG ETDLSNN KTT 


23078 


53446 


A 


23212 


3 


463 




23079 


53447 


A 


23213 


74 


464 




23080 


53448 


A 


23214 


41 


490 




23081 


53449 


A 


23215 


2 


369 


PD P A ANA PA A A KP A A A KA LP V 

FLLLLSGGAGPAHPMRAPGC*G 

ELGYTEQLFQFLQATAQEEGIF 

EYTDPKLAISAVWTFRDLGVLQ 

QTPSPAGPRLHLSPTFASLDNQE 

KLEQFIRQF1CS 


23082 


53450 


A 


23216 


124 


301 
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SEOID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \ = possible nucleotide insertion) 


23083 


53451 


A 


23217 

\* ' -*'■*■* 


3 


2426 

< 

- ■* r 


pgvlstatfresglspcsklkhp 

gprg rlq yspptagqg rleng 

aghpqstgpvatlsvaeygtq 

ggasgparip1gsrgcllagra 

easlwssgfgmkleavtpflg 

kyrpfvgrccqtctpksweslf 

hrsitdlgfcnv1lvkeentrlf 

swallrvlkllflnvqlhkgq 

mkmvqkaaqqvgqvgtslwl 

speqglplvllsthktlldgill 

efmllsqglgvlrvAwdsrXc 

spalrallrklgglflppeasls 

ldssegllaravvqavieqllv 

sgqpll1fleeppgalgprlsal 

gqawvgfvvqavqvgivpdal 

lvpvavtydlvpdapcdidhas 

aplglwtgalavlrslwsrwg 

cshr1csrvhlaqpfslqeyivs 

arscwggrqtleqllqpjvlgq 

ctavpdtekeqewtpitgplla 

lkeedqllvrrlschvlsasvg 

ssavmstaimatlllffchqkg 

vflsqllgefswlteeilvrgfd 

vgfsgqlrsllqhslsllrahv 

allrjrqgdllvvpqpgpglth 

laqlsaellpvflseavgacav 

rgllagrvppqgpwelqgilll 

sqnelyrq1lllmhllpqdlll 

lkpcqssycycqevldrliqcg 

llvaeetpgsrpacdtgrqrls 

rkllwkpsgdftdsdsddfge 

adgryfrlsqqshcpdfflflc 


23084 


53452 


A 


23218 


169 


955 


ASSQLPCSMAQCCATWAPLKM 

RWLCSTAWSTSSLSLPPSWSSL 

QASQPSCCHATSLAPPCAGQCL 

ARAWPVLSFLCTCALGLLASIA 

MTFATQGKALLAACTFGSSELL 

ALAPYCPFDPTR1YSSSLCLWGI 

ALRCSAWAENVFAVRCAQLTH 

QLLELRP\WWGKJCQPTHMMRE 

NPELVEG\RDLLSCT\SSE\PLTL 

CRDDVLPRP\DGQLRTLQATLL 

CDPGPGFLGAGLRGLKWTLGG 

P\SGAFQPSSPTTPAHLHLK[ETL 

F 


23085 


53453 


A 


23219 


1 


344 
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SKQ II) 

NO: 


SEQ ID NO: 
of peptide 

CO/lllPll^l* 

actjuenct. 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

Luuuii ivr fjcjjuuc 

sequence 


Nucleotide location or last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 

ffo lotion Y^nnccihtf niirlpnlirip inc»rtinn\ 


23086 


53454 


A 


23220 


214 


1355 


FCSSWLRSLADSSLSWKMFLVG 

LTGGIASGKSSVIOVFQQLGCA 

V1DVDVTARHVVQPGYPAHRRI 

VEVFGTEVLLENGDINRKVLGD 

LIFNQPDRRESVLNAITHPEIRKE 

MM K ETFK YFLRG YR YVILDI PL 

LFETKKLLKYMKHTVVVYCDR 

DTQLARLMRRNSLNRKDAEAR 

INAQLSLTDKARMARHVLDNS 

GEWSVTKRQVILLHTELERSLE 

YLPLRFGVLTGLAAIASLLYLLT 

HYLLPYAYTASAIPPSGAASRG 

PGARCSAIRKRAPARPTSAVSPP 

GAPRSPARGLRAIDRAAGTRNL 

NATLPPPGPPAPPSPPSPPSSITL 

HVFHQLQPDITRGREGTDFQWE 

KFPGRVLVADSRRALRCLAPAP 

TWLV 


23087 


53455 


A 


23221 


2 


1231 


TPLFLRKGTADGSARTTVIHLG 

FTKGKQRCVETQAAAVAGDVG 

RTAAGGRVGKESGVISSDDRPG 

LPVGQSQPEGGEQEATDTVSVH 

ATTSQAWPGGADSKELSSKAE 

ERETGKDQQTELPLCLPLRDFP 

DSAPVMSSDSGHATESLHLASS 

DSKPPMPTPNEGPGSTVGHAGP 

PRTVKADLCTEPQLALRGLQVS 

LPRLH L VG VI YAEHQASGLEGC 

GHAGSCSPDGSPRAPGATLCLS 

KPLSFRTKRCLPCWLPASAPVGI 

PGAPVHIPGAPVCIPGAPACISN 

APVHIPGAPVG1PGAPVCIPGAA 

VCVPNTPMCIPSAPMCIPNTPVC 

IPNTPVC1PNTPVCIPGAAVCILG 

A/PRA H P WCSSC V HPG APEC Y L 

GCGLTQADRLEPAVLDAGLQE 

PLFALCGQALPS 


23088 


53456 


A 


23222 


2 


408 




23089 


53457 


A 


23223 


62 


251 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


23090 


53458 


A 


23224 


2111 


3003 


TQKAICMCLGLCKKIHHLLSLQ 

CLISQIICMIMGAGWQ/SSGFTDE 

KETSKIKADPEKLKKLQESLLE 

EDSEEEGDLCRiCQIAGGSPSNP 

LLEPCGCVGSLQFVHQECLKK 

WLKVKITSGADLGAVKTCEMC 

KQGLLVDLGDFNMIEFYQKHQ 

QSQIKTEATVVEHKD1YNVTET 

QLVPEARSVLLVGAGQMLLTG 

ANRALNSDYSSMRPKVKAQNE 

LMNSGLYLVLLLHLYEQRFAEL 

MRLNHNQVERERVRVTRVLGG 

LSPNVSCGVVSGVGSFQWVRG 

LTDLKNEASDLHAQIPAE 


23091 


53459 


A 


23225 


I 


594 


M1AAFNPGKVDTVTTNGPFIDL 

NYMVYMFHYDPTHGKFHDVP 

MFVMGMMHKHENKLTVISNAS 

CTTNCLDPLAKVIHDNFGIREG 

LMTTVHS1IATQKTVDGPSRKL 

WHDSHGAFQNTIPASTGAAKM 

KKVVRQA/SQGPLKGILGYTEH 

QVVPLEFKSNTRPSTFEAGAG1 

AVNDHFVKLISWYGNEFAYSN 

KV1KPM 


23092 


53460 


A 


23226 


3 


232 




23093 


53461 


A 


23227 


1078 


2221 


QQTLQPAALPCPFPPPTHPPEVL 

PTAMNTTSSAAPPSLGVEFISLL 

AIILLSVALAVGLPGNSFVVWSI 

LKRMQKRSVTALMVLNLALAD 

LAVLLTAPFFLHFLAQGTWSFG 

LAGCRLCHYVCGVSMYASVLL 

ITAMSLDRSLAVARPFVSQKLR 

TKA M ARRVL AG I WVLSFLLAT 

PVLAYRTVVPWKTNMSLCFPR 

YPSEGHRAFHLIFEAVTGFLLPF 

LAVVASYSDIGRRLQARRFRRS 

RRTG RL V V LI 1 LTF A AF WL P YH 

V VN L AE AGRA L AGQ A AG LG L V 

GKRLSLARNVLIALAFLSSSVNP 

VL\YACAGGG\LLRSAGVGFF\A 

KLLEG\TGSEASSTP\RGGSLGQ 

TV\KSG PA A LEPG PSESLTA SSP 

LKLANELN 


23094 


53462 


A 


23228 


6125 


6319 


ASVVPVTSALAMCSPKSG1GDG 
FA VLRVEDV AQK* * *KAALG V 
ASSPAWQQTREREHVQGNSPL 


23095 


53463 


A 


23229 


I 


1347 
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SEOID 
NO: 


SKQIUNO: 
of peptide 

>CIJUCULC 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540.2 1 7 


Nucleotide 
location of first 

rnHnn far n^ntidt 

IVUUU IUI |IC|I<IUV 

sequence 


Nucleotide location of lasl 
codon for last amino acid 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


23096 


53464 


A 


23230 


I 


1124 


MRECISIHVGQAGVQ1GNACWE 

LYCLEHGiQPDGQMPSDKTlGG 

GDDSFNTFFSETGAGKHVPRAV 

FVDLEPTVVDEVRTGTYRQLFH 

PEQLITGKEDAASNYARGHYTI 

GKEIVDLVLDR!RKL\FGGGTGS 

GFASLLMERLSVDYSKKSKLEF 

AIYPVAPQVSTAVVEPYNSILTT 

HTTLEHSDCAFMVDNEA1YD1C 

RRNLDIERPTYTNLNRLIGQ1VS 

SITASLRFDGALNVDLTEFQTN 

LVPYPRJHFPLATYAPVISAEKA 

YHEQLS V AEITN ACFEPANQM V 

KCDPRHGKYMACCMLYXRGDV 

WPKDVNAA1ATIKTKRTIQFVD 

WCPTGFKV*LGDMEAFQQAAD 

A QNNTGL EG PH PLG R LSL FHG L 


23097 


53465 


A 


23231 


1 


2918 


MDVYCAHESLRHTKSPEATGQ 

TSGQRPE ALQAFWPA FGSSP VT 

GSSPVTEVTTKGRWSSSRQVL 

WDRIPLAKSRPAISNRQSQRTN1 

PWWESCPPILNLEREQPPRFAQP 

GTYASRWTCALEEMEKQQREQ 

VDRNIREAKEKLEAEMEAARH 

EHQLMLMRQDPGLALVSCMQ 

QGQSMSRSPKKVFKHLYELNL 

TKLQSLGSRSRLRWKDSPFWGE 

EAGGKRPPLVSLALHRSPSLLL 

LFVPKHPSKGRPDCTVQRS 


23098 


53466 


A 


23232 


1 


158 




23099 


53467 


A 


23233 


1 


414 


LGGLKGTWGETKPAMAAAEEE 

DGGPEGPNRERGGAGATKTLL 

YTGNHLFSPQWLETRPERQECP 

VCKAG I S REK V VG E KSL LTFS L 

HFLRLKTPQ1CRLPV*LFLPP*GF 

QPFGDTGGFHFSFGVGAFPFGF 

FNSPSY 


23100 


53468 


A 


23234 


i 


663 




23101 


53469 


A 


23235 


2 


667 


SWAGGGFWFVGACVCVFGGTE 

GYVGRMKTGHGSSRRRRSGAP 

NVPNRERGGAGRPKTPFECNIC 

LETARELVLSVLANLYFWT1SH 

QV\LE\TRPE\RQECP\VCKAG I SR 

EKVVPXLYGRGSQEAPRJPRLKT 

PPPPPRGQR\PAPE\SRGGF\QPFG 

DTGG FHFXSFG VG AFPFG FFTTV 

F\N A H EPF RRGTG VDLG\QG H P 

A\SSW\QD\SLLLFLA1FFFF\WLL 


23102 


53470 


A 


23236 


363 


476 




23103 


53471 


B 


23237 


224 


364 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


23104 


53472 


A 


23238 


1 


1324 


MRQRRAELLSKDKRVRTDGNN 

KCSPSAIGKRK£RGTNDWIEGD 

NNQESQGLNCSDTLNRDLGPN 

TRGFLYAGLSGLDPDPSLPTPD 

MSSEVLEDNLDTLSLYSGKDSD 

SVKLLEEYADSESQASLQGRSR 

CWQHPHPAPLSYPPAASGSQLS 

LQG KPPS A KPPLLGG YTCT AQR 

TQWALTKRSLRATRESVSRQQ 

GVYGLVGRKRTRHHRGVLGLL 

GIPSARPERPGTGSEAGPTRLPG 

AAVARRRPARPVRGRLGDPAP 

TAAQTSGPASLPPPPPPRSYGDP 

HQNGYPDPDPAPSASPDLPPAA 

GDTRGSGGRRKKRRTGTARLN 

TPGRKA\PKQKAAAGRKGRAH 

QPAPRTPEPQRRRPIRPPNQTDR 

LRHPHRRAGRGPPPGGAGGTA 

NPSTGANGGAATARRTAGART 

RGARGASERAGRHGSRPASWL 

TATPPPGT 


23105 


53473 


A 


23239 


1 


433 


PTRPSSPEETDGP WDPEG HPGG 
PLTDPPNApVLALPPAlPGLSLS 
MADGSSDAAREPRPAPAPIRRR 
SSNYRAYATELQDLCRQLHAR 
VDKVDEERYDIEAKWTKNITEI 
ADLTQKIFDLRGKFKRPTLRRV 
RISADAMMQALL 


23106 


53474 


A 


23240 


2 


409 




23107 


53475 


A 


23241 




490 


SSPEETVGPWDPEGHPGGPLTD 

PPN AP VL ALPPA I PG LSLIM A DG 

SSDAVRAAG*GVAGTPRARAR 

EPRPAPAP1RRRSSNYRAYATEP 

HAKKKSKISASRKLQLKTLLLQ 

IAKQELEREAEERRGEKGRALS 

TRCQPLELAGLGFAELQDLCRQ 

LHARVDK 


23108 


53476 


A 


23242 


149 


846 


VSAWRNGSSDAAREPRPAPAPI 

RRRSSN Y RA YATEPH AKKKSK I 

S\ASRKLQLKTLLLQIAKQE\LE 

REAEERRGREGARSLAPRC\QP\ 

LELAG\LGFADLPGLCCRQFHA 

RV\DKVDEERYDIEAKVSKNITE 

IAN\LT\QKIFDLRSKFKRPTL\RR 

VRISADAMMQALLGARAKESL 

DLRAHLKQVKKEDPEKENREV 

G DWRKN IDALSGMEG RM KKW 

RELSLP A YCPCPEEG H 


23109 


53477 


A 


23243 


1 


487 




23110 


53478 


A 


23244 


80 


511 





3042 



WO 01/075067 



PCT/LS01/08631 



SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


2311 1 

v 


53479 


A 


23245 


427 


1417 


KTMWTCVEFGVRFSITRLLLEHQ 

PKQTfviYiPLPK/PPLWPEEPK TE 

A PKQTPRA PPKPKTSPRPRI PQT 

QPEETDQSTQEPFTTKIPRTTEL 

AKTTQGLEMLSCLIHNPKMHK 

DSTNEQIAASLQACYYEQLLM 

YIRVTDVDSVGPGNGKEAVTA 

PQAPTLFWLNHKAQLAICDWA 

GKDVNLTPTFATSKJCENKPPNN 

LQICNVSKIHQRAKVAGKPEIK 

DKHIQKEMPLDA1EASKINLVKI 

FNEFLKAWKCRLSFEYRIPENQ 

GHKGSFYLLVGSSRTSWLLTEK 

IGSS1CRVLRMPPMDILKTTQILL 

SFLWSINLTPRGKNNHLVAPAH 


23112 


53480 


A 


23246 


3 


1011 




23113 


53481 


A 


23247 


2 


334 


PIQSFFLVLKKPPLRKGVYLSSK 
S LSR WFFK VQAN * RSQPQKA FS 
RLSCHC 


23114 


53482 


A 


23248 


1 


642 




23115 


53483 


A 


23249 


854 


1150 


KEDTNKWKNIPCSWLGRINIVK 

MAIMPKVNL*IQCHPHQATNDF 

SSQNWKKTTLKFIWEPKKEPAL 

PSQS*AKRAKLGGITLPDFQTIT 

YKATVTKTA 


23116 


53484 


A 


23250 


1754 


2393 


PSNRREFGESWPETQAPGALRP 

LLPAPGTPRARERPAGWPARPM 

EVYIPSFRYEESDLERGYTVFKI 

EVLMNGRKHFVEKRYSEFHAL 

HKKLKKCIKTPE1PSKHVRNWV 

PK V LEQRRQG LETYLQVAV 1 LE 

NEELPKLFLDFLNVRHLPSLPK 

AESCGSFDETESEESSKLSHQPV 

LLFLRDPYVLPAASDFPNVVIE 

GVLHGIFYPHLQPR 


23117 


53485 


A 


23251 


1 


265 


AGNRLRFQLELEFVQCLANPNY 

LN/WYPQCLHMLELLQYEHFR 

KELVNAQCAKFIDEQQILHWQ 

HYSRKRMRLQQALVAKQQQQN 

NTSGK 


23118 


53486 


A 


23252 


1 


987 




23119 


53487 


A 


23253 


I 


491 


RGFRNFARVSGLLLCQAGGVL 

VSSFVMAAAVAMETDDAGNR 

LRFQLELEFVQCYANHNTLIFLP 

QR\GYF\KDKAFVNYLKYLLYW 

\KDPEYAKYLKYPQCLHMLGA 

APNMEHFRKEAGWNAQOAKF 

IGWNRQVSTLGKHYS\RKRM\R 

LQQALAEQQQQNNTSGK 



3043 
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SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0W^40»2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las) 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Utiknown, 
*=Stop codon* /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


23120 


53488 


A 


23254 


73 


355 


HEGQVHVLLASAHVDVAIVLG 
AGSMVEGEARPEQAAQHHQG1 
APLHLDAPGPSWTQSRSPRNRA 
NQNHTCSEAT*SHPEQLPQTLW 
ECHAPRSP 


23121 


53489 


B 


23255 


1 


441 




23122 


53490 


A 


23256 


528 


698 


HGQRFLHGPV/H/HHSHYDN/PH 
HSLHHHRCLHHCHLHHHRHHL 
HHHPLHCYHHHPGQNG 


23.123 


53491, \ 


A. 


23257 


1 


403 




23*24- 


53492 


A"' 


23258 ' 


509 


4547 * 


LYLTTSRREEHLKSLVVETQDL 

ASPVLRSVS1CTKVEEAFRQAH 

V1VVLDDSTNKEVFTLEDCLRS 

RVPLCRLYGYLIEKNAHESVRV 

IVGGRTFVNLKTVLLMRYAPRI 

AHNIIAVALGVEGEAKAILARK 

LKTAPSYIKDVIIWGNISGNNYV 

DLRKTRVYRYESA1WGPLHYSR 

PVLNLIFDSEWVKREFVAILKN 

LTTTGRQFGGILAAHSIATTLKY 

WYHGSPPGEIVSLGILSEGQFGI 

PKGIVFSMPV 


23125 


53493 


A 


23259 


56 


290 




23126 


53494 


A 


23260 


468 


993 


VLLACFWPGSDFWPRSRRKTY 

GTAPQSCYSFYVALDCGGVSRL 

VIFVSWRNPQVAPTSAHQNRPS 

RNPVSRPPNTQRVARRKHYAL 

ADGYTERRWTNAPCRAESSFPP 

NCPSAAPIPDSYDK*PSRATLFT 

SHLTVEAFPVWSYLYPGETPRL 

HPRAHTRTVPAAIRYPDRQTPN 

GLRGANTMHSQMDTLNGDGR 

TH L AGQRA RS PRTARPQRQ YRI 

HTTSDLPGLVRKYASGCCLRIW 

YCCAWIERALSLQVGGGVFGD 

PLSEGQAECDHGST 


23127 


53495 


A 


23261 


1 


3114 




23128 


53496 


A 


23262 


3 


401 


TSSLSLSGICSGRYIVFLRRSVGI 

QSPSAVATVRLLLAGSDRRFAA 

GSAGCAVLSRAERS*EPGCCYR 

IRRSAFRLRAGSIGNRDKPVAW 

PDTGSGDNTEVYFRAHQAGILP 

DTVLAGPAQRVAVSGGTPVDW 


23129 


53497 


A 


23263 


2874 


3062 





3044 



WO 01/075067 



PCT/US01/08631 ;[ 



SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

of neofidt ^rcmcnce 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 

deletion Vsno^tihle mirlpfitinV inc«*rtiAn\ 


23130 


53498 


A 


23264 


2766 


3323 


MPDLVEGREKSDKGAQPQPRT 

QSRSARTNGSGVRILKSLWR1IG 

1PLLLGYSLVCSRVLLACFWPG 

SDFWPRSRRKTYGTAPQSCYSF 

YVALDCGGVSRLVIFVSWRNP 

QVAPTSAHQNRPSRNPVSRPPN 

TQRVARRKHYALADGYTERR 

WTDAPCR A ESSFPPNCPL * RQ Y 

RIHIVDASVCGP 


23131 


53499 


A 


23265 


968 


1440 




23132 


53500 


A" ; 


23266 


3 


640 


LSVVRSR1HMGVGVGVGCPVR 

YRNQDDHELQITHGNKILCGIV 

CDKGAQPQPRTQSRSARTNGSG 

VRILHSLWRIIGIPLLLGYSLVCS 

RVLLACFWPGSDFWPRSRRKT 

YGTVPQSCYSFYVALDCGGVS 

RJL VIFVS WRN PQV APTS A HQNR 

PRRNPVSRPPNTQRVARRKHYA 

P\ADGYTERRWTIAPCRAESSFP 

PNCPSAAPIPDSYDK 


23133 


53501 


A 


23267 


1 


3140 


MVYKMRYRSQHPYSIKEKQMK 

SEVLSVKEKIGYGMGDAASH1I 

FDNVMLYMMFFYTDIFG1PAGF 

VGTMFLVARALDAISDPCMGL 

LADRTRSRWGKFRPWVLFGAL 

PFGIVCVLAYSTPDLSMNGKMI 

Y AAITYTLLTLLYTVVN 1 PYCA 

LGGV1TNDPTQR1SLQSWRFVL 

ATAGGMLSTVLMMPLVNLIGG 

DNKPLGFQGDLSPMFSTPEEIA 

RPGPYENDVHVVGASSLAAGH 

KTLIPELVRSAEQHMGTR 


23134 


53502 


A 


23268 


750 


1340 


ILHAPAPPFSASASHEQPEWSD 

KG AQPQPRTQSRS A RTNG SG V R 

ILHSLWRJIGIPLLLGYSLVCSRV 

LLACFWPGSDFWPRSRRKTYG 

TAPQSCYSFYVALDCGGVSRLV 

IFVSWRNPQVAPTSAHQNRPSR 

NPVSRPPNTQRVARRKHYALA 

DGYTERRWTNAPCRAESSFPPN 

CPFAAPIPDSYDK*PFRJVS 


23135 


53503 


A 


23269 


93 


699 


RASVQQKKLSTDDKGAQPQPR 

TQSRSARTNGSGVRILHSLWRII 

G 1 PLLLG YSL VCSR VLLACFWP 

GSDFWPRSRRKTYGTAPQSCYS 

FYVALDCGGVSRNRSYLYPGET 

PRVAPTSAHQNRPSRKPG\TRPP 

NTQRVARRKHYALADGYTER\ 

SATNAPCRAESSFPPELPVPQVP 

NTGFIRQVTFRDCFVNTPQAAA 

SGFW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


23136 


53504 


A 


23270 


1000 


1530 


QRYSDNPPNDKGAQPQPRTQSR 

SARTNGSGVRJLHSLWRJ1G1PL 

LLGYSLVCSRVLLACFWPGSDF 

WPRSRRKTYGTAPQSCYSFYV 

ALDCGGVSRLVIFVSWRNPQV 

APTSAHQNRPSRNPVSRPPNTQ 

RVARRKHYALADGYTERRWT 

NAPCRA/VEPFPPNCPWEAQYRI 


23137 


53505 


A 


23271 


242 


711 


LKQKRDKEDRSSRVSAVLLIK/ 

HRRPLPLPIGLIG\CHPSCTAKC 

LGGCESPRKGGQLLIFEGHVkl 

DLEIFTKSLWLTRQLIVKKETEK 

AVKHASNICIMRTGLTFQSHKJE 

DGLFGLLVIATEAEWSYVCQST 

NPVDVYPLTAVPACCIISASDVP 


23138 


53506 


A 


23272 


2 


459 


CVNSQ1GRGHKITTYPFSPRKSG 

RKGMAQSQGWVKRY1KAFCK 

GFFVAVPVAVTFLDRVACVAR 

VEGASMQPSLNPGGSQSSDVVL 

LNHWKVRNFEVHRGDIVSLVS 

AKNPEQKIIKRVIALEGDIVRFP 

* DFCM PM PH 1 SCG PQS AG RN W 


23139 


53507 


A 


23273 


1 


474 




23140 


53508 


A 


23274 


358 


948 


PLTPFSPRKSGRKGMAQSQGW 

VKRYIKAFCKGFFVAVPVAVTL 

LDRVACVARVEGASMQPSLNP 

GGEPV/ASDVVLLNHWKVTEF/ 

SEVHRGDIVFIG\APKNPEQKI1K 

RVICSLKGDIFQNHRTQKP\DVK 

VPRGSHLGLEGDHSWDTVFDS 

NSFGPVSLGLLHAHATHILWPP 

ERWQKLESVLPPERLPGTERRG 

MTA 


23141 


53509 


A 


23275 


90 


664 


NKYRLQPSPPRLALWDRASDPP 

APPEDPETAPAMEEDQELERK1 

SGLKTVSMVEG\ERKTT\LELV\Q 

AAG\TDRP\CVTFVLHEEDHTLG 

\NFLRY\M I MKNP/EK V EFCG YT 

YG/HPSFQRAKLNLPHSRFRGYP 

FPAVEPISREALNELM\NVC\QP 

CAFTSFRASIKDYKESKSKQEM 

ESTFLVLLWQFYKGGTVL 


23142 


53510 


C 


23276 


108 


320 




23143 


53511 


B 


23277 


446 


625 




23144 


53512 


A 


23278 


1 


3042 




23145 


53513 


A 


23279 


1 


3156 
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SKQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-llnknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


23146 


53514 


A 


23280 


518 


2076 


QQRR*MCQNLMTH\QNQRSGR 

SQNDF* RRRKNISERSA V YR* R 

QLYIRRQPYAERPS\HVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTLKKVMKPLITSNTVTDEIER 

ANVFKMNGKWYLFTDSRGSK 

MTIDGINSNDIYMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 




- - 






- 




VTFTYSHFAVPQAKGNNVVITS 

YMTNRGFFEDKKATFAPSFLM 

NIKGNKTSVVKNSILEQGQLTW 

LQVAKRAGLGGGQSGRTVLRE 

RVRJEIASTHIALAVECVSVRV 

WKVPRLPSRQKYAKHASQLVS 

NQKSEEEEYMKTFNISQQDLEL 

VEVATEKITMLYEDNKHHVGA 

AIRTKTGEIISAVHIEAYIGRVTV 

CAEAIAIGSAVSNGQKDFDTIV 

AVRHPYSDEVDRSIRVIPTYGT 

DEWEQWWNAFNEENLFCSEE 

MPSSDDEATADSQHSTPPKKKR 

KYIYVLVIAITMVMRFWQYING 


23147 


53515 


A 


23281 


299 


457 




23148 


53516 


A 


23282 


584 


1185 


QQRR* MCQN LMTH\QNQRSGR 

SQNDF*RRRKNISERSAVYR*R 

QLYIRRQPYAERPS\HVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTSEKSNEAADHFKHVPQAKG 

NNVV1TSYMTNRGFFEDKKATF 

APSFLMNIKGNKTSVVKNSILE 

QGQLTVN 


23149 


53517 


A 


23283 


1 


3618 




23150 


53518 


A 


23284 


191 


819 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM*ISFELIPSIVIF 

EPRESVNKYHLPFILKTFARSISS 

VTVFEVISGFITFFNV*SLFNSM1 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGCHAFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 



3047 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=I.lnknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon Tor peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


23151 


53519 


A 


23285 


2 


2556 


WRKIYQAN/GKTKKAGVAILVS 

DKTDFKPTKIKJIDKEGHYIMVK 

GS1QQEELT1LN1YAPNTGAPRFI 

KQVLSDLQRDLDSYT1IMGDFN 

TPLSTLDRSMRQKVNKNTQEL 

NSALHQADLIDIYRTLHPKSTEC 

TFFSAPHHMYSKIDHIVGCKAL 

I ^KFKRTFIITNCI SDI-KAIKI Fl 

RJKKLTQNCSTTWKLNNLLLND 
YWVHNEMKAEIKMFFETNENK 












i - o 


DTTYQNI?WDTFKAVCRGKFIA 

LNAHKRKQERSK1DTLTSQLKE 

LEKQEQTHSKASRRQEITKVRA 

ELKEIETQKTLQKINEFRSWFFE 

R1NTIDRPLARLIKJCKREKNQID 

AIKNDKGD1TTDPTETQTTIREY 

YKHLYANKLENLEEMDKFLDT 

YTLPRLNQEEVESLNRPITGSG1 

VA11NSLPTKKSPGPDGFTAEFY 

QRYKEEL VPFLLKLFQS1EEEG I 

LPNSFYEASIILIPKLGRDIAKKE 

NFRPISLMNIDAKILNKILAHRI 

QQH1KKLIHHDQVGFIPGMQG 

WFDIRKSINVIQHINRTKDKNH 

MIJSIDAEKAFDKIQQPFMLKTL 

NKLVLEVLVRA1RQEKE1KCIQL 

GKEEVKLSLFADDMIVYVENPI 

VSAQNLLKLISNFSKVSGYKJN 

VQKSQAFLYTNNRQTESQ1MSE 

LPFTIASKSIKYLGIQLTRHVKD 

LFKDNYKPALNEIKEDTNKWK 

N1PCSWIGRIN1VKELEKTTLNFI 


23152 


53520 


A 


23286 


1 


3087 




23153 


53521 


A 


23287 


1 


741 


MLGKKKPVCEVGGDSGVPKKE 

FQEGRQVLFKLWRGQANKVG 

DNS1DSWKNAGRVFKDSDKFD 

ANDPILKDQTQEWSGSATFTSD 

GK1RLFYTDYSGKHYGKQSLTT 

AQVKVSKS/V*HTQNQRSGRSQ 

NDF*RRRKNIS*RSAVYR*RQL 

YIRRQPYAERPS\HVEDKGHKY 

LVFEANTGTENGYQGEESLFNK 

AYYGGGTNFFRKESQKLQQSA 

KK.RDA EL ANG ALG 1 1 ELNNDYT 

LKKVVKPL1TSN 
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SEQIU 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


23154 


53522 


A 


23288 


849 


1688 


QQRR* MCQNLMTHXQNQPSGR 

SQNDF* RRRKNISERSA VYR*R 

QL YIRRQP Y AERPSXH V EDKG H 

KYLVFEANTGTENGYQGEESLF 

NK.AYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGI1ELNND 

YTLKKVMKPLITSNTVTDEIER 

AN VFKMNGKW Y LFTDSRG SK 

MTIDGINSND1YMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 

VTFTYSHFAVPQAKGNNVVITS 

YMTNRGFFEDKKATFAPSFLM 

NIKGNKTSVVKNSILEPGQLAV 


23155 


53523 


A 


23289 


1 


3171 


MVKGSIQQEELTILN1YAPNTG 

APRFI KQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSK.IDHIL 

GSKALLSKCKRIEHTNYLSDHS 

AIKLELRIKNLTQSRSTTWK.LN 

NLLLNDYWVHNEMKTEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKEERSKIDTL 

TSQLKELEKQEQRHSKPSRRQE 

ITKMRAELKEIETQ 


23156 


53524 


A 


23290 


1 


3255 




23157 


53525 


A 


23291 


1 


3924 




23158 


53526 


A 


23292 


1 


3139 




23159 


53527 


A 


23293 


I 


3210 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDHIVGSK 

ALLSKCKRTEIITNCLSDHSAIK 

LELR 1 K.NLTQN RSTT WKLNN LL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FI A LN AH KRKQERSK 1 DTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


23160 


53528 


B 


23294 


1 


3127 




23161 


53529 


A 


23295 


1 


3325 




23162 


53530 


A 


23296 


1 


3145 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 ,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23163 


53531 


A 


23297 


191 


819 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM*ISFELIPSIVIF 

EPRESVNKYHLPFILKTFARSISS 

VTVFEVISGF1TFFNV*SLFNSMI 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGCIIAFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


23164 


53532 


A 


23298 


1 


3352 




23T65"' 


53533 


A' v 


23299 


1841 


2679=^-. 


QQR R* MCQN LMTHXQNQRSG R 

SQNDF*RRRKNISERSAVYR*R 

QLYIRRQPYAERPS\HVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGI IELNND 

YTLKKVMKPLITSNTVTDEIER 

AN VFKMNG K WYLFTDSRG SK 

MTIDGINSNDIYMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 

VTFTYSHFAVPQAKGNNVVITS 

YMTNRGFFEDKKATFAPSFLM 

NIKGNKTSVVKNSILEQGQLTV 


23166 


53534 


A 


23300 


1207 


1533 


YVHCKPSGWTVRTFDKPRKRFI 

AFFIAGILFRAIKNHFLPRETLQ 

CLPYILTGFRRGQSEYFSIFSNM 

DLADTVMFL*GAIRFSDLVNEQ 

IQHTFLIPGET1CRLSEVV 


23167 


53535 


A 


23301 


1 


3253 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQGDLID1YRTLH 

PKSTEYTFFSAPHHTYSKIDH1V 

GSKALLSKWKRTEUTNYLSDH 

SAIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITK1 RAELKEI ETQKTLQKINESR 

SWFFERJNKIDRPLARLIKKKRE 

KNQIDTIKNDK 


23168 


53536 


A 


23302 


1 


3095 




23169 


53537 


A 


23303 


2 


2678 
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StQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, \r=possiblc nucleotide insertion) 


23170 


53538 


A 

»-•'?• 


23304 


1 


3335 

• - 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLi 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKI DHIV 

GSKALLSKCKRTEHTNYLSDHS 

AlKLELRJKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNEN KDTTYQNL WDAFKA VC 

RGKFIALNVYKRKQERSK1DTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQ 


23171 


53539 


B 


23305 


1 


2293 




23172 


53540 


A 


23306 


1 


3810 




23173 


53541 


A 


23307 


255 


1215 


CVGQLAAAKR*RNSS*IQRLSR 

CVCSCGKPERR**HINLHVLSK 

GRRQLN/QTAGKTRAVSLKTA I 

SSTPTIRS*KIRRKNGPVLQPLH 

LTEKSVYSTLTIPTKAINTLYSK 

PTREQKTDTKAKNLYLTKRTT 

AAARTSSVKKARSFSRALKNA 

MLS*RTAPSVS*S*IM1TH*KK** 

SR/C1TSNTVTDEIERANVFKMN 

GKWYLFTDSRGSKMTIDG INSN 

DIN MLG YVSNSLTGPYKPLNKT 

GLVLQMGLDPNDVTLTNSHFA 

VPQAKGNN V VITS YMTNRG FF 

EDKKATFAPSFLMNIKGNKTSV 

VKNSILEQGQLTVN 


23174 


53542 


A 


23308 


] 


4539 




23175 


53543 


A 


23309 


1 


3229 




23176 


53544 


B 


23310 


1 


3552 




23177 


53545 


A 


23311 




3139 




23178 


53546 


A 


23312 




3057 




23179 


53547 


A 


23313 




3215 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELRED1QTKGKE 

VENFEKNLEECITRITNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRLIG VPESD V ENGTKLE 

NTLRDIIQENFPNLARQANVQIQ 

EIQRTPQRYSSRRATPRH 1 1 VRFT 

KVEMKEKMLRAAREKDRSTRQ 

KVNKDTQELNSA 



3051 



WO 01/075067 PCT/US01/0863I 



SEOID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


23180 


53548 


A 


23314 


1 


1921 


MVKGSIQQEELTILNTYAAHTG 

APRL1KQVLSDLQRDLDSHTUM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTD1YRTLHHK 

STEYTFFSAPHHIYSKIDHILGSK 

ALLSKCKRTEI ITN YLSDHS A 1 K 

LELWIKNLTQNHSTTWELNNLL 

LNDYWVHNEMKAE1KMFFETN 

ENKDTTYHNLWDTFKAVCRGK 

F1PLNAHKRKQERSKIDTLTSQL 

KELEKQEQTN\HSKASRRQE1TK 

1RAELKEIETQKTL*KINESRSW 

FFER1TM K i DRLL A RL IKKKREKN 

QI DA I KN DKG DI TTD PTEIQTTI R 

EYCKHLYANKLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPITG 

AEIVAIINSLPTKKSPGPDGFTA 

KFYQRYKEELVPFLLKLFQS1EK 

EGILPNSFYEASHLIPKPGRDTT 

KKENFRPISLMNIDAKILNKKL 

AKRIQQHIKKLIHHDQVGFIPG 

MQGWFNIRKSmVlQHINRAKD 

KNHMIISIDAEKAFDKIQQPFML 

KTLN KL\GIKYLGI HLTRDVKDL 

FKENYKPLLKEJKEDTNKWKNI 

PCSWVGR1NIVKMAILPKMCL* 

RRWTP1 CI 1 TAAA9I NRF*FRI 

VOP1 F WROMYCfiPRHrROVPO 

HRRLNWSPSLRLS 


23181 


53549 


B 


23315 


1 


2907 




23182 


53550 


A 


23316 


584 


1278 


QQRR*MCQNLMTH\QNQRSGR 

SQNDF*RRRKNISERSAVYR*R 

QLYIRRQPYAERPS\HVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGI1ELNND 

YTLKJCVMK PLITSNTVTDE1ER 

ANVFKMNGKWYLFTDSRGSK 

MTIDVPOAKGNNVVITSYMTN 

RGFFEDKKATFAPSFLMN1KGN 

KTSVVKNSILEQGQLTVN 


23183 


53551 


A 


23317 


1 


3345 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

flO/CvtA 111 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


231 84 


53552 


A 


23318 


2 


3366 


WRKIYQANGKQKKAGVAILVS 

DKTDFKPTKI KRDKEG H Y 1 M V K 

GSIQQEELTILNIYAPNTGAPTF1 

QQVLSDLQRDLDSHTLIIGDFN 

TPLSTSDRSTRQKVNKDTQELN 

SALHQADLIDIYRTLHPKSTEYT 

FFSAPHHTYSKIDHILGSKALLS 

KCKRTEJITNYLSDHSA1KLELM 

IKNLTQNHSTI WTCLNNLLLND Y 

WVHKEMKAE1KMFFETNENKD 

TTVYQNLWDTFKAVCRGKFIAL 

NAHKRKVQER 


23185 


53553 


A 


23319 


1 


2611 


MGDFNTPLSTLDRSTRQKANK 

DTQELNSALHQVDLIDIYRTLH 

PKSTEYTFFSAPHHTYSTTDHIL 

GSKALLSKCRRTEIITNYLSDHS 

AIKLELRJKNLTQNRSTTWKLN 

NLLLNDYGVHNEMKAEIKMFF 

ETNEN KDTTYQNL WDTFK A VC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKlRAELKEIETQKTLQKUNES 

RSWFFERINKIDRPLARLIKKKR 

EKNQIDAIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLHTYTLPRLNQEEVESLNR 

PITGSE1VAIINSLPTKKSPGPDG 

FTAEFDQRYKEELVPFLLKLFQ 

SIEKEG1LPNSFYEASHLIRKPGR 

DTTKKENFRPISLMNTDAKILN 

KILAKR1QQHIKKLIHHDQVGFI 

PGMQGWFN1HKSINVIQHINRA 

KDKNHM IISIDAEK A FDKIQQPF 

MLKTLSKLGIDGTYFKIIRAIYD 

KPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

EKEIKLISNFSKVSGYKJNVQK.S 

QAFLYTNNRQTESQIMSQLPFTI 

ASKRIKYLGIQLTRDVKDLFKE 

NY KPLLKEI KEDTNK WKN IPCS 

WVGRTNIMKMAILPKVIYRFNA 

IP1K.LPMTFFTELEKTTFK.FIWN 

QKRARITKSILSQKNKAGGITLP 

DFKL Y YKAT VTKT A WY WYQN 



3053 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/>40 f 217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


23186 


53554 


A 


23320 

;v.-w* 


1 


3099 


MGELITPLSTLDRSTRQKVNKD 

TQELNSALHQGDLIDIYRTLHP 

K STE YTFFS APHHT YSK 1 DH1 LG 

SKALLSKCKRTEIITNYLSDHSA 

IKLELRJKNLTQNRSTTWKLNN 

LLLNDYWIHNEMKAE1KMFFET 

NENKDTTYQNLWDAFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TKIRAELKEIETQKTLQKINESR 

S WFFERItf K I DRPLARLI KKKRE 

KNQ1DTIKNDK 


23187 


53555 


A 


23321 


911 


1539 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM*ISFELIPSIV1F 

EPRESVNKYHLPF1LKTFARSISS 

VT VFE V I SG FITFFN V* SLFNSM 1 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGCIIAFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


23188 


53556 


A 


23322 


191 


820 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM*ISFELIPSIVIF 

EPRESVNKYHLPFILKTFARS1SS 

VTVFEVISGF1TFFNV*SLFNSMI 

PRAPFANS ASRFL ALC* SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGCIIAFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


23189 


53557 


A 


23323 


965 


5050 


TWKGTTSTSRCKIMPKYRSTRQ 

KVNKDTQELNSALHQADL1DIY 

RTLHTKSTEY/TFFSAPHHTYSK 

IDH1VGSKALLSKCKRTEIITNY 

LSDHSAIKLELRIKNLNQSRSTT 

WKLNNLLLNDYWVHNEMKAE 

IKMFFETK\ENK\DTTYQNLWD 

AFKAVCRGKFIALNAHKRKQE 

RSK I DTLTSQLKELEKQ EQTHS 

KASRRQEITKIRAELKEIETQKT 

LQKINESRSWFFERINKIDRPLA 

RLIKKKREENQ 


23190 


53558 


A 


23324 


1 


2787 




23191 


53559 


A 


23325 


1 


902 




23192 


53560 


A 


23326 


1 


3640 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V= possible nucleotide insertion) 


23193 


53561 


A 


23327 


1 


3686 


MHIVVETALSASWQNKAKPPA 

RVLLQVVPNVWFLVAVVWEL 

YPSLDLMDRS1ECSSSPATEQS 

WTENDYDKLREEGFRRSNYSE 

LQEDIQTKGKDVENFEKNLEEC 

1TRJTNTQKCL1CELMELKTKAR 

ELREECRSLRSRCDQLEERVSV 

MEDEMNEMKQEGKFREKRJKR 

NEQSLQEIWDYVKRPNLRLIGV 

PESDGENGTKLKNTLQDIIQENF 

PNLARQAKVQ1QEIQRMPQRYS 

LTRATPRH 1 I VRFTKVE 


23194 


53562 


A 


23328 


1 


3433 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSK1DHIL 

GSKALLSKCKRTEIITNYLSDHS 

A 1 KLELRI KN LTQN RSTT WKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKINESR 

SWFFERINKIDRPLARLIKKKRE 

KNQIDAIKNDK 


23195 


53563 


A 


23329 


i 


3070 


MEGEMNEMKREGKFREKRIKLR 
NEQSLQEIWDYVKRPNLRLIGV 
PESDGENGTKLENTLQDIIQENF 
PNLARQANVQIQEIQRTPQRYS 
S RRATPRH 1 1 VRFTK V EM KEKM 
LRA AREKDRSTRQKVN KDTQE 
LNSALHQADL1D1YRTLHLKSTE 
YTFFSAPHHTYSKIDHILGSKAL 
LSKCKRTEIITNYLSDHSAIKLE 
LRIKNLTQNRSTTWKLNNLLLN 
D Y WVHN KMKAE 1 KMFFETN EN 
\KDTTYQN L WD A 
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SKQID 


SEQ II) NO: 


Mel 


SEQlI>NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stnp codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


23196 


53564 


A 


23330 


3 


2372 


TTNCLSDHSAIKLELRIKKLTEN 

HTTTWKLNNLLLNDYWVDNE 

MKAE1KMFFEINEKK\DTTSQNL 

WDTFKAVCRGKL1ALNAHKRK 

QERSKIDTLTSQLKKVLEKQEQR 

NSKASRKQE1TKIRAELKE1ETQ 

KKTLQKINESRSWFFEKINKIDG 

PL A RLIKKJCREKMQ V DA I KNDK 

GDI 1TDPTEMQTTIREYYK YLY 














ANKLENLEEMDKPLNTYTLQR 






,.V: 






LNQEG1ESLNRPITGSEIEAHNSL 

PTKKSPGPDGFTAKFYQRYKEE 

LVYPEPRSESECLSN1REFLRGC 

GASLRLESIREDRNGRSQKTVH 

TEGDMNM1M 1 KK1 VKQATVLTF 

TTALLAGGATQAFAKENNQKA 

YKETYGVSHITRHDMLQIPKQQ 

QNEKYQVPQFDQSTIKNIESAK 

GLDVWDSWPLQNADGTVAEY 

NGYHVVFALAGSPKDADDTSI 

YMFYQKVGDNSIDSWKNAGR 

VFKDSDKFDANDPILKDQTQE 

WSGSATFTSDGKIRLFYTDYSG 

KHYGKQSLTTAQVNVSKSDDT 

LKINGVEDHKTIFDGDGKTYQN 

VQQFIDEGNYTSGDNHTLRDPH 

YVEDKGHKYLVFEANTGTENG 

YQGEESLFNKAYYGGGTNFFR 

KESQKLQQSAKKRDAELANGA 

LGI1ELNMDYTLKKVMKPLITSN 

TVTDEI ERANVFKMNGK WYLF 

TDSRGSKMTIDGINSNDIYMLG 


23197 


53565 


A 


23331 


2 


2987 


APRPIKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVHKDT 

QELNSALHQADLIDIYRTLHPK 

STE YTCFS A PH HTYSKI DH I VGS 

KALLSKCKRSEIITNCLSDHSAI 

KLELRIKKJLTQNRSTTWKLNNL 

LLNDYWVrlNEMKAEIFlMFFET 

NENKDTTYQNLWDTFKAVCRG 

KF1 A LN A H KRKQERSK I DTLTS 

QLKELEKQEQTHSKASRRQEIT 

KIRAELKEIETQKTL\QKINE\SR 

SWFFVERINK 


23198 


53566 


A 


23332 


339 


701 


PDKEGNEIWVDMYTVKPSGWT 

VRTFDKPRKRFIAFFIAGILFRAI 

KNHFLPRETLQCLPYILTGFRRG 

QSEYFSIFSNMDLADTVMFL*G 

AIRFSDLVNEQIQHTFLIPGET1C 

RLSEVV 


23199 


53567 


A 


23333 


190 


502 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


23200 


53568 


A 


23334 


4472 


8032 


KKSGNNRLMRVHGKKRFLWQ 

KQG VCEVE! QAQRESA RDGTD 

REDAESPHAEVTVPRGTRTEILT 

LWASRDRPASACGVTVPKGST 

THPGGMDRVCGVDTAVLHWM 

KQVQG 1 SN LEV ETGPRRRD M D 

EAGSRHSQQTNIGTENQTPHVL 

THKWQLNRNSACDKLHKPHSV 

PGGVAAGDVGGKTISNPGVCAI 

EYQVDGSPHIWEDVNKGVYIEE 

DRA PLMERSSS RAMEQSWM EN 

DFDELREEGFRRSNYSELRED 


23201 


53569 


A 


23335 


1 


2374 


MVSISDLVICPPRHPKVLGLQGP 

PGLDSISDPSAGAGFLDWGEIG 

MPGPGRAGHQALCKCDCQCLE 

KTTTKAPGKMPKSTRSCPVRV 

RLADGPNRCAGRLECGMPDAG 

EQCVMTTGTSGRHCGLLGTGL 

WKGYTDLTIIPPGPGTPPQERTC 

QGDYHSGGTWTHSPLETTRRP 

GSSSPAIRRLPAQMLLLPARPPH 

PRSSSPEAMDPPPPKAPPFPKAE 

GPSSTPSSAAGPRPPRLGRJ-ILLl 

DAN/G V YPYTYTVQLEEEPRG P 

PQREAPPGEPGPRKGYSCPECA 

RVFASPLRLQSHRVSHSDLrCPF 

TCGACGKAFKRSSHLSRHRATH 

RARAGPPHTCPLCPRRFQDAAE 

LAQHSWGTPRGPLLAAACNCE 

VARGRLESPGPERLLHGYGGRE 

EEGGWGRAAGGLDRVEGFISS 

KAHHYLLIDTQGVPYTVLVTRS 

HRGSQGPVGLQARKVLQLPRV 

LKGLRVHVHLQRHSITHSEVPQ 

DFAGSLDSFQTPGESLRLVFRA 

LDTTQSSRISKAEPCLKEEPLSL 

GDLPYMHTTLCFCRKRRASPGP 

GTLQRGALAWPDWASPRALPV 

PSLSSTTRSPA APLFA VPLSG RT 

TQ AM A FDG IIFQGQSQRS AGLT 

TTSRFLACQRPLRLCAWWASRS 

PRCTLRRPVGLRPGVHPRPRLV 

YRDLKPENVMASGQPRDRPQP 

WFAWPPRPTRFCGGCWTLTPK 



3057 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in U5SN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


23202 


53570 


A 


23336 


853 


1602 


PGAAWSRPDLRGCCTEPQPALR 

M L V L A S PC PQPL A FSS VETM EG 

PPRRTCRSPEPGPSSS1GSPQASS 

PPRPNHYLLIDTQGVPWTVAW 

LDEESQREPGASGAPGQKKCYS 

CPVCSRVFEYMSYLQRHXRFSH 

SEVKPFE\CDICGK\AFKRSQHL/ 

oAiUlnjlnLUUW YUUr 1 ALKrl/ 

PRRRRDAGELAQHSRVHSGER 
PVSVSTI PS PI YCiAFHTAFTHA 














V E A SHE AG LPG APGT H RTLQG 
ALDSCPDTW 


23203 


53571 


A 


23337 


1 


1144 


MGHHLMIDKLVALGGLYYAIQ 

RHYATKCSVLKNDQILVIGLFM 

IQNVIYRKHFANPLSALFLQQGI 

ELFAAIAEIHITTVAERNHAITQI 

RLEAQTIFDSLFCEWHNAIRKSL 

DYEALQAFEFRVGATDRGFPAL 

SSEALVRVLVLDANDNSPFVLY 

PLQNGSAPCTELVPRAAEPGYL 

VTKVVAVDGDSGQNAWLSYQ 

LLKATEPGLFGVWAHNGEVRT 

ARLLSERDVAKHRLVVLVKDN 

GEPPRSATATLQVLLVDGFSQP 

YLPLPRAAPAQAQADSLTVYL 

VVALASVSSLFLFSVLLFVAVR\ 

HLVDVSGTGTLSQSYQYEVCLT 
GGSGAN EFKFLKP V 1 PNLLSRDS 


23204 


53572 


A 


23338 


1 


1260 


MVCYIQENLPFLLK.PSVENFYIL 

ITEGALDREIRAEYNITITVTDL 

GTPRLKTEHNITVLVSDVNDNA 

PAFTQTSYTLFVRENNSPALHIG 

SVSATDRDSGTNAQVTYSLLPP 

QDPHLPLASLVSFNADNGHLFA 

LRSLDY EALQAFEFR VGATDRG 

SPALSREALVRVLVLDANDNL\ 

PFVLYPLQNGSAPCTELVPRAA 

EPGYLVTKVVAVDGDSGQNA 

WLSYQLLKATEPGLFGVWAHN 

GEVRTARLLSERDAAKHRLVV 

LVKDNGEPPRSATATLHVLLVD 

GFSQPYLPLPEAAPAQAQAEAD 

LLTVYLVVALASVSSLFLLSVL 

LFVAVRLORRSRAASVGRCSM 

PEGPFPGRLVDWSGTGTLFQSY 

QY EVCLTGGS ETG EFKFLKPITP 

HLPPHRGGKEIEENSTLPNSFGF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 

tuuun iui pcpnuc 

sequence 


Nucleotide location of last 
codon for last amino acid 

nf n^nfiffp vuiipnff 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \ = possible nucleotide insertion) 


23205 


53573 

— 


A 


23339 


123 


5794 


SSSDSGSLKGACTEVKMEPAGE 

RFPEQRQVLiLLLLLEVTLAGW 

EPRRYSVMEETERGSFVANLAN 

DLGLOVGELAERGARVVSEDN 

EQG LQLD LQTGQL I LN EKLDRE 

KLCGPTEPCIMHFQVLLKKPLE 

VFRAELLVTDINDHSPEFPERE 

MTLKIPETSSLGTVFPLKKARD 

LDVGSNNVQNYNISPNSHFHVS 

TRTRGDG RKYPEL VLDTELDRE 

EQAELRLTLTAVDGGSPPRSGT 

VQIL1LVLDANDNA 


23206 


53574 


C 


23340 


20 


313 




23207 


53575 


A 


23341 


119 


247 


RSRCISASPRRPASFRKSIPEEED 
ESLNI*KGQVSILFFYIK 


23208 


53576 


B 


23342 


55 


288 




23209 


53577 


A 


23343 


1 


3576 


MAFLFEFSDLVSLLSIGTMLAY 

SL V AFS VL VLRYQPDENFSKN E 

KPKEEVVEMNSVPKAESPACVP 

E ASSTPASL WSPVST1 PTPR WG R 

1VYGCAFLLVVLLSMLCLVLAH 

WPKRLFSGEL1Y1AAAVLLLVLI 

VGFTFTVWRQPQSNTPLYFKPP 

HISTSQNLSLPEHPMEYLLRTGI 

EPDV RGVLTVN ALP AGPP VACS 

PLVSISAHVYLMMQMTTETWA 

QCGVWML1ALECPNLKLKKPP 

WLHMPLAMTMYA 



3059 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23210 

**i *• 


53578 


A 


23344 


*> 


1762 


SVRPGPGHVRWRFFSLSPLPLR 

PWPLCPAARRTMGSILSRRIAG 

VEDIDIQANSAYRYPPKSGNYF 

ASHFFMGGEKFDTPHPEGHLFG 

ENMDLNFLGSRPSQFPYVTPAP 

HEPVKTLRSLVNIRKDSLRLVR 

YKDDADSPTEDGDKPRVLYSL 

EFTFDADARVAITIYCQASEEFL 

NG RA V YSPKSPSLQSETV H Y KR 

GVSQQVSLPSFKIDFSEV/KDDE 

LNFDLDRGVFPVVIQAVVDEG/ 

DSVVEVTGHAHVLLAGFEKHM 

DGSFSVKPLKQKQIVDRVSYLL 

QEIYGIENKNNQETKPSDDENS 

DNSNECVVCLSDLRDTL1LPCR 

HLCLCTSCADTLRYQANNCPIC 

RLPFRALLQIRAVRKKPGALSP 

VSFSPVLAQSLEHDEHSCPFKK 

SKPHPASLASKKPKRETNSDSV 

PPGYEPISLLEALNGLRAVSPAI 

PSA PLY EEIT YSG I S DGLSQ A SC 

PLAAIDHILDSSRQKGRPQSKAP 

DSTLRSPSSP1HEEDEEKLSEDV 

TEEVDESSSPQQGTRAASIENVL 
QDSSPEHCGRGPPAD1YLPALG 


23211 


53579 


A 


23345 


35 


3134 


RPREGPTWPQLPGSSPRRLFPW 

SPGSSSRGLFPV/SPGSSSRGLFP 

WSPGSSSRGLFPWSPGSSSRGLF 

PWSPGSSSRGLFPWSPGSSSRGL 

FPWSPGSSSRGLFPWSPGGSSR 

GSSRGHPGPPPGGSSRGHPGPPP 

GALPVVTRVLLPGLFPWSPGSS 

SRGLFPWSPGSSSRGLFPWSPGS 

SSRGLFPWSPGSSSRGSSRGHPG 

PPPGAI PVVTRVLLPGLFPWSP 

0<>SSR/RTLPVVTRI I I SGTLPV 

VTRVLL 


23212 


53580 


A 


23346 


3 


91 




23213 


53581 


A 


23347 


3 


174 




23214 


53582 


A 


23348 


3 


360 




23215 


53583 


B 


23349 


158 


368 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon Tor peptide 
sequence ' 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


23216 


53584 


A 


23350 


3786 


4928 


PPPARTRPCASLTPEKAKWWRS 

KPGLTRAPARCGLSSPQTGSCS 

APASAG*VSGNSRSGTRRGLRP 

TRG*GPCGPSSRARAISSPRAS/L 

RMSQRELGLWDPNNFEEPVAL 

QEMDTSNGVLLPFYDPDSSIVY 

LCG KVLTAGQG EQGTG WRCG 

G PCPG APLN RL1 LQG DSS I R YF El 

TDEPPFVHYLNTFSSKEPQRGM 

GFMPKRGLDVSKCEIARFYKLH 














ERKCEPIIMTVPRKSDLFQDDL 

YPDTPGPEPALEADEWLSGQD 

AEPVLISLRDGYVPPKHRELRV 

TKRNILDVRPPSGPRRSQSASDA 

PLSVRSALLHSGP1Y1SPNRPYTT 

RPLCPPPQQQHTLETLLEEIKAL 

RERVQAQEQR1TALENMLCELV 


23217 


53585 


A 


23351 


1 


1898 


MSRKGPRAEVCADCSAPVGPD 

FALAISELVSPDIFMQSHSENAiS 

VKEIVTEIES1SQGVGQIQLKGDI 

LPNPCHTPKKNSIHELLLERAQT 

PENKPGHMEQDEDSCTAQPEL 

AKDSGMCNPEGCLTTHSSIADL 

EEGEQLRGNKSSRAQGCTQNS 

KNDSSVADLAPKGKSDEAPPEH 

SFVLKEPEMSKGKGKYSGSEA 

GSLSHSEQNATVPAPRVLEFDH 

LPDPQEGPGPEASNGLKVSQKS 

EGSQPSSSRSPLEFLKEAGVPNQ 

TLSSGTPDPYFMALLGPKLNSR 

RPHLHPVSHTLDLGNSPPLPQQ 

FAKCQRGRKGPEGKYPLHYLV 

WHNRHRELEKEVRAGQTLITQ 

TLSQANPTAITAEEYFNPNFELG 

N RDMGRPMELTTKTQKPKAKL 

WLCEEH PLSLCEQV API I DLM A 

VSNALFAKLRDFITLQIPIFH1LN 

ARITFGNLNGCDEPVPSVRGSPS 

SETPSPGSDSSSVSSSSSTSEAPR 

ENACPSALPGVASCRGCEISPAL 

FEAPRGYSMMGGQREAATRDD 

DDDLLQFAIQQSLLEAGSEYDQ 

VTI WE A LTN S KPGTH PM S YE/R 

SPTGQGQVPAATCSG/RYDEQL 

RLAMELSAQEQEERRRRARQE 

EEELER1LRLSLTEQ 


23218 


53586 


A 


23352 


341 


711 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


23219 


53587 


A 


23353 


57 


719 


TSDLMAEIIQERIEDRLPELEQL 

ERIGLFSHAEIKAIIKKASDLEY 

K1QRRTLFKEDFFNYVQRJGYSF 

KKDEIENSIVHRVQGVFQRASA 

K WKDD VQL WLS Y V A FCKKWA 

TKTRLSKVFSAMLAIHSNKPAL 

WIMAAKWEMEDRJLSSESARQL 

FIARALRFHPECPKLYKEYFRM 

ELMHAGKTGGRRRKNLKKPV 

WMWR1LIILKXSLRASWHGSST 


23220^ 


5358*-* 


A' 


23354 4 


27 


J52 * 


TESVVTIMSLfcNKJ>KSEMTPEE\ 
REEEEFNTGPLSVLTQSVKNNT 
QVLINCRNNKKLLGRVKAFDR 
HCNMVLE\NVKEMLTEG/DRYI 
SKMFIAAGDPVIVVLRNPLIAGK 


23221 


53589 


A 


23355 


32 


575 


STRLDLPKCWDYRSLFNKP\KS 

EMTP\EELQKREE\EEFNT\GPTP 

LCLTQSWKNNTQSAQSTCVRNN 

KKLPGAA*RPFDRASPPCSPPGT 

CNMVL\ENVK\EMWT*GTQEV 

GKGKEGSSKPWNKDRLTSSKM 

FPGGGGFSSFVVPCGNPFHSAG 

QIRGPPVLFDKNSHPLVLLKTA 

CHLVFENY 


23222 


53590 


A 


23356 


103 


713 


VTSGCGKKKVWLDPNET\NEIA 

N ANFRS ADPG RLI KDGLI1 RICP V 

TVVHSRARLPEKTPLARCKGHG 

TLG IGKRKGTAN A\RM PKEG H H 

GMRRMRILAPACSRRYRESKKI 

D\RHMYHSLYLKVKG\NVFKNK 

ADFSWEHIHKAEGRARPRKEAS 

WLDQAEA\RRSKDQGKHGKRR 

EERLPGQRKEEINQRLYSKEGR 

RPRNKNLTL 


23223 


53591 


A 


23357 


1 


2847 




23224 


53592 


A 


23358 


1 


2823 




23225 


53593 


A 


23359 


3 


2858 


AMFGFQRRGLGTPRLQLWLLL 

LEFWEVGSGQLHYSVSEEAKH 

GTFVGRJAQDLGLELAELVQRL 

FRVASKTHGDLLEVNLQNGILF 

VN SRI DREELCGQS A ECS1 H LE V 

IVDRPLQVFHVNVEVKD1NDNP 

PVFSLREQKLLIAESKQSDSRFP 

LEGASDADIEENALLTYRLSKN 

EYFSLDSPTNGKQIKRLSLILKK 

SLDREKTPELNLLLTATDGGKP 

ELTGTVRLLVQVLDVNDNDPE 

FDKSEYKVSLMEN 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 3. 17 


Nucleotide 
location of first 
codon for nfirit 
sequence 


Nucleotide location of last 
codon for last amino acid 
of rwntirfp ^cnttrnf^ 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


23226 


53594 


A 


23360 


194 


931 


NSPVVPVMASGQFVNKLQEEVI 

CPiCLDiLQKPVTIDCGHNFCPQ 

CITQIG ETSCGFFKCPLCKTS VR\ 

RDA 1 RFNSA VAEI WWEKIQALQ 

ASEVQSKRK\EAT\CPRHQEMF 

HYFCEDDGKFLCFVCRESKDH 

KSHNVSLIEEAAQNYQGQIQEQ 

IQVLQQKEKETVQVKAQGVHR 

VDVFTDQVEHEKQRILTEFELL 

HQVLEEEKNFLLSRIYWLGHEG 

TEAGKH Y VEI PLMPTVERSQEA 


23227 


53595 


A 


23361 


2 


3SI 


AINWTSARPVSQCWDPXCPPSQ 
VVCLAGLPP*RVCQNPVKGP\N 
CPLAHTSEPTGHCLL*TRGMCF 
PSLCGQLCP*SGPPDCPSPRALH 
HTGFCPVALLVAESQVRARAC 
GPEPHRAGRASRWCLHAG 


23228 


53596 


A 


23362 


213 


574 


PQTHTGNHSERGRQPITRSPEKP 

EP\CPSKRAPQTQQP\PWAPSLC 

PPA LGPCKGTRRPRVQ VH RPTS 

SQKCPLPAWFHHLPLWPTSAAR 

SSSTETPTGQQMRKLRHPAAPR 

SANALSLGE 


23229 


53597 


A 


23363 


21 


456 




23230 


53598 


A 


23364 


2 


98 




23231 


53599 


A 


23365 


64 


241 


PWPLASN PRGCLP* PSTLN * PTP 
SSQPGMSLDSLDRH PP*TRETAS 
G IGGQRPGSDPARTPHFISQTQ 


23232 


53600 


A 


23366 


209 


353 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQIDNO: 
in USSN 
09/^40,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, possible nucleotide 
deletion, \= possible nucleotide insertion) 


23233 


53601 


A 


23367 


1766 


3292 


SSCPTTRVLIMKGAGHPCYLDK 

PEEWHTGLLDFLQGLQLWLMH 

MQQLMSLAVVSGRLSRGQCGT 

ERPSRRAAAAAAAGQPQRGHF 

QHIEERLETNVQNCQSPDTLCP 

THCSPVLNEPCPEVSVVAVAPA 

SPDRMSGSDGGLEEEPELS1TLT 

LRMLMHGKEVGSIIGKKGETV 

KRJ REQSS A R1TI S EG SCPERJ TTI 

TGSTAAVFHAVSMIAFKLDEDL 

CAAPANGGNVSRPPVTLRLVIP 

ASQCGSLIGKAGTK1KEIRETTG 

AQVQVAGDLLPNSTERAVTVS 

GVPDAIILCVRQ1CAVILEGFSV 

QGQYGAVTPAEVTKLQQLSSH 

AVPFATPSVVPGLDPGTQTSSQ 

EFLVPNDVSRGWDGWRLIGCVI 

GRQGMKINEIRQMSGAHIKIGN 

QVAEGAGERHVYTITGSPVSIALA 

QYLITACLETAKSTSGGTPSSAP 

ADLPAPFSPPLTALPTASPLAC 

WAHPMPSPSPTL1GFKAHALLG 

FTTCFPRAAAGLGGLHRQDGSS 


23234 


53602 


B 


23368 


1 


363 




23235 


53603 


A 


23369 


486 


947 


LDGAGLLAPVKAHLQKKGPRL 

GTRGCAMPRLGSTPFLKGQCL 

ANSRNTLEAVSLTESSASRVPP 

APVLGSRRPHSPSPWP/P/YYTP 

VPPPPRMALVPPNMHGQGTVG 

LTSVPLACTVAMLGSYKQAGA 

FGPLANCYGGLGHAQCWGQEF 

CPTQCP 


23236 


53604 


A 


23370 


38 


680 


GSRLRRLQAAAARPALPLPLPP 

WEWKHLPHVPEAKWWLTTAR 

HSAAYRADPLRVSSRDKLTEM 

AASSQGNFEGNFESLDLAEFAK 

KQPWWRKLFGQESGPSAEKYS 

VATQLFIGGVTGWCTGFIFQKV 

GKLAATAVGGGFFLLQLANHT 

GYIKVDWQRVEKDMKKAKEQ 

LKIRKSNQIPTEVRSKAEEVVSF 

VKKNVLVTVGGFFGGFLLGMAS 


23237 


53605 


C 


23371 


30 


200 




23238 


53606 


A 


23372 


14 


161 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

>Ct|UCIltC 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40 217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 

nf ntntirlp Cfnufnre 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 

rfplrtinn. \=no^sihle nucleotide incertinnl 


23239 


53607 


A 


23373 


69 


715 


APALPGCEHMMAIRELK.VCLL 

GDTGVGKSSIV WRFVQDHFDH 

NISPTIG\ASFMTKTVP\WENDFT 

KFLIWDTAGQERFSFIGLPLYYS 

RLQLAAVYSCYGYLPSRDFIFIT 

LKE\WV\KRLK£LGPE\NIVMAI 

AGN KCDLSD l\RE VPPEG M LKE 

Y\AESIGAIVVETSAKNAINI\EE 

LFQGISXRQIPPLDPPMKNGKQW 

DHQKLRSQPMQASRRCC 


23240 • 


53608 


A 


23374* 


3 


293 - 


VTSTM A Y RAQGQK. V\QK VM V 

QPINLIFRYLQNRSRIQVWLYEQ 

VNMRJEGCIIGFDEYMNLVLDD 

AEE1HSKTKSRKQLGRIMLKGD 

NITLLQSVSN 


23241 


53609 


A 


23375 


3 


393 


HESCSQRQRAGCALCENSHPW 

RSRGPGVQKSAEGLWCQPICRT 

SSSRYLAQNRIAGFQVWLYEQV 

NM\RIVEGCIIGF\DEYVNLVLDD 

AEEIHSKTKSRK\QLGR\IMLK\G 

DNITLLQTCLPPRMVHGSGEIV 


23242 


53610 


C 


23376 


129 


425 




23243 


53611 


A 


23377 


470 


635 


ENSSSHHHKPFSSGCSIHGFSGH 
INVTSVTIL*PIKSCHIRCHF*CA 
QYMVADN 


23244 


53612 


A 


23378 


71 


566 


PLFPPCLSPVVAGWARGHMLG 

QSHQQVAAPLKHRPITPTELCQ 

KCLSLI KKTKFLN A YITVSEEVA 

LKHAEESEKRYKNGQSLGDLD 

GIPIAEKDNFSTSGlETTxCASNM 

LKGYIPPYNATVDQKLLDQGA 

LLMGKTK.LNDFAMGSGSTDGV 

FGPVKNPWSYSK 


23245 


53613 


A 


23379 


255 


1042 


ILAARMGKQNSKLRPEVMQDL 

LESTDFTEHEIQEWYKGFLRDC 

PSGHLSMEEFKKIYGNFFPYGND 

ASKFAEH\VF\RTFDANGDG\TID 

FREFI1ALSVTSRGKLEQKLKW 

AFSMYDLDGNGYISKAEMLEIV 

QAIYKMVSSVMKMPEDESTPE 

KRTEKJFRQMDTNRDGTWVPH 

LALIYRTAEGGFAVQRASVSFY 

PPPSAGNAMVNEAAVFLEIPLG 

SSPGQVSAVCHSGRKLSLEEFIR 

GAKSDPSIVRLLQCDPSSAGQF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/^40,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


23246 


53614 


A 


23380 


1 


721 


MDGNLRKIRFEKHAITEEFRTT 

EPGLAALRLPSTWIRGVRTSES 

KRJEVGKGGQSQQYENRDTEGE 

GHVMTKARDWSKAAASQRLP 

ANHLKLRLCIDGFRSHSLPEEGP 

KJCPCQHHAAQEEPCTRSGRLPQ 

AHEG S 1 SDCCTSSEQG S M D I G S V 

EPGTGYNLLVCHLL/STLEKRSI 

WAGVSRFSRYHLSRLPLARKVG 

NPLTPCASQLLLPLPSTTQKRQS 

GHALYSFPYRPQPKN DWiVMP 


23247 


53615 


A 


23381 


80 


562 


DRAMWGDLWLLPPASANPGT 

GTEAEFEKAAEEVRHLKT/RSPS 

DEEMLF1YGHYKQATVGDINTE 

RPGMLDF\TGKA\KWD\AWNEL 

KGTSKGDAVEA\YLNQV\EELK 

KJCYGDM ERLDLVTV PC V YPK P 

ETIPFFFSNTVDGWEFRENNPV 

KPATQRLLTHTGS 


23248 


53616 


A 


23382 


380 


1041 


EVTINSGF1F1MLFMEHPEHYT1 

MHKWILTW1LPTLLYRSCFHIIC 

LVGTISLACND\MTPEQMATNV 

NCSSPERHTRSYDYMEGGD1RV 

RRLFCRTQWYLRJDKRGKVKG 

TQEMKNNYNIMEIRTVAVGIVA 

1KGVESEF\YLAMNKEGKL\YA 

KKECN\ED\CNFKELILENHYNT 

YASAKL/WTHNGGEMFVALNQ 

KGIPVRGKKTKJCEQKTAHFLP 

MAIT 


23249 


53617 


A 


23383 


127 


549 


SSPKMAATMKKAAAEDVNVTF 

EDQ\QKINKFARNTSRJTELKEEI 

EVKK\KQLQNL\EDACDDIMLA 

DDD\CL\MIPY\QLGDVF1SHSQE 

ETQEM LEE A KKN LQEEI DA L ES 

RVESIQRVLADLKVQLYAKFXG 

SNFNLEADES 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 

Cftfi ft ^ n /* A 

SC(|UC1ICC 


Met 
bod 


SKQ ID NO: 
in USSN 
09/S40 2 1 7 


Nucleotide 
location of first 

rndnn far ntide 

sequence 


Nucleotide location of last 
codon for last amino acid 
nfnrnfiile sentience 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \ s possible nucleotide insertion) 


23250 


53618 


A 


23384 


1 


2050 


MEYESMVI SFDDR VMEKTEYG 

PIFTVFAMGNRMTFVTEEEGIN 

VFLKSKKVDFELAVQN1VYRTA 

SIPKNVFLALHEKLYIMLKGKM 

GTVNLHQFTGQLTEELHEQLEN 

LGTHGTMDLNNLVRHLLYPVT 

VNMLFNKSLFSTNKKKIKEFHQ 

YFQVYDEDFEYGSQLPECLLRN 

WSKSKKWFLELFEKNIPDIKAC 

KSAKDNSMDSDEDPVNLQSRS 

A LVCEMLH VQRSSSDAD AIG PH 

ADHSLSNRWEV1LADEHGIIAD 

DM ISRYALSEK.SQVELSTQVI KS 

ASSKSVNKSDIDTSVFLNWYNP 

EKKM 1 RAYATVI DGPEYF WCQF 

ADTEKLQCLEVEVQTAGEQVA 

DRRNCI PCPY1GDPC1 VRYREDG 

HYYRALITN1CEDYLVSVRLVD 

FGNIEDCVDPKALWAIPSELLS 

VPMQAFPCCLSGFNISEGLCSQ 

EGNDYFYEI ITED VLEITI LEIRR 

DVCDIPLAIVDLKSKGKSINEK 

MEKYSKTGIKSALPYENIDSEIK 

QTLGSYNLDVGLKKLSNKAVQ 

NKIYMEQQTDELAE1TEKDVN11 

GTKPSNFRDPKTDNICEGFENP 

CKDKI DTEELEGVSQKAQESMC 

TEDMRKSSCVESFDDQRRMSL 

HLHGADCDPKTQNEMN1CEEEF 

VEYKNRDAISALMPVFSLRKKA 

VMEASTIMVYQIISQLNYRTPTL 


23251 


53619 


A 


23385 


3 


602 


TRPPTRPGLSPDPTSPTEADRGV 

CERPHRCFLLPQITHPSSGRRCL 

CLLSPTSFDFSLLYESQSDRA1F 

GVGTEPDQEPPPPYHEQVPVSV 

YHPTVPVSQTWVATQLTEEEQIRI 

AQRIGLIQHLPKGVYXDPWRDG 

SEKKIRECVICMMDFVYGDP1R 

FLPCVHEWYHLDCIDDWLMRS 

FTCPSCMEPVDAALLSSYETN 


23252 


53620 


A 


23386 


33 


512 


TAARCQGGPTHVPAFVGTACP 

TRIPGHAPARQCREYYY*YYYD 

F/WKEPRRCHALLLPPWAGLEV 

GMPPSHTQLGMHPAPPPPHLEV 

KAQGVPSNRQRTDGCRWCSGR 

ASALGGGRQDSRLRERGGGYD 

H/HCPICRSLKIQLKCHPASGPQ 

TVGLGRLASVS 


23253 


53621 


A 


23387 


1 


1731 




23254 


53622 


B 


23388 


1 


706 
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SEQ ID 


SEQ II) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


23255 


53623 


A 


23389 


i 


1986 


MGIGEGPTTSEGCRESVEYSHQ 

KSELPLSGDSQVPGPIGCNCDP 

QGSVSSQCDAAGQCQCKAQVE 

GLTCSHCRPHHFHLSASNPDGC 

LPCFCMGITQQCASSAYTRHLIS 

TH FA P/G DFQ/G F A/L VNPQRNS 

R LTG EFTVEPVPEG AQLSFGN F 

AQLGHESFYWQLPETYQGDKG 

E A Y F A RMRRAHQN RTSLSEEQ 

LRAAVTAGRIPEPPEGRDWAQR 














ASQFSLSYEGFSLLPG i SLYYWQ 

LPRAFLGDKVAAYGGKLRYTL 

SYTAGPQGSPLSDPDVQITGNNI 

MLVASQPALQGPERRSYEIMFR 

EEFWRRPDGQPATREHLLMAL 

ADLDELLIRATFSSVPLAASISA 

VSLEVAQPGPSNRPRALEVEEC 

RC PPG Y I G LSCQDC APG YTRTG 

SGLYLGHCELCECNGHSDLCHP 

ETGACSQCQHNAAGEFCELCA 

PG YYG DATAGTPEDCQPC ACP 

LTN PEN M FSRTC ESLG AG G Y RC 

TACEPGYTGQYCEQCGPGYVG 

NPSVQGGQCLPESSELHFPSVQ 

PSDAGVY1CTCRNLHQSNTSRA 

ELLVTEAPSKPITVTVEEQRSQS 

VRPGADVTFICTAKSKSPAYTL 

VWTRLHNGICLPTRAMDFNGIL 

TIRN VQLSDAGTY VCTG SNMF 

AMDQGTATLHVQGSAEAGERS 

MYSISVLLKYTS 


23256 


53624 


A 


23390 


3 


13319 


PA SG RL RA ARSG RRG A S E RESG 

AGRAMGWRAPGALLLALLLH 

GRLLAVTHGLRAYDGLSLPEDI 

ETVTASQMRWTHSYLSDDEYM 

LADSISGDDLGSGDLGSGDFQM 

VYFRALVNFTRSIEYSPQLEDA 

GSREFREVSEAVVDTLESEYLKI 

PGDQVVSVVF1KELDGWVFVE 

LDVGSEGNADGAQIQEMLLRVI 

SSGSVASYVTSPQGFQFRRLGT 

VPQFPRACTEAEFACHSYNECV 

ALEYRCDRRPDCRDMS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

rnriftn fnr n^ntirlr 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \~possible nucleotide insertion) 


23257 


53625 


A 


23391 


4! 


1323 


HYLVFFLPSLRRYTVSLSPNSTS 

YQLLVPGPSY/SALPiSSAASLY 

AGA\GGSGSRMSVSHSTSLRDG 

ISSGGLA/TGMARGLGGMGG1Q 

NKKETTQSLNDSLAVRVRSLET 

ENRKLESKIREHLEKKGPQVRD 

WSHYFKTIEDLRAQIFANTVDN 

VRJFLQIDNARLAADDFRVKYE 

TELAMRQSVESDIYGLHKVIDD 

TNVINGCSFFMKKNHGEEVKC 

LQAQIASSGLTMEVDAPKSQDL 

AK1TADISTRYDELARKNREEL 

DKYWSQPIEESTTEVTMQSAKV 

RAAEMTFMELRRTVQSLEIDLD 

LMRMPKASLENSLREVEACYA 

LQMEQLNLDP/GILLHLESELTQ 

TRAEGQL\QAQKYKALLN1KNK 

LEAEIATYCLLLEDGKDFNLGD 

TLDSSNPMQTIQKTTTSRJVDG 

K V VSETNDTK V WRH 


23258 


53626 


A 


23392 


1 


771 




23259 


53627 


A 


23393 


732 


1656 


SCSWTSPAAWPPNASLHSCLKR 

RNQDHLLLWDWRFLDFPSSMA 

SKCQSPLLPQKKKPRPLPALGP 

EKTSASAGLPKKGEKEQQETIE 

HIHEVQNEMDRLNEQAK\RSEL 

ISKIPDFWVTIFVNHPEVSALPG 

EEDEEALHYLTRVEMTDFDD1K 

SGYRJDFYFDENPYFENNILAKE 

FHLNESGDPSSKSTEIKWKYGK 

DLMKRSSQTQNKAHRKRQHEE 

PESFFTWFTDHSDVGADELGEV 

1KDIWPNPLQYYLVPDMDNEEG 

EGEEDDDDDEEEEGLEDIDEEG 

DEDEGEEDEDEGEKGEEDEGE 


23260 


53628 


A 


23394 


3 


923 


ARRLVVWFWDFPNSMAPKRQS 

PLPPQKKKPRPPPALGPEETSAS 

AGLPKKGEKEQQEAIEHIDEVQ 

NEIDRLNEQASEEILKVEQKYN 

KLRQPFFQKRSK\LSAGIPNFWV 

TTF VN\H PQ VS\A L LG EEDEE A LA 

HYLATRVEVTEFEDIKSGYRIDF 

YFDEN PYFEN K VLSKEFH LNE\S 

GDPSSKSTEIKWKSGKDLTKRS 

SQTQNKASRKRQHEEPESFFTW 

FTDHSDAGADELGEVIKDDIWP 

NPLQYYLVPDMDDEEGEGEED 

DDDDEEEEGLED1DEEGDEDEG 

EEDEDDDEGEEGEEDEGEDD 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


tMet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=S(op codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23261 


53629 


A 


23395 


732 


1656 

f '• 


SCSWTSPAAWPPNASLHSCLKR 

RNQDHLLLWDWRFLDFPSSMA 

SKCQSPLLPQKKKPRPLPALGP 

EKTSASAGLPKKGEKEQQETIE 

HIHEVQNEMDRLNEQAK\RSEL 

ISK.IPDFWVTIFVNHPEVSALPG 

EEDEEALHYLTRVEMTDFDD1K 

SGYRJDFYFDENPYFENNILAKE 

FHLNESGDPSSKSTEIKWKYGK 

DLMKRSSQTQN KAHRKRQH EE 

PESFFTWFTDHSDVG'ADELGEV 

IKDIWPNPLOYYLVPDMDNFFO 

EG EEDDDDDEEEEG LEDI DEEG 

DEDEGEEDEDEGEKG EEDEG E 


23262 


53630 


A 


23396 


3 


924 


ARRLVVWFWDFPNSMAPKRQS 

PLPPQKXKPRPPPALGPEETSAS 

AGLPKKGEKEQQ\EAIEHIDEVQ 

NEIDRLNEQASEEILKVEQKYN 

KLVRQPFFQKRSKALSAGIPNFW 

VTTFVN\HPQVS\ALLGEEDEEA 

L\HYL\TRVEVTEFEDIKSGYRID 

FYFDENPYFENKVLSKEFHLNEV 

SGDPSSKSTE1KWKSGKDLTKR 

SSQTQNKASRKRQHEEPESFFT 

WFTDHSDAGADELGEViKDDI 

WPNPI OYYI VPDMDDFFGFflF 

EDDDDDEEEEGLEDIDEEGDED 

EGEEDEDDDEGEEGEEDEGED 


23263 


53631 


A 


23397 


1 


1393 


MGKQKGGGPQA WEAEGLGRE 

WMRMPQEGKGSQRKSTQKQT 

KREIDAYIVQAKERSYETVLSF 

GKRGLNIAASPAVQAATKVLW 

APSPPAAPIPPLRPFGL1QLLCQG 

AQRWQPGSREVKGRLCQARLA 

ETSSIAGNLRVQSYERPVDPGV 

TMDPLLPGRTIVFAAGDHTLW 

RAPVSSCAQRSGVWSLDNMGV 

NSGSVPFHGVRIQASQLISLSFN 

FSFCEADLKTPLHGFLILPAGPK 

EEVTVKJCEKRERDRDRQREGH 

GRGRGRPEVIQSHSIFEQGVPAE 

MMKKKGNWDKTVDVSDMGPS 

HIINIKKEKRETDEETKQILRML 

EKDDVDHHALSEHLVTTATFSI 

GSTGLVVYDYQQVECGGHVRA 

DLKTQDLYSHAQFGDNNYPGG 

VDWYRAGGLQDSDTEDECWS 

DTFAVPRAPARPRFKPI IRSOSI 

vj i ur\ v rivrirr\ rvr r\.u,r\.r ivov^ol 

RVVKRJCPPVREGTSRSLKVRTR 
KKTVPSDVDS 


23264 


53632 


A 


23398 


297 


584 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codoo for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


23265 


53633 


A 


23399 


2 


149 


CMKFGAVTPIGGPPLGDQSPVL 
LLFAL*KRSTYNLGSSDPPAQGI 
SHQF 


23266 


53634 


A 


23400 


1 


170 


PAG1RHEERSTYDLWSSDRPGQ 
GTSHQF* 1 1 RFQIPWNSGPRLSE* 
LLPRSSRLSS 


23267 


53635 


A 


23401 


1 


1077 




23268 


53636 


B 


23402 


289 


1359 




23269 


53637 


A 


23403 


3 


2233 




23270 


53638 


A 


23404 


1 


1491 




23271- 


53639 


B • 


23405 


76 


511 




23272 


53640 


A 


23406 


1 


2706 




23273 


5364! 


A 


23407 


273 


862 




23274 


53642 


A 


23408 


1 


1080 




23275 


53643 


A 


23409 


134 


675 


MHYFHSSVQIGLPLTRRSQVL1L 

PQPLLPNPIILLSPPLLTPVPAYS 

FIL/PTSPPPPARQFPLKKVAEAK 

GIVKQLKTDTARSPRKPTGPSQ 

TLWVTLTVEDLKHAFFTIPLHP 

SSQPLFAFTWTDPDTHQAQQIT 

RAVLPQVFTDSPHYFSQAQISSS 

S VT YLG 1 1 LI KTH V LSLLI MSG 


23276 


53644 


A 


23410 


1 


895 


MEVHKHPFNTLALRHESGCEL 

VWAEKHRNQ1FPFPKSTASPKQ 

WDTGRHNSDAKQQEPGGREER 

NTMEMETKETHFIRGPKTLASV 

TDWEGSLPLVFNHCRGTSLIIHP 

RFKG V RPRRD ACLGPSPL A ASP 

AFLGKGQHALKGLKPVITRLLQ 

HGLLKPINSPFPSXPILPVLKPDK 

AYKLVQNLRLFNQIVLPIHPVVP 

NPYTLLSSIPPSTTHYSVLDLKH 

AFFTIPLHPSSQPLFAFT*TDPDT 

H * AQQITWA VLPQGFTRQPPLL 

QLSPNFILICYLSRHNSHKNTRA 

LPADRV 


23277 


53645 


A 


23411 


1 


930 


MIQEHADKQVQRLQGVLLGSIP 

TAASRA RLHPGEINNHVAHTEP 

V W WSLH M DA YE 1 WCRG SDRR 

TSLGRSIPLPPALCSLRR1HLRPQ 

VLRSTSPRNISPISNPGHLSDYTP 

TFQGCQTMQGRLPWSFTLSGK 

SRFSGEGATQRQYPIPQQALKG 

LMPAITRLLQHGLLKPINSPYHS 

PILPVLKPDKPYKLVQDLRLINQ 

IVLPIHPMVPNPYTLLSSIPASTT 

HYSV\LYVKHAFFTIPLHPSSQP 

LSTFTWTDPDTHQAQQIT*AVL 

PQVFTDSPHYFSQAQISSSSVTY 

LG 1 1 LHENTRA LPA DH V 
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SEQII) 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


23278 


53646 


A 


23412 


299 


1028 


RLGSFSSNHPYLGQRQYPIPQQ 

ALKGLK.PVITCLLQHVLLKPVN 

SPYMSPILPVQKLDMPYRLVQD 

LCLINQIVLPIHAMVPNPYTLLT 

S1PPSTTHYSVLDLKPAFFTIPLR 

LSFQPLFTFSWTDPDTHQAQQI 

TRAVLPQSFTDSPHYFSQAQ1S* 

RLGSFSSNHPYLGQRQYPIPQQ 

ALKGLKPV1TCLLQHVLLKPVN 

SPYNSPILPVQKLDMPYRLVQD 

LCLINQlVLPIHXl^VPNPYTLLT 

SIPPSTTHYSVLDLKPAFFTIPLR 

LSFQPLFTFSWTDPDTHQAQQI 

TRAVLPQSFTDSPHYFSQAQISS 

SSVTYLGIPGFAILTKPLYKLTK 

GNLADPiDPKSFPHSSFRSLKTA 

LETAPILALPVSSQPFSLPTAEV 

WAAQSEFLHKNRDRTE 


23279 


53647 


A 


23413 


157 


202 


RSECARWMEK*CPWL 


23280 


53648 


A 


23414 


184 


482 


EGVSVFLLLSPYQGQPQVSRRC 

S/RQVSQRCPHRGRGPRCPQVS 

RSHGPSWVGHPGMPLYGSVEQF 

YCGAPGLAGPPNGSRGESLKIS 

VWIFPCRDFGNFN 


23281 


53649 


B 


23415 


13 


862 




23282 


53650 


A 


23416 


1 


11342 


M ATR WF Y YGH PPRD A R V PRJ V 

AEAKEKNLTPGKIIEVDVTIEAQ 

1RQEFLDAERDTGGFVKFFRITK 

KKLQEFFLGEEEEQVPHVSPVE 

LGAKPTAFNAFIANAVGKTLAV 

QHASLKA PEPEMTVTHERF YG 

NYAVWITDVDPRNHRIEVIHVI 

REISGRTSEYVNNLLAQPTPFK 

VFDWLTETQAKEFVRRLNNTQ 

GVISVYNKLEDGIPVKVAVKAT 

EPTNKEKLEAASTKLKAMGAV 

ATDAYEFHTDLNENE 


23283 


53651 


A 


23417 


7597 


7883 


LSSLAWVWQWNHRISVLFHSN 

SVRTNLVPQFNQLVITESNSCPE 

FFNQTSAFFKT*VESGCM/CLQD 

♦GIEWFRLRLDVYNSRLVFLTG 

ATDYCTG 


23284 


53652 


A 


23418 


3 


1573 




23285 


53653 


A 


23419 


6692 


6793 


GASVAPSIGS*STGNAIPSCLFQ 
QNVlVPfPQS 


23286 


53654 


A 


23420 


1 


17727 




23287 


53655 


A 


23421 


6687 


6785 


VNTGNRTWWEPLFRK*KKTQR 
EDTTEKKTKGR 


23288 


53656 


A 


23422 


1 


2856 




23289 


53657 


A 


23423 


1 


7194 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion* \ s possible nucleotide insertion) 


23290 


53658 


A 


23424 


7460 


7561 


GASVAPSIGS'STGNAIPSCLFQ 
QNVIVPIPQS 


23291 


53659 


A 


23425 


1468 


1857 




23292 


53660 


A 


23426 


1 


1985 


MEPVGID11AISWIGAPEYPDNV 

KRAINAKVEATQKTLQREQEIQ 

QR V A E A N M EREQ A KG V A DA I R 

LRGEALTENPNVMQLEAINKW 

NGLVPFITSSPGMGKSAIVRQ1A 

EDFGLKLIDHRLSTSAPEDLSGL 

PRFKENGRAEFAPFDELFPLEG 

DAVPEGFNGWLLFLDEFNSAR 

KEIQAAAYKLVLDRMTGQKKL 

HPYVAIVCAGNKATDRAITNNL 

STA MQSRL 1 HLEM ETDFD VFM E 

DVAIPNKWDERVIAFLNANPNK 

LNDFEPDHQEKTFCCSRTWEFV 

NKIVSILPPGPINSEMTLLLAGTI 

TSGVATSFVQFTQVYSNMVSL 

NEILDNPKKARMPEDNNLLWA 

VVTSLINNTDEDNHSKIFDYVE 

RMPFTFKVLYYRSRKTDMSMT 

DAQLTREYDRCQAKAFMGKTA 

AFFGSLLCSLKPRWVKDGCDT 

AQTDGEHLEWNPDWFESLLPE 

SRVTVLMHELWHVGLLHSVR 

MGSRDPEVWNYACDIYIKNQL1 

QDGYSFIGIENCWKDPKYAGW 

AEEQIYHDLMSKHPRPPKASGA 

FGTGSGGDMKPSTSKASLKLSG 

GSLPGVLPGKMEEVITQFLKPV 

VPWQVLLERFFNDLQETYYSW 

QRPNRRYPDMYLPSSMDDDCR 

LEHLAYFL*NEADLTGLLVLK* 

TDDGQSVSGQNLLQSDEQLQIY 


23293 


53661 


A 


23427 


2365 


2784 




23294 


53662 


A 


23428 


5789 


5980 


DQNMRFDNTFETYYWKPTIIVIT 
IRKLLMNDSSKDTLK*LRCWK 
N WLQ I LKKHTI H FI M PLQL 


23295 


53663 


A 


23429 


1 


68)9 




23296 


53664 


A 


23430 


376 


2052 


SKVCGNDGFADDLKHLLIFTGA 

QSGED1VPFQLEDGHSLGEVVL 

LHGGSGVESGQR/CGRTSAGSC 

Y*SPGK1CCCNLLVTKTEGFFAP 

VPIQLENTNQVTNCSDNW 


23297 


53665 


A 


23431 


2 


2189 




23298 


53666 


A 


23432 


2 


1583 




23299 


53667 


A 


23433 


2142 


2242 


GASVAPSIGS*STGNA1PSCLFQ 
QNVIVPIPQS 


23300 


53668 


A 


23434 


"\ 


1188 




23301 


53669 


A 


23435 


470 


862 




23302 


53670 


A 


23436 


1 


1352 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in USSN 

llll JC Ail 111 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23303 


53671 


A 


23437 


1837 


1955 


SKCSIGLYQRYPYSNGC*NSGCI 
CRVY*CCREHRGYVRN 


23304 


53672 


A 


23438 


1447 


1565 


SKCSIGLYQMYPYSNGC*NSGC 
ICRVY*CCREHRGYVRN 


23305 


53673 


A 


23439 


773 


823 




23306 


53674 


A 


23440 




1529 




23307 


53675 


A 


23441 


1 


1794 




23308 


53676 


A 


23442 


236 


427 


DQNMRFDNTFETYYWKPTI1VU 
IRKLLMNDSSKDTLK*LRCWK 
N WLQI LKKHT1 H Fl MPLQL . 


23309" 


53677- 1 


AM 


23443.: 


8510 - 


8611 


GASVAPSIGS*STGNAIPSCLFQ 
QNVIVP1PQS 


23310 


53678 


A 


23444 


516 


669 


ATSELKRKASLGLMEPDVSRK* 
ARCSSLPSSS1GDGRYISGYLRL 
GRCHE 


23311 


53679 


A 


23445 


410 


593 


FLNL1QPQGKRKLLLKRCRSLLP 

KN*CQHSKQHKLSISSVVILNIT 

NS*PNKVKLMPILAM 


23312 


53680 


B 


23446 


1 


2286 




23313 


53681 


A 


23447 


1418 


1723 


CNTNIIFNCHFPTKLGCICKAMK 

VVSPLIHNSIV1LLNQ1TIDFFSTL 

AQICTFICLTYSKQTTTRJASFK 

KVIEEFLSLAPIEKVELKEHS*Y! 

SISEKV 


23314 


53682 


B 


23448 


1 


6167 




23315 


53683 


A 


23449 


1 


3199 




23316 


53684 


A 


23450 


1 


5733 




23317 


53685 


A 


23451 


709 


1099 




23318 


53686 


A 


23452 


5039 


5230 


DQNM RFDNTFETYY WKPTI 1 VII 

1RKLLMNDSSKDTLK*LRCWK 

NWLQILKKHTIHFIMPLQL 


23319 


53687 


A 


23453 


664 


993 




23320 


53688 


A 


23454 


1 


19859 


MASIDSIAVCNPRQVRKFVEHC 

IRSGLVPFITSSPGMGKSA1VRQI 

AEDFGLKLIDHRLSTSAPEDLSG 

LPRFKENGRAEFAPFDELFPLEG 

DAVPEGFNGWLLFLDEFNSAR 

KEIQAAAYKLVLDRMTGQKKL 

HPYVAIVCAGNKATDRAITN1ML 

STAMQSRLIHLEMETDFDVFME 

DVAIPNKWDERVIAFLNANPNK 

LNDFEPDHQEKTFCCSRTWEFV 

NKIVSILPPGPINSEMTLLLAGTI 

TSGVATSFV 


23321 


53689 


B 


23455 


74 


240 




23322 


53690 


A 


23456 


143 


384 




23323 


53691 


A 


23457 


1 


3267 
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SKQ ID 

NO: 


SEQID NO: 
of peptide 

3CI|UCIICC 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location or last 
codon for last amino acid 

nf nfnf irip «;i*ottcnf <* 


Amino acid sequence ( X=Unknown, 
•=Slop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23324 


53692 


A 


23458 


2 


550 


KRSSEHIQRJDRDVSGTLRKHIF 

FRDRYGTKQRELLHILLAYEEY 

NPEVGYCRDLSHIAALFLLYLP 

EEDAFWALVQLLASERHSLQG 

FHSPNGGTVQGLQDQQEHVVA 

TSQPKTMGHQDKKDLCGQCSP 

LGCLIRILIDGISLGLTLRVLWDV 

YLVEG EQAFM P1TRI AFKVQQK 

RLTKTSR 


23325 


53693 


A 


23459 


72 


630 




23326 


53694*^: 


A < 


23460 


1 


2835 ; ~ 


MDALMLALGALMLALGLGDP 

KSAQVSDPDGAEPGPGRATGT 

DPLVQIHWKLG1SEALSIPGGRL 

YRDLWSLTPVCLHIPGIAHHGP 

FTLGRMDVVEVAGSWWAQER 

EDIIMKYEKGHRAGLPEDKGPK 

SFGS YNNN VDH LG I VH ETELPP 

LTAREVKQIRREISRKSKWVKM 

LGEWDTYKNSRKLIDRAYQGIP 

MN 1 RG PM WS VLLN I E EIKLKNP 

GRYQVRSARAQPTGQAVSGAQ 

VSSWRERQDHPGELGVKI 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

natSAtk "tan 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkno»vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23327 


53695 


A 


23461 


1 


832 


MGWRARWLMPVISALWEAED 

PIPPELTRLLQQSQDPLLMGLFP 

TNPKEKTQEEPPGQSRAPVLTV 

VSKFKVLAGLLHLGNIQFAASE 

DEAQPCQPMDDAKCEGQGVG 

WAG PVRKASLEQLLQVLHSTT 

PHYIRCIKPNSQGQAQTFLQEE 

AGAGRRRQRRRQKQQRRRRRQ 

LGGGG DGGNGS VG DDG ATRGS 

RGCALEKECVATPRRGLLFSRP 

H KL'AFA'VGGSVTSVGPKPRAP 

MDVVEVAGSWWAQEREDIIM 

KYEKGHRAGLPEDKGPKPFRS 

YNNNVDHLGIVQDFADFGTTIK 

QDFRLLGQTSVDRLLQLSQGQ 

AVKGNQLLPVSLVKRKTTLAP 

NTQTA SPRA LA DSLMQL A RQ V 

SRLESGHFYDAHNPFLPPPSMS 

KQAKXTGVPSEGLCRPGGEGQ 

SAVARLTGEKKNHPGAQYANR 

LSPRVGRFINAAGTTGFPTGKR 

AVSATQLIGLQLILLGEVLQKV 

LTAS Y PAQSS VPLTSGPVRQIM 

KEKGKRSSEHIQRJDRDISGTLR 

KHMFFRDRYGTKQRELLHILLA 

YEEYNPEVGYCMDLSHIAALFL 

LYLPEEDAFWALVQLLASERHS 

LQAARAPAAIGAHERADQAQIS 

LGLTLRLWDVYLVEGEQALMP 

1TRJAFKVQQKRLTKTSRCGPW 

A RFCNRF VDTWA RDEDTVLKH 

LRASMKKLTRKQGDLPPPAKPE 


23328 


53696 


A 


23462 


3 


497 


SSECLTMAWIPLLLPLL1LCTVS 

VASYELTQPASVSVSPGQTASIT 

CSGDVLAKXKYARWFQQKPG 

QAPVLVIYKDSERPSGIPERFSG 

SSSGTTVTLTISGAQVEDEADY 

YCYSAADNNGWVFGGG\TKLT\ 

VLSQPKAAP\SVTLFP\PSSEELQ 

ANKAHTGVSQ 


23329 


53697 


A 


23463 


1 


393 


FRSGSELVKAGLRAFFENAAED 

LEKTSENLKLGKFTHSRTQIKG 

VSQNINYTTVALLPILTSIFEHV 

TQHQFGMDLLLGDVQISCYHIL 

CSLYSLGTGKNIYVEMLGMPDT 

VEDMCPDIPQLECLMKEfN 


23330 


53698 


A 


23464 


319 


508 




23331 


53699 


C 


23465 


94 


222 




23332 


53700 


A 


23466 


1 


636 




23333 


53701 


A 


23467 


1 


483 




23334 


53702 


A 


23468 


1 


1797 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

Ol pcpilUC SC(|UC1JCC 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

rf Mr firm V=nft<k£ihlp nurlrofitJr incprtinnl 


23335 


53703 


A 


23469 


1 


4275 




23336 


53704 


A 


23470 


1 


1848 




23337 


53705 


A 


23471 


122 


14928 


ARSWRRRWRTRTKRRRRKSAA 

AVSARRAAAGGSRGAGGWGT 

ADASGAMAEGGEGGEDEIQFL 

RTEDEVVLQCIATIHKEQRKFC 

LAAEGLGNRLCFLEPTSEAKY1P 

PDLCVCNFVLEQSLSVRALQEM 

LANTGENGGEGAAQGGGHRTL 

LYGHAVLLRHSFSGMYLTCLTT 

SRSQTDKLAFDVGLREHATGE 

ACWWTIHPASKQRSEGEKVRIG 

DDLILVSVSSERYLHLSVSNGNI 

QVDASFMQTLWNVHPTC 


23338 


53706 


A 


23472 


134 


1063 


RPPGLTRSPSSPAPARSPTRRQS 

TRRRSGATTSCSQRLWATWNG 

CD/VCLNQSLREIPTDDKGFTAI 

HFAAQWGKLACLQVLVEEYKF 

PVDLLTNNSQTPLHLVIHRDNT 

TVALPCIYYLLEKGADLNAQTC 

NG STPLHL A A RDG LLDC V K V L 

VQSGANVHAQDAMGYKPIDFC 

KIWNHRACARFLKDAMWKKD 

KKDFA REMTK M KMFKSQLTL 

MEHNYLIEYQKEHKILREAA1R 

KWLHGKLHPGHSLVSNTKQAR 

ATALSKTPEQRESQRSRSFHPSV 

DARLQCIPQPTEMPKPIYRKPTV 

KRPHNVEC 


23339 


53707 


A 


23473 


1 


1230 


MAGLGFWGHPAGPLLLLLLLV 

LPPRALPEGPLVFVALVFRHGD 

RAPLASYPMDPHKEVASTLWP 

RGLGQLTTEGVRQQLELGRFLR 

SRYEAFLSPEYRREEVYIRSTDF 

DRTLESAQANLAGLFPEAAPGS 

PEARWRPIPVHTVPVAEDKLLR 

FPM RSCPR Y H ELLRE ATE AA E Y 

QEA LEG WTG FLSRLENFTG LSL 

VGEPLRRAWTCVLDTLMCQQA 

HGLPLPAWASPDVLRTLAQISA 

LD1GAHVGPPRAAEKAQLTGG1 

LLN A I LANFSRVQRJLGLPLKM V 

MYSAHDSTLLALQGALGLYDG 

HTPPYAACLGFEFRKHLGNPAK 

DGGNVTVSLFYRNDSAHLPLPL 

SLPGCPAP\CPLGRFYQLTAPAR 

PPAHGVTCHGPYEAAIPPAPVV 

PLLAGAVAVLVALSLGLGLLA 

WRPGCLRALGGPV 
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SEQIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=$top codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23340 


53708 


A 


23474 


133 


672 


AVGWESGKWDSGRCQGGGQE 
QM WSCQSDMLYPPDQVG A WG 
LPGPTGPKGDAGSRGPMGMRG 
PPGECPQCCPTAPLAIPSTRWAL 
PCSWPPGPPGPPGPPAPVGPPHA 
\GSPSMVSPPGIPAGGGGGGVAI 
STVPATIKTRRQEVSPELPRP/PG 
PAPPPGPDVRPWLLRPPGPMGK 
LSPGQG 


23341 


53709 


A 

'* 


23475 


135 


677 


AVGWESGKWDSGWGQGGGQE 

QMWSCQSDMLYPPDQVGAWG 

LPGPTGPKGDAGSRGPMGMRG 

PPGECPQCCPTAPLAIPSTRWAL 

PCSGPPGPPGPPGPPAPVGPPHA 

\GSPSMVSPPGIPAGGGGGGVAI 

STVPATKKTRRQEVSPELPRP/P 

GPAPPPGPDVRPWLLGPPGPMG 

KLSPGQG 


23342 


53710 


A 


23476 


220 


745 


TV1QRTGLHSVGPGDPQQGLRE 

AKLGTMVRLVLLPTPRRTTEVR 

TGPERELSMVLEA1LGSLLETAC 

DHRQTPPSSKPQA/GSSRLREGT 

S AGQPCS/LRLRLG PRAGG RRC 

CRDIERSSSSSVCGRKCKRKKR 

KRGMCQSRHKHGCRRPQEGPR 

CNDGRALCSPRPQTTPGPLSTA 


23343 


53711 


A 


23477 


1 


2433 




23344 


53712 


A 


23478 


3 


803 


FPGRRFRVRACVAGGSHCLFNS 

CCCCTSASLPARERHEWPGPAA 

AAAAAAAAARRSQTQREGLFA 

GWGGGFAMSDDDSRASTSSSSS 

SSSNQQTEKETNTPKKKESKVS 

MSKNSKLL\SPRAKGIQKEL\AD 

ITLDPPPNCSAGPKGDNIYEWR 

STILGPPGSVYEGGVFFLDITFTP 

E Y PFKPPK VTFRTRJ YHCNIN SQ 

\GVICLDILKDNWSPALTISKVL 

LSICSLLTDCNPADPLVGSIATQ 

YMTNRAEHDRMARQWTKRYA 

T 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
locatioo of first 

rnrfnn fVir - rw*nfiffo 
couun IUF |tjiliuc 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23345 


53713 


A 


23479 


372 


1839 


GEAGGTEAEPENGAGGPRVPG 

WWGWSSTSSPRGCWDSGRSAA 

AIMDFLWDKRTGLAARKMPHP 

RRYHSSERGSRGSYCEHYRS/R 

K/HKQRRSRSWSSSSDRTRRRR 

REDSYHVRRRCSRTFSRSSSQH 

SSRKAKSVEDDTEGHL1YHVGD 

WLQERYEIVSTLGKGTFGRVV 

QCVDHRRRGARVALKJIKNVE 

KYKEAARLEIKVLEKINEKDPG 

KNLCVQMFDWFDYHGHMCISL 

ELLGLSTFDFLKDNNHLPYP1H 

QVHHMASQLCQAVKFLHDNK 

LTHTDLKPENILFVNSDYELTY 

NLEKKRHERSVKSTAVRVGDF 

GSATFDHEHHSTIVSTRHYRAP 

EVILELGWSQPCDVWSIGCIIFE 

YYVGFTLFQTHDNRQHLATME 

RILGP1PSRMIRKTRKQKYFYRG 

RLDWDENTSAGRYVRENCKPL 

RQYLTSEAEEDHQLFDLIESML 

E Y EP AQRLTLG E A LQHPFFSRL 

WAEPPNKLWDSSQDISP 


23346 


53714 


A 


23480 


28 


941 


QSARPSLKRARSQRGRPLPSRA 

LVFLFLFFFFFFNFLPIHTQPSAH 

KDMTTNAGPLHPYGPQHLARLD 

NFVPNXDRPTWAYTGLGLFSVT 

GGLRSWTTWAVVQGRAAGCPI 

GDFGRATVPCCWVLQCVGFIH 

LVIEGLVPFSNYERPCFGDQSLL 

NLKLWXKEYGQGETARLHPGG 

DKFHSVALGT1TSFA\WGEPFSL 

WVVIA\FLLQHPL\RFIL\QLVVS 

VG\QIYG\DVF\YFLKEHPRRDS 

KHGKPGPTPLLLPGFSFVFHEM 

PLWLVPAPGSPLCLDAWKAPS 

THAPEHAWNAKGPQKPKSKKN 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 

hod 


SEQ ll> NO: 
in USSN 
09o40,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23347 


53715 


A 


23481 


1 


1386 


MWRNLKLPRDLLNGFDQNADS 

DMDNEVQAEVVTDGDEELIGN 

WS KG HSC YI LA KRLA AFFPC PK 

DLWTCFELERDDLGYLAEEISSS 

EAFKSVSYEKAHAWNPLESTC 

RHASLALAVVLQRRDWENPVG 

VTQL\NRLAAHPPFASW\RNSEE 

ARTDRPSQQLRSLNGEWRLMR 

YFLLTHLCETLVKVKDAEDQL 

GARVCVLERQ1FDFLGYQWAPI 

LANFVHHIVlLGbFGTIQYRPRY 

ITGILSFPKHQESLSLKFTCLTEA 

ERDTDALLHLENACRESTATQR 

IQGFFLKDKKRKKQQPQQQKQ 

QQWAKVQLGPWLQRVQAPSL 

GSFHGVLSLRVHRSKELRFRNC 

CLDFRGCMEMPGCPGRGVLQA 

QNPRGEPLLGQCRREMCGGSP 

Y1VPTGALPSGAVRRRPPSSRPH 

NGRPTDSLHCVPGKAADTQHQ 

PLKAARRAAVPCKATGSELPK 


23348 


53716 


A 


23482 


3 


732 


SPLTPTATSGNPSKASSPGGLGS 

LVSTASSLPAGEKNSPRTGPGP 

RRAGVAGIPNSGPDTVEGPYNL 

CGRQGRWGGLIISLASEMKLQT 

LQTSVTTAKATLLELFVPLGGL 

VASLASEVRLQiFPRGGHLQSA 

KCGLLLHFSLPTSRSGRRKANR 

PM A VTVLLVLI RDC ADLL A VK 

AVIHCYQDQWPLRGSSRPANTP 

PPKASVSRRPPGHRGVRRGSPL 

LQVGARRVGAEAPALLELQSPS 


23349 


53717 


A 


23483 


1 


234 




23350 


53718 


A 


23484 


I 


256 


MLN LQG K E WLELEED AQKA Y I 
MGLLDRLEVVSRERRLKVARA 
VLYLAQDGEKFCPKJtDCTNNS/ 
RY/NSI*MIQMMRFGTLELMRL 


23351 


53719 


A 


23485 


1 


3333 




23352 


53720 


A 


23486 


1 


2661 




23353 


53721 


A 


23488 


3 


433 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknotvn. 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


23354 


53722 


A 


23489 


3 


990 


EK.MNTA DQA RVGPA DDG PA PS 

GEEEGEGGGEAGGKEPAADAA 

PGPSAAFRLMVTRREPAVKLQ 

YAVSGLEPLAWSEDHRVSVST 

ARSIAVLELICDVHNPGQDLVIH 

RTSVPAPLNSCLLKVGSKTEVA 

ECKEK.FAASKDPTVSQTFMLDR 

VFNPEGKALPPMRGFKYTSWSP 

MGCDANGRCLLAALTMDNRL 

TIQ AN LN RLQWVQLVDLTE1 YG 

ERL YETS YRLSKNEAPEGN LG D 

FAEFQRRHSMQTPVRMEWSGI 

CTTQQVKHNNESRDVGSVLLA 

VLFENGNIAVWQFQLPFVGKES 

ISSCNTIESGITSPSVLFWWEYE 

HHNRKMSGLIVGSAFGPIKILPV 

NLKAVKGYFTLRQPVILWK.EM 

DQLPVHSIKCVPLYHPYQKCSC 

SLVVAARGSYVFWRLLLISKAG 

LNLHNSHVTGLHSLPIVSMTAD 

KQNGTVYTCSSDGKVRQVIPIF 

TDVALKFEHQLIKLSDVFGSVR 

THGIAVKPCGAYLAIITTEGMIN 

GLHPVNKNYQVQFVTLKTFEE 

AAAQLLESSVQNLFKQVDLIDL 

VRWKILKDKHIPQFLQEALEKK 

IESSGVTYFWRFKLFLLRILYQS 

MQKTPSEALWKPTHEDSKILLV 

DSPG\MGNADDEQQEEGTSSKQ 

V V KQGLQERSK£GDVEEPTD\D 

SLPTTG\DAG\GREPMGRRNSW 

GNSKGKI RSC WEMRLTREH M K. 


23355 


53723 


A 


23490 


1218 


1446 


RCTDSQV\RSPTPLHLAAQACSL 
ETTVCLLCSKADYTLSEKRG W 
MPIHFAAFYDNVCIIIALCRKDP 
SLLEAEATAE 


23356 


53724 


A 


23491 


2 


632 


NMAKTYDYLFKLLLIGDSGVG 

KTCVL\FRFSE\DAFNSTFIFTIRJ 

DFKIRTIELDGKRJKLQIWDTAG 

QERFRTITTAYYRGAMGIMLVY 

DITN EKSFDN 1 RN Wl RNTEEHAS 

AD VEKM I LGNKCD VNDKRQ VS 

KG S/GEN KLALDYG 1 K.FMETS A 

KANrNVENAFFTLARDlKAKMD 

KK.LDGNSP\QGSNQGVK1TPDQ 

QKRSSFFRCVLL 
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SEQ ID 

NO: 


SEQ ID NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


23357 


53725 

i^r y * J * A.I, 


A 


23492 


1 


1018 


MVFYHVGQAGLELLTSGPHCP 

DSQAADKAESATLLSRARJLGA 

YC AC A SL ERR WPH FPSG RECN 

MAKTYDYLFKLLLAIGDSGVGK 

TCVLFRFSEDAFNSTFISTIGIDF 

KJ RTI EL DG K Ri K\LQI WDTAGQ 

ERFRTDHNRPTYRGAMGI\M\L 

V YDITN E\KSF\DN IRN\ WIVRN I E 

EHASAD\VEK\MILGNKCDVND 

KRQVSKERGEKLALDWGIKFM 

ETSA-KANIN VENAFFTLARDIK 

AKMDKKLGPARPHGTLLGKGE 

EFAGVAGASASGSASLGTLPKQ 

TRPCPVNPQASREHTAFSIPLKG 

QKDNMEGNSPQGSNQGVKITP 

DQQKRSSFFRCVLL 


23358 


53726 


A 


23493 


1 


130 




23359 


53727 


A 


23494 


I 


1392 




23360 


53728 


A 


23495 


445 


649 


YPSLTNSKLLVHH\FMELC\WD 
KCVEKPOGIALDSRTENCLS\SC 
\VDRFIDT\TLAITSRFAQIVQKG 
GQ 


23361 


53729 


A 


23496 


210 


397 


VIYAPGKKAORTOK/APICTKTK 
KPHLSPCPSP/WRSRSCQPMQQS 
WSGAQVHIPQPPHTTCITWA 


23362 


53730 


A 


23497 


55 


286 


QASSSPPISSVTCRKALPPGQTK 
KGLVASGDPEPVSMGTSSPTPS 
LAPEHSSRASLEPSSSA*PSLAT* 
SRAGGSQA 


23363 


53731 


A 


23498 


780 


1022 


QAMHGRSPGVTVRASGLRNEG 
DGPLGSVPTQARATGAPGHSAT 
PSPAWRAW\SSSSKAS/WLPDA 
AGPPTPPWSGPSPPTSW 


23364 


53732 


A 


23499 


1 


782 




23365 


53733 


A 


23500 


275 


688 
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SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Dnknown, 
*=Stop codon, /= possible nucleotide 

uciciiun, v~ptFs$iDic nucicoiiuc insertion/ 


23366 


53734 


A 


23501 


1166 


2271 


LRC1LTLISRWCS*VSTVANLPP 

G1SKWGANWQRCEMKE*CWSP 

AVTWCITCAQRSG/IGDSSPYPG 

ATSFNEYVKAMLTWRGPVEQH 

PLVNYLDHERGTLSNPTARHYL 

PVLYVLRAILWARTPLP1PGRTT 

VSKVKMKKRILRAMRQKQQVL 

PLLVGLGLDELSMSAPSIPAAK 

ARMAQLDSRECRKLLNQAMA 

CRTSLEVEHLLAQFRMTQQDA 

PLVTAECITLESDWRSKEEVLK 

GMTDNLLLAGRCRYPRKLEAD 

LWAREAVFSTGLGFSFAIPHSK 

SEHIEQSTISVARLQAPVRWGD 

DEAQFIIMLTLNKHAAGDQHM 

RJFSRLARRIMHEEFRNALVNA 

ASADAIASLLNMNWTVKEHHE 


23367 


53735 


A 


23502 


1 


2604 




23368 


53736 


A 


23503 


306 


468 


TRHCDRRQPRRGHRRAGT/CNQ 

I*KGCCCVRTKQPLSSVLISPNF 

CPCSSFLKNS 


23369 


53737 


A 


23504 


102 


509 


AAQQGTMARSLLLPLQILLLSL 

ALETAGEEAQGDKIIDGAPCAR 

GSH PWQV A LLSGNQLHCGG VL 

VNERWVLTAAHCKMNEYTVH 

LGSDTL/E/ADRKAQRIKPSKSF 

RHPGYFTQTHVNDLMLVKLNS 

QARLSSMVK 


23370 


53738 


A 


23505 


1 


1032 


MMQATVGFEDGDAATSQVSPS 

VNKVHSS1YFLDFFEEYIVIAFKI 

LRRGPD1SCSQIINGEDCSPHSQP 

WQAALVMENE/LFCSGVLVHP 

QWVLSAAPVSRKYNRPLLAND 

LM LI KLDES VSESDTI RSISI ASQ 

CPTAGNSCLVSGWGLLANDPT 

SR\LPPPLECRNPVPQLLLPPEKP 

RTAPDTLGSSPVPKSRTGSSGSS 

FLLPAPPSPFPRPHHGTPPTSCG 

QDVDVPALAGGSLGSPAGEAL 

PRLAAPERLSRHHGKIPSPAPAD 

LTAILALETAGEEVPFPLTSCA 

WMSSSSPPGLHEGLQGLTGKFH 

AVRWHPRLQEKRLQSVPSPDSR 

IPGARRPAAR 


2337T 


53739 


A 


23506 


303 


393 
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SEQID 


SEQID NO: 


Met 


SEQID NO: 


Nucleotide 


Nucleotide location of Inst 


Amino acid sequence ( XHJnknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/5411,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


23372 


53740 


A 


23507 


391 


1170 


GSFFFFFKYFAYSPMPKNSKVV 

KRELDDDVTESVKDLLSNEDA 

ADDAFKTSELIVDGQEEKDTDV 

EGK\SEVEDERPAWNSKLQYIL 

AQVGFSVGLGNVWRFPYLCQK 

NGGVVEPECEQSSATTYYWYR 

EALNISSSISESGGLNWKMT1CL 

LAAWVMVCLAMIKGIQSSGKV 

NTYDRVTMSATVLALQEQWQT 

FSPIRSGNGHLTGSGAQRTPCR1 








** t * 




i. * - ■ 


RRGGSQLRVCDGGKQQWWTV 
SQSS ARA ITNTDQKS VQLQDLI E 


23373 


53741 


A 


23508 


45 


546 


EGGGSRSLWFRELIGQPVQSFIE 

PVAAGGAVALNVQ/RSCGVVS 

AAPACL'SRPHSWRWGGPACW 

RTPGG/LASRSSSSASILMSSSRA 

SFTRSLSLLSTHKDQGLVCSGSS 

GATGAGSC/LWPPTSHTVKLMF 

LYSTVSTLKPMVGMVVTISPSL 

SL*R1VVFPAASRPT/YEDAHFFF 

CQKGP*RGSWSSLQHPGPP 


23374 


53742 


A 


23509 


1367 


2142 


VRRPQGCLGKRSLLSRVCALVP 

WGIWP/WSLAVGPQYSSLGSQP 

ILCASIPGLVPKQLRFCRNYVEI 

MPSVAEG1K1GIQECQHQFRGR 

RWNCTTVHDSLAIFGPVLDKG 

YFGYLETITVPSDSVVSTKAETP 

DKGVCGRELGFRGGWLPELQS 

LDEISMGWALCSRLQIKATRES 

AFVHA1ASAGVAFAVTRSCAEG 

TAAICGCSSRHQGSPGKGWKW 

GGCSEDI EFGGM VSREFADA RE 

NRPDARSAMNRHNNEAGRQV 

GSPPARVLGKKEPPQQGVCPGS 

LGHMARSLAVGPQYSSLGSQPI 

LCASIPGLVPKQLRFCRNYVEI 

MPSVAEGIKIGIQECQHQFRGR 

RWNCTTVHDSLAIFGPVLDKG 

YFGYLETITVPSDSVVSTKAETP 

DKGVCGRELGFRGGWLPELQS 

LDEISMGWALCSRLQIKATRES 

AFVHAIASAGVAFAVTRSCAEG 

TAAICGCSSRHQGSPGKGWKW 

GGCSEDIEFGGMVSREFADARE 

NRPD A RS AMN RHNNE AG RQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 

1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=2>top codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


23375 


53743 


A 


23510 


2094 


2619 


ASPASPAPCSGIPRT*SPYPSPSR 
TQ\A PRA RG PA 1 HA H PG P/RGCT 
ALPRQGPPTPGSARAPPRJPAHR 
APTSPTLNFCLASSRQSMPPAPR 
PPPVPATNPVTPGCGRPPPTLGC 
RNPQTLRPPPGLPSPALLRRPLP 
PPARVGMPPHQPPLPTTPACWR 
PVDWARAEGAGRAVC 


23376 


53744 


A 


23511 

.... •(-»•< 


3050 


3317 


PARTSPSASGPP**DLISALWTPS 
QPRAPTRQSLNSLSSSAPSSSTIG 
PSPSPPAPGPAPPbPWLPPSPSSL 
PRLSQVSRRPHSHLHPQ 


23377 


53745 


A 


23512 


862 


2954 


AEHTLLVCFLNTSLTTTSTHVES 

FGGQLRGSQ1GHPRRPNKMPYA 

WSIPQDPPLKPERDPGGPLGVS 

LSLPVNQYGESEEPMGDDDYD 

EYSKELNQYRRSKDSRGRGLSR 

G RG RGSRGRG KG MG RG RG RG 

GSRGGMNKGGMNDDEDFYDE 

DMGDGGGGSYRSRDHDKPHQ 

QSDKKGKVICKYFVEGRCTWL 

YHTTGNCINGDDCMFSHDPLTE 

ETRELLDKVEMTGSSVFDYIHP 

GDHSEVLEQLGLRTPTPGPPTPP 

SVSSSSSSSSSLADTPE1EASLTK 

VPPSSLVQERSFFVRMKSTLTK 

RGLHVKASGYKVIHVTGRLRA 

HALGLVALGHTLPPAPLAELPL 

HGHM1VFRLSLGLTILACESRVS 

DHMDLGPSELVGRSCYQFVHG 

QDATRJRQSHVDCETHLHPPSL 

PTTPQTRASHSLVPGSPSSGLPT 

VPPAA PT APGTPFS I G RA A RRLS 

DASGLLDKGQVMTGYYRWLQ 

RAGGFVWLQSVATVAGSGKSP 

GEHHVLWVSHVLSQAEGGQTP 

LDAFQLPASVACEEASSPGPEPT 

EPEPPTEGKQAAPAENEAPQTQ 

GKRJKVEPGPRETKGSEDSGDE 

DPSSHPATPRPEFTSV I RAG VLK 

QDPVRPWGLAPPGDPPPTLLHA 

GFLPPVVRGLCTPGTIRYGPAEL 

GLVYPHLQRLGPG\PALPEAFYP 

PLGLPYPGPAGTRLPRKGD 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
'-Stop codon, /=possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


23378 


53746 

i<<.vi , i,*±.;y 


A 


23513 


1319 


2211 


GSKVYGSLFHINHGNPFNMEVL 

VDSWPEYQMVIIRPQ/ETVRGE 

EKVQGNDLTFHHPTQEMTDDM 

DS YTN V Y R VFSKDPQKSQE VL 

KNSEI1NWKQKLQIQGFQESLG 

EG 1 RA AAFSNSVKVEHSRALLF 

VTEDILKLYATNKSKLGSWAET 

GHPDDELESETPNFKYAQLNVS 

YSGLVNDNWKLGMNKRSLRYI 

KRCL.GALPAACMLGPEGVPVS 

WWltoDPSCEIGMGYSVEKYRR 

RGNGTRLIMRCMKYLCQKNIPF 

YGSVLEENQGVIRKTSALGFLE 

ASCQWHQWNCYPQNLVPL 


23379 


53747 


A 


23514 


234 


858 


SVPLQESPLPPPPTHQADC*SPC 

GAQGGWVTLAVASASS*AHTA 

SPLPRSPQAQGRAPSPAPPQIHL 

TTPSSFSSQGT/SHGGLGSTPGA 

DDPNTSSS\PPPGGSTPRWSAGD 

SAHSGGEVDGWS*SFP*SVPSY 

GT*SPFCPWPSSGQRSFHGIASG 

WEPDGIPDGSSRWEPCGKPQES 

ETGVEGRQHFPK.QLCLGSCRA 

VASPRVARA 


23380 


53748 


A 


23515 


1 


3582 




23381 


53749 


A 


23516 


628 


4254 


RLPESRAHDVAGADERPWPVH 

AGIFKSPAAGAAMSPAAAAAG 

AGERRRPIASVRDGRGRGCGGP 

AGAALLGLSLVGLLLYLVPAA 

AALAWLAVGTTAAWWGLSRE 

PRGSRPLSSFVQKARHRRTLFA 

SPPAKSTANGNLLEPRTLLEGP 

DPAELLLMGSYLGKPGPPQPAP 

APEGQDLRNRPGRRPPARPAPR 

STPPSPPTHRVHHFYPSLPTPLL 

RPSGRPSPRDRGTLPDRFVITPR 

RRYPIHQTQYSCPGVL 


23382 


53750 


A 


23517 


1 


392 


KVHMNGLRYALYIMGPALTRG 

CHQVL1MLCCEVIERILT/VMM 

K£AYFGEVDIMDDLPT\GNISA 

NVTGRLYKCGVINHTVDLRRM 

KT/EKWQNNLLPSRQFGFIVLTT 

SAGIMDHEEARRKHTGGKILGF 


23383 


53751 


A 


23518 


227 


352 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQII) NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /-possible nucleotide 
ucicuuii* \ — |wjv>iuic nucicuiiue insertion^ 


23384 


53752 


A 


23519 


3 


507 


SFRAATMVRMNVLADALK.SIN 
NAEKRCKRQVLIRPCSKViVRF 
LTVMMKHGYIGEFEHDDHRAG 
KIVVNLTGRLNKVGVQWRDLG 
YCNLCLPGSSDSSASASLVAEIT 
\CGVISPRFDVQLKDLEKWQNN 
LLPSRQFGFIVLTTSAGIMDHEE 
ARRKHTGGKILGFFF 


23385 


53753 


A 


23520 


279 


653 


ARAQRPSSQVDVFYLIQSVIFCR 

L A L AEFE 1 1 DDPQSLG KLL*TLT 

GRLKQ/CLGVISPRRDVQLKRP 

WKK.WHEHL/PSNPAKFGFMVLT 

TSAGLHG/HHEGRQDRKHTGG 

KILGILLYRDVIHIFT 


23386 


53754 


A 


23521 


1 


392 


KVHMNGLRYALYIMGPALTRG 

CHQVLIMLCCEVIERILT/VMM 

KEAYFGEVDIMDDLPT\GNISA 

NVTGRLYKCGVINHTVDL/PPY 

ENGKWQNNLLPSRQFGFIVLTT 

SAGIMDHEEARRKHTGGKILGF 


23387 


53755 


A 


23522 


108 


371 


LSYIGK.FE11DDHRAGKIVVNLT 
GGLNKCGVISLRFDVQLKDLEK 
WQNMLLPSCQFGF1ALTTSAGI 
MDHKEAR*KHTAGKILEFFF 


23388 


53756 


A 


23523 


252 


378 




23389 


53757 


A 


23524 


3 


518 


HASAFRAATMVRMNVLADAL 
KS1NNAEKRGKRQVLIRPCSKVI 
VRFLTVMMKHGYIGEFEIIDDH 
R AG K 1 V VNLTGRLNKVG VQ WR 
DLGYCN LCLPGSSDSSASASLV 
AEIT\CGVISPRFDVQLKDLEK\ 
WQNNLLPSRQFGFIVLTTSAGI 
MDHEEARRKHTGGKILGFFF 


23390 


53758 


A 


23525 


279 


709 


ARAQRPSSQVDVFYLIQSVIFCR 

LALAEF*NPLMTHQSLGKFVVN 

PHRAGLNKCGWISPQILTVQLQ 

RPWKK.WAGLILLP\SRQVLGF\I 

VLTTSAGI\MDHEEARPKTPRR 

GKS WGFFFLGDVN YI LFYKLKC 

LMDSGASTWSF 


23391 


53759 


A 


23526 


207 


564 


SMAKEAISINRSLWAGPAKISSP 
AETEUESLISLFQKYVGKGGYN 
CTLSKTEFLSFMNAELAAFTKN 
QKDPGVLHRMMKKLGTNNDG 
QLDFSEFLNLIGGLAMACHDSF 
LKAVPSQKRT 
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SfcQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in IJSSN 
09/540,2 1 7 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


23392 


53760 


A 


23527 


1 


407 


FREKQSQELSQYGAMGAGQSF 

NSQFLQHGGPRGPSVPAGMMP 

TGIGGVMGPSGLSPLAMNPTRA 

AGMTPLYAGQRLPQHGYPGPP 

QAQP/PAPTGGQENLL*GVSRA 

AVSARSLPGPFRAIPVSHLAGNP 

TPPMNPH 


23393 


53761 


A 


23528 


-* 

j> 


315 




23394 


53762 


A 


23529 


1 


763 


DYEEIT1DPTCSWKPVPVKPDM 

HIKEEPDGPALKRCRTVSPAHV 

LMPSVMEM1AALGPGAAPFAPL 

QPPSVPAPSDYPGQGSSFLGPGT 

FPESFPPTTPSTPTLAEFTPGPPPI 

CYQSDIPSSLLTSEKST/SLPLQA 

RR/PPAGHLDPTKNPGTPGLHTS 

NLGAPPGPQLHHSNPPPASRQS 

LGQASLGPTGELAFSPATGVMG 

PPSMSG AG E A PEP A LDLLPELT 

NPDELLSYLGPPDLPTNNNDDL 

LSLFENN 


23395 


53763 


A 


23530 


1 


2901 


M ERRG PG AATA RG RARPGGGP 

SVGLLATGSSLNPSFHGVAR1VP 

GFIRIARPRDGSFAYESVPWQQS 

ATQPAGSLSVVTTVWGVGNAT 

QSQVLGNPMGPAGSPSGSSMM 

PGVAGGSSALTSPQCLGQQAFA 

EGGANKGYVQQGVYSRGGYP 

GAPGFTTGYAGGPGGLGLPSH 

AARPSTDFTQAAAAAAVAAAA 

ATATATATATVAALQEKQSQE 

LSQYGAMGAGQSFNSQFLQHG 

GPRGPSVPAGMNPTG1GGVM 


23396 


53764 


A 


23531 


80 


412 


KPGNGACAGREWCDGGGAAW 

NWRDPGLPVGDSGVWDRVLLE 

LLGPRSPRPLDVGGPAAGTPGV 

LSR/HLPVDCGLGPEALLCSSAP 

A A RRPSLCGG HG R VMRG FRLG 

CGFRP 


23397 


53765 


A 


23532 


1 


192 


RPLDVGGPAAGTPGVLSR/HLP 
VDCGLGPEALLCSSAPAARRPS 
LCGG HG R VM RGFRLGCG FRP 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 






cod on for peptide 
sequence 


of peptide sequence 


deletion* ^possible nucleotide insertion) 


23398 


53766 


A 


23533 


l 


2094 


RPLDVGGPAAGTPGVLSRPCPS 

TAALAPKPFCAAPRPQPDAPAC 

AGATGGSCADFDSGVDFVRRR 

SSG L WG PQPPLFP V KN YTEM FQ 

DPVAFKDVAVNFTQEEWALLD 

ISQKNLYREVMLDTFWNLTSIG 

KKWKDQNIEYEYQNPRRNFRS 

VTEEKVNEIKEDSHCGETFTPV 

PDDRLN FQKKKA S PE VKSC DS F 

VCGEVGLGNSSFNMNIRGDIGH 














KAYEYQEYGPKPGKCQQP^KA- 

FRYRPSFRTQERDHTGEKPYAL 

LKNDGKKPLFYHSSIQRHMVV 

HSGDGPYKCKFCGKAFHWLSL 

YLIHERTHTGEKPYECKQCGKS 

FSYSATHRIHERTHIGEKPYECQ 

ECGKAFHSPRSCHRHERSHMGE 

KAYQCKECGKAFMCPRYVRRH 

ERTHSRKKLYECKQCGKALSSL 

TSFQTHIRVMHSGERPYECKTCG 

KGFYSAKSFQRHEKTHSGEKPY 

KCKQCGKAFTRSGSFRYHERTH 

TGEKPYECKQCGKAHERTHTG 

EKP YECKL YG KALS R L I SF RRH 

MRMHTGERPHKCK1CGKARSS 

PSSFQRHERSHTGEKPYKCICQC 

GKAFTCFHF\FQYHERTHTGEK 

PDGCKQCGKAFRSAKY1R1HGR 

THTGEKPYECKQCGKAFHWVS 

SFHRHERTHAGEKPYECKHCG 

KAFTCS1YIRIHERIHTGEKPYQ 

C K ECG KA FI RSS YC RKH ERTHTI 



3089 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/340,2 1 7 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnknown, 
*=Stop codon, /=po$siblc nucleotide 
deletion, \=possible nucleotide insertion) 


23399 

s v .'.oap; 


53767 


A 


23534 

" .-. j] 


48 


1317 


CGLMDELVHDLTSALEQTSEQ 

NKLGELWEEMALSPRQQRRQL 

RKRRGRKRRSDFTHLAEHTCC 

YSEASESSLDEATKDCREVAPV 

TNFSDSDDTMVAKRHPALNAI 

VKSKQHSWHESDSFTENAPCRP 

LRRRRVKVKRVTSEVAASLQQK 

LKVSDWSYERGCRFKSAKKQR 

LSRWKENTPWTSSGHGLCESA 

ENRTFLSKTGRKERMECETDEQ 

KQGSDErtMSEGETskvCSSSDT 

GLFTNDEGRQGDDEQSDWFYE 

G EC V PGFTVPNLLPK W A PDHCS 

EVERMDSGLDKFSDSTFLLPSR 

PAQRGYHTRLNRLPGAAARCL 

RKGRRRLVGKETS1NTLGTERIS 

H 1 1 SDPRQKDFWL PS AGKRERN 

QFNPLSPLYSLDVLADASHRRC 

SPAHCSARQANVHWGPPCSRDI 

KQEAETSGHS1FV 


23400 


53768 


A 


23535 


225 


403 




23401 


53769 


A 


23536 


1 


403 


REQEFLHMAPGEVTITVRXLIRS 

LEHR\NFKPVVYHGVNLDQTV 

KEFIVFLKQDIPLRTNLPPPFRN 

YKYDALKIIHQAHKSKTNELVL 

SLEDDERLLLKEDSTLKAAGIA 

SETEIGI FXREED Y RNYKAN PISS 


23402 


53770 


A 


23537 


2 


239 




23403 


53771 


A 


23538 


2 


214 




23404 


53772 


A 


23539 


1 


1341 




23405 


53773 


A 


23540 


1 


1677 




23406 


53774 


A 


23541 


1010 


1509 




23407 


53775 


A 


23542 


1 


6355 




23408 


53776 


A 


23543 


223 


10504 


VKMPIGSKERPTFFEIFKTRCNK 

ADLGPISLNWFEELSSEAPPYNS 

EPAEESEHKNNNYEPNLFKTPQ 

RKPSYNQLASTPIIFKEQGLTLP 

LYQSPVKELDKFKLDLGRNVP 

NSRHKSLRTVKTKMDQA DDVS 

CPLLNSCLS\ESPVVLQ\CTHVTP 

QRDKSVVCGSLFHTPKFVKGR 

QTPKHISESLGAEVDPDMSWSS 

SLATPPTLSSTVLIVRNEEASET 

VFPHDTTANVKSYFSNHDESLK 

KNDRFIASVT 


23409 


53777 


B 


23544 


137 


709 




23410 


53778 


A 


23545 


1 


1974 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
couun lur pepuue 
sequence 


Nucleotide location of last 
codon for last amino acid 

ui pepuue sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
uciciiuiif \~-po»iuic nucleotide insertion} 


23411 


53779 


A 


23546 


207 


1622 


MACCL\SDEVKESKRINAEIEKA 

AAAETRRDARREL/RRLLLLGT 

GESGKSTFIK\QMR1IHGAGYSE 

EDKRGFTKLVYQNIFTAMQAM 

IRAM\ETL\KILYKVRSRTRANA 

LXLIRGGGTLEKVTTFGAFSYVQ 

LPLKDLFGRDPGIQE/CAYERQP 

RSYQLSDSAKYYLTDVDRIATL 

GYLPTQQ\DVPAGSRVPTT\GIIE 

YPFDLENIIF\RMVDVGG\QRS\E 

RRKWIHCFENVTSIMFLVALSE 

YDQVLVESDNENRMEESKALF 

RTIITYPWFAQNSSVILFLNKKDL 

LEDKIXLYSHLVDYFPRSSMGPQ 

RVDAKAA REFILKM F VDLNPNS 

DKII/YTSHFTCPHRHRRTSRFVF 

PAVKDTILQLNLEEYKPGLSAP 

G PG RRDG DTGQDLPSTEPA AA 

RAGGAAESGPGPLPAGGDFFFF 

IFLTNGFYFTVIRGCTSLPPYTSR 

TFSPFVNGKGSLFLALTYGSLFS 

KKKKKKKE 


23412 


53780 


A 


23547 


1 


401 


KKVPGRLSEMSFSLNFTLPANT 

TSSPVTVDCGPSLGLAAGIPLLV 

ATALLVALLFTLIHRRRSSIEAM 

EESDRPCEISEIDDNPK1SENPRR 

SPTHEKNTMGAQEAHIYVKTV 

AGSEEPVHDRYRPTIEMERRR 


23413 


53781 


A 


23548 


584 


1071 


PCRLPLHLILVEDLSFSLNFTLP 

ANTVSTA API HQAT/PEKTSAEF 

TDCGPSLGLAAGIPLLVATALL 

VALLFTLIHRRRSSIEAMEESDR 

PCEISEIDDNPK1SENPRRSPTHE 

KNTMGAQEAHIYVKTVAGSEE 

PVHDRYRPTIEMERRRGLWWL 

VPRLSLE 


23414 


53782 


A 


23549 


25 


654 


LFLQMKDTSPIIFVRKELTIRQC 

TKKVPGRLSEMSFS\LNFTLPAN 

TTSSPVTGGKETDCGPSLG LA A 

GIPLLVATALLVALLFTLIHRRR 

SS1EAMEESDRPCEISEIDDNPKI 

SENPRRSPTHEKNTMGAQEAHI 

YWKTVTVKSEEPVHDRYRPTIE 

MERRRGLWWLVPRLSLGMMP 

TSNQGSHQTWHLGTGLKTQGF 

VLGEERCQAAS 


23415 


53783 


A 


23550 


108 


413 


RRSGSMALWRAYQRALAAHP 
WK VQVLTA/G LLGRKA ALLAP 
CQ* LYLPTQASWTEGHASCSSL 
QEATSCPSAFCA*NSKATKQLV 
ERRGLQEHQRGRTLTMVS 
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SEQID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkn6wn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


23416 


53784 


A 


23551 


1 


146 




23417 


53785 


A 


23552 


2 


442 


GREARRSRSMALWRAYQRALA 

AHPWKVQVLTAVASGEEGSTA 

GPMPVAIPADPGLLD*RTRFLLL 

TPRSHFLPLCLLRMKLKSHKRS 

LMGLGDIISQQLVERRGLQEHQ 

RGRTLTMVSLGCGFVGPVVGG 

W Y K V L DRF1 PGTTK VD A 


23418 


53786 


A 


23553 


3 


675 


RHSRJFGAQGSMALWRAYQ\RT 

LRALPWKWQVLTAGSLMGLG 

D1ISQQLVERRGLQEHQRGRTL 

E/TM VSLGCG FVG P V VGG WYK 

VLDRFIPGTTKVDALKKMLLD 

QGGFAPSFLGCFLPLVGALNGL 

SAQDNWGQTTAGELG/RDYPD 

ALITNYYLWPAVQ\LANFYLVP 

LHYRWAVVQCVAV1WNSYLS 

WKAHRALSLPHS1VSTLQVMQ 

LDPWNGSDNPPQKWA 


23419 


53787 


A 


23554 


512 


1227 


LQGHLMG1MAASRPLSRFWEW 

GKNIVCVGRNYADHVREMRSA 

/VWLSEPVLFLKPSTGVRAQRA 

RPILMPAYTRNLHHELELVALVI 

GQ\RCRAVPE\AAAMDYVGG\Y 

ALCLADMTAWDVQVASARKKG 

LAWDSGE/DAFTASCPVQRVSL 

PKEKIPDPSQ\LKALGFKVNGEL 

RQEGETSSM I F\S I P Y II S Y VS KI IT 

LEEGDIILTGTPKGVGPVKEND 

EIEAGHTRAGQYDHLKVEKAQ 


23420 


53788 


A 


23555 


192 


436 


RTSDHECFREGQICSVCLRERL 
NLNPEEACLLSQAPCMLFVLQY 
LNTVI P YEKKASPPS V\EDLQML 
\TNILFAMKEDNEKVP 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23421 


53789 


A 


23556 


94 


1252 


ARMEAPLVSLDEEFEDLRPSCS 

EDPEEK.PQCFYGSSPHHLEDPSL 

SELENFSSEIISFKSMEDLVNEF 

DEKLNVCFRNYNAKTENLAPV 

KNQLQIQEEEETLQDEEVWDA 

LTDNYIPSLSEDWRDPNIEALN 

GNCSDTEIHEKEEEEFNEKSEN 

DSG1NEEPLLTADQVIEEIEEMM 

QNSPDPEEEEEVLEEEDGG ETSS 

QADSVLLQEMQALTQTFNNNW 

SYEGLRHMSGSELTELLDQVEG 

AIRDFWE\ELVQQLARRDELEF 

EKEVKNSFF\TVL\IEVQNKQK\E 

QRELMKKRRKEKGLSLQSSR1E 

KGNQMPXLKRFSMEGISNILQSG 

IRQTFGSSGTDKQYLNTVIPYEK 

K\AYPPSVE\DLQMLTNILFA\M 

KEDNEKVPYFA 


23422 


53790 


A 


23557 


391 


1169 


GSFFFFFKYFAYSPMPKNSKVV 

KRELDDDVTESVKDLLSNEDA 

ADDAFKTSELIVDGQEEKDTDV 

EGK\SEVEDERPAWNSKLQYIL 

AQVGFSVGLGNVWRFPYLCQK 

NGGVVEPECEQSSATTYYWYR 

EALNISSSISESGGLNWKMTICL 

LAAWVMVCLAMIKGIQSSGKV 

NTYDRVTMSATVLALQEQWQT 

FSPIRSGNGHLTGSGAQRTPCRI 

RRGGSQLRVCDGG KQQW WTV 

SQSSARAITNTDQKSVQLQDLIE 


23423 


53791 


A 


23558 


321 


568 


CLWCGASWPRRHSSPGRPAGD 
HRGDRP/EGPDTQG PGRPEPSTE 
PAFNPQSSLDQGGGPAAPAVD 
DDTRRGHGGVCGDGGAGEA 


23424 


53792 


A 


23559 


510 


690 


LRSPQXRGVAAPPFLGSPVPFGG 
FRVQGGMAGQPSAPPALQTDD 
PYSKAHSVTPKSTPRVT 


23425 


53793 


A 


23560 


25 


480 




23426 


53794 


A 


23561 


84 


292 


VRAVQSLHFHFPWRR/ISCPSES 
TRSI H VDRLPRRNSASLSLS AFP 
VSAGALINGEAWVRMGQVPIP 
KAP 
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SEQID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown t 
*=Stop codon, /=possiblc nucleotide 
deletion, Y=possiblc nucleotide insertion) 


23427 

i ./V/' ' * : 


53795 


A 


23562 


1138 


1924 

i - : 


CRSSATWTPWTTTGCRGDLTK 

TYSLEAYDNWFNCLSMLVATE 

VCRLLLSPGSAMLRSPATFQVV 

KKKHRTRMLEFFIDVARECfNI 

GNFNSMMA1ISGMNLSPVARLK 

KTWSKVKTAKFDVLEHHMDPS 

SNFCNYRTALQGATQRSQMAN 

SSREKIVIPVFNLFVKDIYFLPQ 

NP\SNHLPNGHINFKKFWEISRQ 

!HEFMTWTQVECPFEKDKKIP\S 

YLLTAPHPTARKLSSSPSFESEG 

PENHMEKDSWKTLRTTLLNRA 


23428 


53796 


A 


23563 


3 


260 




23429 


53797 


A 


23564 


1 


1386 




23430 


53798 


A 


23565 


137 


611 


MKVNLGDSQNLACVFCRKHD 
DCPN K YGEKKTKEK WN LTVH 
YYCLLMSSGIWQRGKEEEGVY 
GFL1ED1RKEVNRASKLKCCVC 
KKNGAFIGCVAPRCKRSY\HFP 
CG LOREC \ FOFTGN FASFC W DH 
RPVQIITSNNYRESLPWHHLLG 
NLFEPIPSY 


23431 


53799 


A 


23566 


181 


486 


DPQGEAKGAAPAEGGGGPV*W 
NXGLQGPAGVPGRDGSPGANGl 
PGTPGIPGRDGFKGEKGFCI RF 
SFEES WTPNYKQCS WSSLN YG I 
DLGKIAECTFTKMRS 


23432 


53800 


A 


23567 


600 


888 


QYNGMCSPGPAGVPGRVEGSPG 
ANGIPGTPGIPGRDGFKGEKGE 
CLRESFEESWTPNYKQCSWSSL 
NYGIDLGKIAGRNCWHILAPVP 
NIVSLYFGS 


23433 


53801 


A 


23568 


91 


1170 


ISLHRRPGPTCSMESPASSQPAS 

MPQSKGKSKRKKDLR1SCMSKP 

PAPNPTPPRNLDSRTFITIGDRN 

FEVEADDLVTISELGRGAYGVV 

EKVRHAQSGTIMAVKRJRATV 

NSQEQKRLLMDLDINMRTVDC 

FYTVTF YG ALFREG DVWICME 

LMDTSLDKFYRKVLDKNMTIP 

EDILGE1AVS1VRALEHLHSKLS 

V1HRDVKPSNVL1>JICEGHVKM 

CDFGISGYLVDSVAKTINVAGCK 

VKHGHESLN\PDLNRKGCDVKS 

HVWSLGITMIEMAFLRJFPYESW 

GTPFQQLKQVVEHPSPQLPAGR 

FSPEFVDFTAOCLRKNPAERMS 

YLELMEHPFFTLHKTKETDIAVA 

FVKEILGEDS 


23434 


53802 


B 


23569 


111 


193 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
inUSSN 
09/540 217 


Nucleotide 
location of first 

f* rift An fifir n^nfiftp 

sequence 


Nucleotide location of last 
codon for last amino acid 

nf itfittlfif ccnupnfp 

Ul Vv|MIUt. 3CUUCUI.C 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
uxicui/iit \ |jus3iuic iiucicuuuc iiijcriioni 


23435 


53803 


A 


23570 


312 


696 


RP*SAHPEPGDCPSPPHPPRCGG 

VAQTAQVPDAPAPV*AG\QHSR 

SYMEDHLKNKNRLEKJEWEALC 

AYQAEP1MSSFVAQREENVPKN 

RSLAVLTSQPTRNQCLPFLQHG 

PGDICTPVSISSIVLCHRVT 


23436 


53804 


A 


23571 


1 


2974 


QAAGMGPPLPLLLLLLLLLPPR 

VLPAAPSSVPRGRQLPGRLGCL 

LEEGLCGASEACVNDGVFGRC 

QKVPAMDFYRYEVSPVALQRL 

RVALQKLSGTGFTWQDDYTQY 

VMDQELADLPKTYLRRPEASSP 

ARPSKHSVGSERRYSREGGAAL 

AN ALRRHLPFLEALSQAPASDV 

LARTHTAQDRPPAEGDDRFSES 

I LT Y V A HTS A LT YPPG PRTQLH 

EDLLPRTLGQLQPDELSPKVDS 

GVDRHHLMAALSAYAA 


23437 


53805 


A 


23572 


I 


3202 


ASRRLPRGHGLSAAGQAAGMG 

PPLPLLLLLLLLLPPRVLPAAPSS 

VPRGRQLPGRLGCLLEEGLCGA 

SEACVNDGVFGRCQKVPAMDF 

YRYEVSPVALQRLRVALQKLS 

GTGFTWQDDYTQYVMDQELA 

DLPKTYLRRPEASSPARPSKHS 

VGSERRYSREGGAALANALRR 

HLPFLEALSQAPASDVLARTHT 

AQDRPPAEGDDRFSESILTYVA 

HTSALTYPPGSRTQLREDLLPR 

TLGQLQPDELSPKVDSG 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23438 


53806 


A 


23573 


1 


1459 


MPLTSQDVDQKTAAWVPTNRD 

STVPSDPWDCKRRPWPLLVLRP 

LAPGTKAPPGGQNGRGRQKGS 

PCSRRLLLEPAGPLGPASVRCIR 

TTTPQLLIITTSLRFPSLEAAVGY 

GSNTCIFANACQMVFIM1TWPY 

LQCIPYSVLLKDLEMRNLRELE 

DLI I EAVYTDI1QGKLDQRNQLL 

EVDFCIGRDI RKKDINN I VKTLH 

EWCDGCEAVALLGIEQQVLRAN 

QYKEN HM R/TLQQQVEAEDV Yl 

LPQSGNDCRGLRFVSSLIGGVR 

CVHLKHKGDAVVWEAIEEGEA 

LPGKYRLKGGRSVWAAAVRA 

VCMDQVTN1KKTLKATASSSA 

QEMEQQLAERECPPHAEQRQP 

TKKMSKVKGLVSSSPLGPAGA 

AGTHQAWVRWGGDTKGPFPPL 

STCSEFQTCPSPHQRLPTLLVLF 

QKNCYSPSPTPSFPSCSLQTQGL 

HQCHPKTGSDTAQLPSRRFLSL 

CKGLVSLPVFLLLPRHFVRLVIK 


23439 


53807 


A 


23574 


2 


396 




23440 


53808 


A 


23575 


1 


1014 




23441 


53809 


A 


23576 


110 


212 




23442 


53810 


A 


23577 


1 


747 




23443 


53811 


A 


23578 


323 


495 


GRAGKWHTQPE*SLRKAM*MF 
OILMMKMIVALARATSGTEAV 
AGRSWASGLRRSGRV 


23444 


53812 


A 


23579 


26 


229 




23445 


53813 


A 


23580 


1 


574 




23446 


53814 


A 


23581 


889 


1189 




23447 


53815 


A 


23582 


170 


625 


GAAVALVRPNGGTAASHVVCR 

EM RPLRP LQSRRCS RRRTG I SN 

MRALENDFFNSPPRKTVRFGGT 

VTEVLLKYKKGETNDFELLKN 

QLLDPDIKDD\QIFNW\LLEFRSS 

VMYLTK\DFE\QLISI1LRLP\WL 

NRSQ\TVVEEYLAFLGNLVSA 


23448 


53816 


A 


23583 


166 


455 


RWKPSGTWPRNPM ERPGH* ES 
VPKPGD*AKKSGGET\RGRKEG 
N EH RETFSQI PDCHLN KKSQTG 
VKPCKCSVCGKVFLRHSFLDRH 
MRAHAGHKRS 


23449 


53817 


A 


23584 


3 


3706 





3096 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 

fli^l aI i An \ •—. tr\ r\ c u • t% t n ti^l^A t iff » ItiCA t*riAn\ 

ucicuun* i puj> uic uucicuiiuc inscriionj 


23450 


53818 


A 


23585 


1 


1970 


MVTDRKAAAGTHGEARPCWG 

SGSRVHTYRGAGERAMRVHRP 

MPREDSERVREADGGKHEQRS 

FGDLHPTAAPAPAASGCGTQPG 

RVKQPGEWQHREAPQQRQPPV 

RPHGSHQLVTVRYERRPGGKE 

RA RL RPG LGCPSGRTPQG RA PQ 

GTALPTAAAAAIFPSAALTSGQ 

RNASLPKFYFRGGTWGTSQSEA 

LCGKLSNQFLGEPLVPRIRLILS 

CGTCSGCSSPRKDPGHPEAGNG 

PSRDFFQLPSEERDSVAFEDVA 

VNFTQEEWALLSPSQICNLYRD 

VTLETFRNLASVGIQWKDQDIE 

NLYQNLGIKLRSLVERLCGRKE 

GNEHRETFSQIPDCHLNKKSQT 

GVKPCKCSVCGKVFLRHSFLDR 

HMRAHAGHKRSECGGEWRETP 

RKQKQHGKASISPSSGARRTVT 

PTSMRPYE\TKVCGKA\FIS\PIYF 

QIHQRTPTEKRSYKCREIVRAFT 

VSSFFRKHGKMHTGEKRYECK 

YCG KPI D Y PSLFQI H V RTHTG E 

KPYKCKQFGKAFISAGYLRTHE 

IRSHALEKSHQCQECGKJtLS\CS 

SSLHRHERTHSGGKLYECQKC 

AKVFRCPTSLQAHERAHTGERP 

YECNKCGKTFNYPSCFRRHKKT 

HSGEKPYECTRCGKAFGWCSSL 

RRHEMTHTGEKPFDCKQWVKS 


23451 


53819 


A 


23586 


86 


390 


LGSGDLPWEINPLSSCSLLREKD 

PPTTSGPQTMSPRNISPISNPELA 

THAGNLATGPRNARSPGFLLSR 

VPSVWDPTENRTVQLTWQPLP 

ELLELWPKVL 


23452 


53820 


A 


23587 


1 


502 


MLLTQSLFGGLFTRTHMKFGA 

VTQIRGPPLGDKSPVLLLFALER 

QRRHVLSM DPKLRC WSRTG KA 

AFPWCLIIAEMPDYSPTFQRCQ 

TTQGRLPWSFTLSSKSRFSGEG 

ARACYKCQKSDHQAKECPQPG 

IPPKPCPICAGPMGNRTVQLTV/ 

QPLPEPLELWPKAL 


23453 


53821 


B 


23588 


1 


663. 




23454 


53822 


A 


23589 


233 


496 




23455 


53823 


A 


23590 


2 


378 


ERQRRHVLSMDPKLRCWSRTG 

KAAFPWCLIIAEMPDYSPTFQR 

CQTTQGRLPWSFTLSSKSRFSG 

EGARACYKCQKSDHQAKECPQ 

PGIPPKPCPICAGP\TGNRTVQLT 

WQPLPEPLELWPKAL 



3097 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


23456 


53824 


A 


23591 


3 


452 


VRPRRDACLGPSPLAASPAFLG 

KGQVPQPLISLCPDPLFPHPNL1S 

LRPNPLCPHPDLVSLCPDPFPAF 

LEAHKNFQTPEPQQPGIPPEPPP 

PGACYKC/HEI*PPGQGMPAAQ 

DSS*AMS/LSVRDPTGNQTVQL 

TWQPLPEPLELWPKAL 


23457 


53825 


A 


23592 


1352 


1540 




23458 

" r, H>Ti '(-\ 


53826 


A 


23593 


177 

. • 


383 


EAMEPWKGVPLGRVNTEQIAP 
FSEAEGPREIH*GSRKVRKAAQ 
GLNEGPRELFWQPLPEPLELWP 
KAL 


23459 


53827 


A 


23594 


1478 


1744 




23460 


53828 


A 


23595 


23 


178 


SCLEVCDEQGPEKYTRQRALRG 
VSS VTEDTLN ICRLC WQPLPEPL 
ELWPKAL 


23461 


53829 


A 


23596 


1 


282 




23462 


53830 


A 


23597 


34 


241 


SGDLPWEINPPSSCSLLREKDPP 
MTSGPQmSPRNISPISNPDPTG 
NRTVQLTWQPLPEPLELLPKAL 


23463 


53831 


A 


23598 


121 


286 


AASFYSSPTSLTFPQPLSPFNLGV 
TLQSLPSLNFNSF\LFWQPLPEPL 
ELWPKAL 


23464 


53832 


A 


23599 


144 


488 


GYEIWCRDSDQGTFPWEINPPS 

SCSLLREKDPP7TSGPQT\TRPR 

NISPISNLVSGLFLLSSPPSLTIPQ 

PLSPFNLGATLQSLPSLNFNSFH 

FLVETKETRF1RGAKIPAPVTD 


23465 


53833 


A 


23600 


471 


677 




23466 


53834 


B 


23601 


67 


555 




23467 


53835 


A 


23602 


1 


1440 




23468 


53836 


A 


23603 


860 


1209 


1PGNCRDSSGVGIKERETNAGS 

QHMH/IKNSSVHGYPRLCVEDE 

DAYKKQFSQYIKNSVTPDMME 

EMYKKAHAAVPENPVYEKKPK 

KEVKKKRWNRSKMSLAQKKD 

W V AQK KASFLR A 



3098 



WO 01/075067 PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 

ng/cjft -917 


Nucleotide 
location of first 

couun lor pepuue 
sequence 


Nucleotide location or last 
codon for last amino acid 


Amino acid sequence ( X=tlnknown t 
*=Stop codon, /^possible nucleotide 

rfplftifkfi \=nftccihlf* niirtpAtiri^ incprfirtn) 


23469 


53837 


A 


23604 


1 


966 


MG F V KVVKNKAYFK R YQV KF 

RRRREGKTDYYARKRLVIQDK 

NK YNTPKYRM 1 VRVTNRDM ICQ 

IANA\RIEG\DMIVCAP\YAHELP 

KIWV*RVGLTNYAAA\YCTGLL 

AGPAGFFHRFGMDQIYE\GQV\E 

LTGDEYNVES1DGQPGCLHPAY 

WDARPLPRTYPLAIKVFGCP*R 

GA\VDGGLVLFP\HSTKTIPPGY 

DS\ESK\EFNAES/IHRKPHPWAQ 

NVARLHAPTLNIEEDEDA/YTK 

KQFSQYIKNSVTPDMMEEMV/Y 

RKAHAAIRENP\VYEKKPKKEV\ 

KRKRWNRPKMSLAQKJCDRVA 

PKKASFLQSSRSGLLESLTPA1FP 


23470 


53838 


A 


23605 


1 


644 


ANSSPVNPVVFFDVSIGGQEVG 

RMKIELFADVVPKTAENFRQFC 

TGEF/RVSFRCV*LLCLLQRGVL 

GLQ*GYR*TTCWP*MIAGDSDR 

RKDGVP1GYKG\STFH\RV1KDF 

MIQGGDFVNGDGTGVASIYRG 

PFADENFKLRHSAPGLLSMANS 

GPSTNGCQFFITCSKCDWLDGK 

HVVFGKIIDGLLVMRKIENVPT 

GPNNKPKJLPVVISQCGEM 


23471 


53839 


A 


23606 


638 


1391 


CPAYKGAHGIQCVYCTLPPPLL 

QTTRRVRRNPTLPTSASGSEPW 

RLANSSPVNPVVFFDVSIGGQE 

VGRMKIELFADVVPNTAENFR 

QFCTGEFRKDGVPIGYKGSTFH 

RVIKDFMIQGGDFVNGDGTGV 

AS1YRGPFADENFKLRHSAPGL 

LS MLT WPG KLTAG 1 FG FHQ AN S 

GPSTNGCQFFITCSKCDWLDGK 

HVVFGKIIDGLLVMRKIE\GMPC 

IFQPTWTHFLPVITTACSALGSM 

LAAERGTKN 


23472 


53840 


A 


23607 


2 


591 


ARAEFGTSRVGAMAVANSSPV 

NPWVFFDVSIGGQEVGRMKIEL 

FADVVPKTAENFRQFCTGEFRK 

DGVPIGYKGSTF\HRVIKGF\MI\ 

QGGDFV\NGDGTGSRPVFTRGP 

ILQMKIFKL\RHSAP\GLLSMAN 

SGP\STNGC\QFFITC\SKCDW/V 

WDGKHVVFGKUIDGLLVMRKI 

E\NVPTGPNNKP\KLPVVISQCG 


23473 


53841 


A 


23608 


6 


424 





3099 



WO 01/075067 



PCT/USO 1/08631 



SKQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \~possible nucleotide insertion) 


23474 


53842 


A 


23609 


3 


470 


DAWVSGRJLTELPSSCFFPPIFRQ 
LLPVMPEPSKSAPAPKKGSKKA 
VTICAQKKDGKKRKRSRKESYS 
VYVYKVLKQVH\PDTGISSKAM 
G IMNSR VN Dl FE\RI AG E ASRL A 
HYNKRSTITSRE1QTAVRJLLLPG 
\ELCKHAV\SEGTNAWTKYTSS 


23475 


53843 


A 


23610 


93 


421 




23476 


53844 


A 


23611 


2 


1173 


DHAAPRRRSRASVATVTRAGR 

CPTMSVRVARVAWVRGLGASY 

RRGASSFPVPPPGAQXjVAELliR 

DATGAEEEAPWAATERRMPGQ 

CSVLLFPGQGSQVVGMGRGLL 

NYPRVRELYAAARRVLGYDLL 

ELSLHGPQETLDRTSQVQSPGT 

GIPRRVRAHVLHLSPQVIENC/V 

VS/AGLAFSPSFCALIFPNALL/F 

WPGLYAVKIRAEAMQEASEAV 

PSGMLSVLGQPQSKFNFACLEA 

REHCKSLGPVNGQICKGGFLGH 

CSAETSFLPQALRFLQKNSSKF 

HFRRTRMLPVSGAFHTRLMEP 

AVEPLTQALKAVDIKKPLVSVY 

SNVHAHRYRHPGHIHKLLAQQ 

LVSPVKWEQTMHAIYERJCKGR 

GFPQTFEVGPGRQLGAILKSCN 


23477 


53845 


A 


23612 


187 


425 




23478 


53846 


A 


23613 


1 


1258 


MKAYLLLGAAPPLPWFPGQAV 

FRPCPPPAGLWRTAQLVELEHG 

PVPREDLIPCSRPFSISFLGPERV 

DGLAFPRIQALGIAAARGMEPK 

GAPGKSDSGNSRSAGGRVLGC 

QGAALEVECSAGRGGPVRLAV 

GCVLLRAPERGWRRGEGAARG 

IPAGRSSESLGALSPQVGVRSDI 

GINGNIWHPGVQTDFSSLKRSQ 

GLYAVKIRAEAMQEASEAVPS 

GMLSVLGQPQSKFNFACLEARE 

HCKSLGIENPVCEVSNYLFPDC 

RVISGHQEALRFLQKNSSKFHF 

RRTRMLPVSGAFHTRLMEPAV\ 

EPLTQALKAVDIKKPLVSVYSN 

VHAHRIQGIPGHIHKLL\AQQLV 

SPVKWEQTMHA1YERKKGRGF 

PQTFEVGPGRQLGAILKSCNMQ 

AWKSYSAVDVLQTLEHVDLDP 



3100 



WO 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SF.Q ID NO: 
inUSSN 

UV/>4U,Z 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


23479 


53847 


A 


23614 


2 


1050 


GRCPTMSVRVARVAWVRGLG 

ASYRRGASSFPVPPPGAQGVAE 

LLRD ATG A EEE A P W A ATE RRM 

PGQCSVLLFPGQGSQVVGMGR 

GLLNYPRVRELYAAARRVLGY 

DLLELSLHGPQETLDRTVHCQP 

AIFVASLAAVEKLHHLQPSVIE 

NCVAAAGFSVGEFAALVFAGA 

MEFAEGVLRFLQKNSSKFHFRR 

TVRMLPVSGAFHTRLMEPAVEP 

LERKLLKAVDIKKPLVSVYSQR 

PTRJRLQAFPGNIQQSCLAQQLG 

LPK*KWEQ\TMHAIYERKKG/R 

RGFPQTFEVGP\GRQLG\AILKS 

CNMQAWKSYSVAVDVLQTLEH 

VNDLDPQEPPKMTGRGLKCNDP 

LCPPEERL 


23480 


53848 


A 


23615 


600 


905 


QAPASGSPWLSGGPQQVEDAG 
AGYGFAPGQPPPPPRTQPRSAC 
SRRA AG/TPVPRAPPA PSAG\PK 
ARA PRSLGCGSLG RFSTG V RPD 
KCIFPPETENAAGCF 


23481 


53849 


A 


23616 


390 


722 


QAPASGSPWLSGGPQQVEDAG 

AGYGFAPGQPPPPPRTQPRSAC 

SRRAAG/TPVPRAPPAPSAG\PR 

AAAPRSLGCGSLGRFSTGVRPD 

KC1FPPETEMSYLLFRNTVSRCR 

C 


23482 


53850 


A 


23617 


1 


673 


MGQVKGHKLCLDFTLLSPDGG 

AAEGRCLELGWQAKEVEETIE 

GMLLRLEEFCSLADLIRSDTSQI 

LEEN 1 PVLKA\KLTK\MRGI YAK 

VDRJKAFVKMVGHHVAFLEAN 

VLQAERDHGAFPQALRRWLGS 

AGLPSFRNDPTAPLRQVFEASP 

DPRLARTVTIQTQQPVRVSGPL 

SGQRKEKSLQKGAQVFQTNVP 

ETLL EG A AI SPA P ACGGPLTSGD 

GFRHVRK 


23483 


53851 


A 


23618 


1 


651 




23484 


53852 


A 


23619 


195 


497 


DQFLENTKKCDGLNQLSFDPA 

NNNKPLEFGRARGPLVTEGLIE 

NGGESSKKRRRTNSSSADNSRT 

LNVDSTAMTLPMSDPTAWATA 

MXNNFGMAPVRJVGH 



3101 



WO 01/075067 PCT/USOt/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=pos.sible nucleotide insertion) 


23485 


53853 


A 


23620 


241 


1823 


NDDRAKFTVEDHTMQRDFRW 

LWVYEIGYAADNSRTLNVDST 

AMTLPMSDPTAWATAMNNLG 

MAPLG1AGQPILPDFDPALGMM 

TGIPPITPMMPGLGIVPPPIPPDM 

PVVKEI IHCKSCTLFPPNPNLPPP 

ATRERPPGCKTVFVGGLPENGT 

EQIIVEVFEQCGEIIAIRKSKKNF 

CHIRFAEEYMVDKALYLSGNR 

ELKXFLNKEDNYFRKINLTALY 

KTVllEERCEKRRGGYRIRLGSS 

TDKKDTGRLHVDFAQARDDLY 

EWECKQRMLAREERHRRRMEE 

ERLRPPSPPPVVH YSDHECSI VA 

EKLKDDSKFSEA VQTLLTW1 ER 

GEVNRRSANNFYSMIQSANSH 

VRRLVNEKAAHEKDMEEAKEK 

FKQALSG1LIQFEQIVAVYHSAS 

KQKAWDHFTKAQRKNISVWC 

KQAEE1RNIHNDE\LMGIRREEE 

MEMSDDEIEEMTETKETEESEL 

KKLEGIVDGSVEVSAEALRKLL 

N E YERQ VKEEQK. VG YRI WGTI 

HNKGEGK.KEEFAEELEKSSSER 


23486 


53854 


A 


23621 


996 


1512 


RPVHLASPAKEQQGTRKGRRA 

PARLPVPTTGRGLEKGPESQAP 

PSFRQATGRFSRSGSSGGPTPSK 

NSRDCSHTPQLPTPRGNPYVFPS 

PGHPEPSRPVEMPAPG\EPRTRQ 

LCRERTRKACPPKPRPPLGLPG 

DPTGPVTHHAPPVSPTGASGQE 

RRAEPGAVSYAHASATK 


23487 


53855 


A 


23622 


293 


1140 


PRGILHQDKNLVV1NK\PYGLPV 

HGWPWGXQLCITDVLPILAKML 

HGHKA EPLHLCH RLDKETTG V 

MVLAWDKDMAHQVQELFRTR 

QVVKKYWAITVHVPMPSAGVV 

DIPIVEKEAQGQQQHHK.MTLSP 

SYRMDDGKMVKVRRSRNAQV 

AVTQYQVLSSTLSSALVELQP1T 

GIKHQLRVHLSFGLDCPILGDH 

KYSDWNRLAPQKLSVGTLKKL 

GLEQSKARYIPLHLHARQLILPA 

LGSGKEELNLVCKLPRFFVHSL 

HRLRLEMPNEDQNENNEAKCL 



3102 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23488 


53856 


A 


23623 


1 


1328 


MAVDLGSHTPGSSGVTAATFR 

GRRLVNTREESVVLGAGGEVL 

SGVPGTWDALGPGASFGIKGM 

FPKGTVIMSTSPMCEGPVPRRK 

PCASSVGQQNSRSRKKAGRKTP 

TLAGRHVPVKIKKEAIQQKPLP 

ASSFSPALTRSGAIFGPCPALTS 

APVLEYPLQK.VVENEAFKVFN 

NRDEESKRQKQAEFRM LTSAIR 

GPAGPRGHSSTRKPPSTMPPPPGA 

CFKCGNEGHRSRQOPNRGTTSQ 

EAELIALTRALTLAAGQQINIYS 

NSHYVFHIVHSHSSIWKERGILT 

AKNTPAINGSLINKLLKAARLP 

QK V A 1 IHCRGHQTPDN PI L AGN 

VLADQVAKQVALQPVQGQFLS 

LSLFSPLYSSEEKEDFRAQNLQ 

KQGPW/LQSQGARLLVPAACAS 

KVAEAGRKPAGRHVPLKIQKE 

AIWSSPFSVPMATRAAASTSPT 


23489 


53857 


A 


23624 


475 


622 


1 HSKVLFSASSSSC*NTNNSWFR 
ASIKKNPEKQNKNMQSAIPQHG 
LWKI 


23490 


53858 


A 


23625 


17 


992 


GRGEVLRGRGRGQLDAVLSRE 

HCGGSRQSEQPWSRRSSSSSSR 

RRLRSAAEPAMALSMPLNGLK 

EEDKEPLIELFVKAGSDGESIGN 

CPFSQGVLFM ILWLKG VWFSVT 

TVALKRKPADCQN LVPGTPPP\ 

LILFSSEVKTDVNKIEEFSEEVLA 

CPPKY LKLSPK\H PRSNTAGMDI 

FA\KFSAY\1KNSRPEANEALER 

GLLKTLQKLDEY\LNS\PLP\DEI 

DENSMEDIKFSTRKFLDGNEMT 

LADCNLLPKLHIVKVVAKKYR 

NFDIPKEMTGIWRYLTNAYSRD 

EFTNTCPSDKEVEIVAYSDVAKR 

LHQVKSRLLKEVSFMSSP 



3103 



WO 01/075(167 PCT/US01/08631 



SCO ID 


SKQ ID NO: 


Met 


SKQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


*=Slop codon, /^possible nucleotide 




sequence 




09/540,217 


codon Tor peptide 
sequence 


of peptide sequence 


deletion, \-possible nucleotide insertion) 


23491 


53859 


A 


23626 


1 


1128 


MALASGEGLPVALSHGRRGNG 

QERVPYLKLRDTCAYRVAWRC 

NRLARAKVKRTSYRSGYGNGF 

EPGVEPDCVVLLALGVENDLV 

RJSSKAEKYSLYEFSFPLRVSRE 

CEEECRKEPWFNPGQKPSVLIT 

SGQILGQEEQKTLLFPGLLSLVF 

QFNVE1MSDLRCLSLAENLE1SAL 

LSLSCSSVIRLILrNLEVTISPPITl 

LKHAPPLTSLEASSSSSGIEKK1H 








■:•-•<.; 




; - - ; 


NNFRQGPFPSSATRSTFLMNHt 

SFDSYVVVSNIVPRLNLYPQVL 

DVLQSLHKIHQLASNAKWTIQG 

PAKPDLGLELGLHRYPDWEKE 

ERKKKRKRSVSPEKSITTHNKP 

TSSGIFY/RPRRCGCDLGRPPAP 

GPHPSSPPHSPPQPSRCPPV 


23492 


53860 


A 


23627 




453 


SLGKDIRPRSARAACKGVGLWS 

GCFGKMAGSGVRQVTSTASTF 

VKP1FSRDMNEAKRRVRELYRA 

WYREVPNTGER*RLVRPAVLK 

HSYVANRSF 


23493 


53861 


A 


23628 


3 


695 


PYASRRKFRVDPRVRAWSGCF 

DKMAGSGVRQATSYTASTFVKA 

HFSVGDMNEVAKREGARVLTAP 

WYR\E V PNT\ V R VHQFQLDIXTV 

KMGRDKVREMFMKNAHVYTDP 

RVVDL\LV1KGKAI£\LEETIKVL 

KQ\RTHVMRFFH\ETEAPRPKDF 

LSKRYVXGHDPLKSFSGKDAR 

WILFLGAQIKLTIQWSLCDRJPL 

MNQFSAASFCLSKWGPWVLHI 

TCSFPFSWKCGVCCKLD 


23494 


53862 


A 


23629 


82 


441 


SLPIN P VPT ACTLQP AG LLRPPG 

SDVRTPMLPPSAPSQPSYPTSRP 

PLWPTWPAGPVFRRSQPLAQPN 

LPRSYHQQAPGGQTPVALGLE\ 

CPKATNQPFGTLQRDPKSPAKV 

PPFEEFSL 


23495 


53863 


A 


23630 


3 


504 


DRSSSSTMSTGGDFGNPLRKFK 

LVFLGEQSVGKTSLITRFMYDS 

FDNTYQAT1GIDFLSKTMYLED 

R/TNVNSFQQTTKW1DDVRTER 

GSDVIIMLVGNKTDLADKRQVS 

I E EG ERKA KELN VM Fl ETS/ A KA 

GYNVKQLFRRVAAALPGIMPS 

VLFQIIPSQALTRYLC 



3104 
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SCO ID 

NO: 


SCQIDNO: 
of peptide 


Met 
hod 


SCQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codOD for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=Slop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


23496 


53864 


A 


23631 


416 


1239 


GGGRSSSSTMSTGGDFGNPLRK 

FK.L V FLGEQSS\G K.TS LITRFM Y 

DSFDNTYQATI G IDFLSKTM Y L 

EDRTIRLQLWDTAGQERFRSLIP 

SYIVRDSAAAVVVYDITNVNSFQ 

ANYKSGIDDVRTERG\SDVI\IM 

LVGNKTDLADKRQVS1EEGERK 

AK\ELNVMLMETSAKAG\YNVK 

QLLSTCKQPALPGMESTQDRSR 

EDMIDIKLEKPQE\QPVSEGGLF 

LTNLPCHLQPFFQKLTGFWPPY 

SFIDCSVNIGLMPFPFSNNVLRFI 

IAACPAWR 


23497 


53865 


A 


23632 


1 


493 


PKPATAPPPPSL/RARFLCPQRRP 
ERAR/PRARGASPRPEKTAGAR 
KRRRGSCERPH PGG/RPP A PG* I 
SSRPTLGFFWILNFFFLKKLGRJ 
KDVPWQDSTKEHLS VCRG LRG 
TWSVPSASDPLHPAWRRTCFRV 
PPTTGAREWWLHLPPPALQRPP 
DSRQCHRJPVC 


23498 


53866 


A 


23633 


1 


560 


M ESI WAG L WTAQDTT VL ADDF 

EFILWTLKRRPERAR/PRARGAS 

PRPEKTAGARKRRRGSCERPHP 

GGLRRLPGARDQRAPPRSDAG 

RSPGRLRRLPALLCAGPLSPGRE 

PRRWEPRAGVARPAGQQWGFF 

WPGNQQGASICSLILWFLLECG 

SRSTGGPCSGTELGHFSRERPTV 

LLSRLGTVKRP 


23499 


53867 


A 


23634 


32 


327 


LTQRLFGGLFTRTHMKFGALTR 

IG\DLPWE\INPLSS\CSLLPEKDP 

PMTSGPQTDQPKEHLTNFKSAA 

RRSSRTSSHRNLLHVLEIWQLD 

QGMPAARDF 


23500 


53868 


A 


23635 


2 


424 


LTPFSDSAHLHPGEINSPVAHTK 

PVGGLFTRMRVTFGAKTQDRS 

TP\QETSPLSSPS\PVTSGPQTNQ 

PKEHLTNFKLGKQSFHSSHASL 

ATLQSSSLATLQSPCPSNSNSFS 

SL VETRRRPG A V ARLQSQLSG R 

LRGGRJA 


23501 


53869 


A 


23636 


31 


246 


TALLLTQSLFGGLFTRTHMKFG 
AVTRIGXDLPWGINPLSSCSLLR 
EKDPLTISGPQTHQPKEHLTNF 
KSGPH 



3105 



WO 01/075067 PCT/US01/08631 



SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
.sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknotvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23502 


53870 


A 


23637 


125 


464 


TAVFLTQSLFGGLFTRTRMKFG 

TMTRJ/RGDLPWEINPLSSCSLL 

HEKDPPTTSGPQTNQPK.KHLTN 

FKSRKVERTKGLLKTHLTKLSH 

QLKKAWTILLPLSLLRIQACPR 

NAT 


23503 


53871 


A 


23638 


1064 


1304 


TA M LLTQSLFGGLFTQMCM KF 
GAVTRIGXDLPWEINPLSSCSLL 
HEKDPPTTSGPQTDRPKEHLIMF 
KSGACYTCRKSGH . ! 


23504 -'■ 


53872 r " ' 


A ' 


23639' 


539 


747 - 


TAML'LTQSLFGGLLTRTRMKF 
GALTRIG\DLPWEINPLSSCSLL 
HEKDPHTPSRK1HIRPQGNHESQ 
KGL 


23505 


53873 


A 


23640 


709 


950 


TALLLTQSLFGGLFTRTHMKFG 
AVTOIG\DLPWENOSPVLLCSLL 
REKDPPTTSGPQTDQPKEHLTN 
FKSGKWSFHSSPAF 


23506 


53874 


A 


23641 


1 


1257 


MGKKVLGIASQLLGAVRCEPD 

GRRVLPEDWPECLSLVTHGTW 

FTRQGDKNIQMADNSFSDGVPS 

DFVEAAKNASKTEKLTDQVMQ 

N PG VLA A LQERL DN APHTPSS Y 

IETLPKAVKRR1NALKQIQVRC 

AHIEAKFYEEVHDLERKYAAL 

YQPLFDERREFITGDVEPTSDM 

ESEWHRENEEEEKLAGDRKNK 

VVITEKAAATAEEPNPKGIPEF 

WFTIFRNVDMLSELVQEYDEPI 

LKYLQDIKFHFQPNDCFANSVL 

TKTCKMKSEPDKADPFSFAGPE 

IMDCDGCTIDWKKGKNVTVKT 

IKKKQKRKGPGTVRTITKQVSN 

ESFFNFFNPLKASGDGESLDKD 

SEF/ASDFEIGHFFRER\POAVLY 

FAG EALKDDDNFDEGEEEEDEL 

EGDEEGEDEDEVE1NPNKEPSQ 


23507 


53875 


A 


23642 


132 


1277 




23508 


53876 


A 


23643 


1 


515 


RVRHRSVSVGSTHASAHAYGE 
GS LRII PVTRSPL VTMN H 1 VQTF 
SPVNSGQP\PNYEMLKEEQEVA 
MLGAPKNPAPPTSTWIHMRSET 
SV\PDHVV\WSLFNT\LFMNTCC 
LGFIAFAYSWKSRDRKMVGDV 
TGAQAYASTAKCLNIWALILGI 
FMTIXLLII 1 P VL V VQAQR 



3106 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

5ci|iJC litre 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 

of n^nttrfo CAmt^nrf 


Amino acid sequence ( X=l)nknown f 
*=Stop codon, /-possible nucleotide 

flHpttnn \=nft<t<iihle nnrlffttiffo inc^rtinn^ 


23509 


53877 


A 


23644 


243 


643 


NHTVQT\FFSPVNSGQPPQRMR 

CIKEEHEVAVAGGXPKNPAPPTS 

T\VIHIRSETSVP\DHVVWSRVQ 

TPSSMNPC\C\LGFIAIRLTP*SLR 

DRK M VG D VT\G AQ A\ Y AST\A K 

CLNMWAHDSGASVMTILL1VIPS 


23510 


53878 


A 


23645 


3 


1498 


RCNFLRSSRIRVHPTPAASTMPP 

KFDPNEIKVVYL\RCTGGEVGA 

TS A LA PKJGPLG LSPKK VGDDI A 

KAMGDWKGLRITVKLTIQNRQ 

AQ1EVVPSASAM 1 1 KALKEPPRD 

RKKQKNIKHSGNITFDENGNIC 

STDM R/HRSLSRELSGTTKEl LG 

TAQSVGCNVDGRHPHDIIDDIN 

SENDKQPRKSKMRTSFSPQIPG 

HEHFHYLLLLQHVHCQLALTL 

RARKEGSSTHHQKLSTYYFKEG 

NSKEPKKIQRCRNTELRKEEGG 

GGSGKAPGSEIKLESPACSGASL 

GEMTAWTMGARGLDKRGSFF 

KGPLPNTCGHFWEMVWEQKSR 

GVVMLNRVMEKGSVVEFVTEL 

FFYVALPKMFPVHYIVILLASKL 

EEVTFNFPPPPDLCTPFLQNYLR 

VAFQEVNSGCTGKTLLVRPYIT 

TEDVCQICVEKFKVGDPEEYSL 

FLFVDETWQQLAEDTYPQKIKA 

ELHSRPQPHIFHFVYKRIKNDPY 

GIIFQNGEEDLTTS 


23511 


53879 


A 


23646 


361 


918 


GCTGSRGTVPLSALGPQRJGPP 

GSCLQIKSWVNDICQRQPG\DW 

KGP*GFTVKLTHSRTGQAPDCT 

RVP/VLPSCP*FIQSPSREPPKRPE 

KKPEKTFKHQLGIFTFLNEICST 

LLRQMRXHRSLSPEKLSWNPT* 

RDSWGIAQFSGAVNVDG\RH\P 

HDIMDDIQQWVLWKCPRQLST 

KENIFNKGII 


23512 


53880 


A 


23647 


1 


642 





3107 
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SEQIU 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23513 


53881 


A 


23648 


894 


2438 


VETKRIQPQPPDEDGDHSDKED 

EQPQVVVLKKGDLSVEEVMK1 

KAEIKAAKADEEPTPADGRJIYX 

RKPV\KHPSDEKYSGLTASSKK 

KKPNEDEVYQDSVKKNSQKLJI 

NSSLLSFDMEDENDTEKSMENL 

TGKIRKLQLRJVDPTFLPKLSNK 

GKDPVAVARLETGKGNKGAFR 

VLRD1SRWATLCTSPQHSSSEA 

KNIIPYQATQFQNEVHKWYKK 

KGG iJKJ S K RKA LF F LTCjDI QfeK 

LQKLALGPNTPTPDILKIASLVF 

YNQDQEEKERAQQNERQKEKL 

YWLSYKSASPFQVALRILSQET 

THKDELPTDLPNNPEVQAPGIP 

GNT1MAMPVAIQLKDPSSYPCR 

I1KVPEIASWIHRTQVKLWKSPE 

TSELEPTPSVIEYTREALEDLKF 

LFK.QKDNSSAKTPGRAYAASPR 

DWTSIEAELHIFYQWDPNLKG 

MFKPASLLAKVKQDFPDIHKES 

PIFRAIFSNITI MGIAPirVTOKTI 

KKRTRQHHTTPKSNLREQASQ 

GSLNWEGN 


23514 


53882 


A 


23649 


200 


1727 


RTATSLDSVLYKSDYMTWKYR 

VSFFYILSCRLLKK/QCTDNEHV 

YMELSrCKLYKYCPKEWKKEAS 

KVRQYEVTWVVSKRGKDYILK 

HIPNMHKDQFALTASEAHLKYI 

KEAVRLDDVAVHYYRLYKDK 

REIEASLTLGLTMRGIQ1FQNLD 

EEKQLL YDFP WTN VG KLVFVG 

KKFEILPDGLPSARKLIYYTGCP 

MRSRHLLQLLSNSHRLYMNLQ 

P VLRH I RKLEEN EEKXQ YRES YI 

SDNLDLDMDQLEKRSRASGSS 

AGSMKHKRLSRHSTASHSSSHT 

SGIEADTKPRDTGPEDSYSSSAI 

HRKLKTCSSMTSHGSSHTSGVE 

SGGKDRLEEDLQDDEIEMLVD 

DPRDLEQMNEESLEVSPDMCIY 

ITEDMLMSRKLNGHSGLIVKEI 

GSSTSSSSETVVKLRGQSTDSLP 

QTICRKPKTSTDRHSLSLDDIRL 

YOKDFLRJAGLCODTAOSYTFG 

CGHELDEEGLYCNSCLAQQCIN 

IQDAFPVKRTSKYFSLDLTHDE 


23515 


53883 


A 


23650 


182 


423 


RLSIMASSLNEDPEGSR1TYVKG 
DLFACPICRDSLAHCISEDCRM 
GAGIAVLFKKKFGGVQELLNQ 
HYKEKGLRTSQLYG 



3108 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possibte nucleotide insertion) 


23516 


53884 


A 


23651 


I 


249 




23517 


53885 


A 


23652 


435 


494 




23518 


53886 


A 


23653 


163 


578 


RVTWLKKHLNSGNSDSVCMAS 

SLNEDPEGSRiTYVKGSXLFEGP 

KTDF L A PC 1 S EDC RM G A G I TV V L 

FKKKF\GGVQELLNQQKKS\GE 

V\AVLKRRWGRLYIFTWITKRK 

RAFAQSPLYENLTEEFRGQLKS 

HLSEEWSH 


23519 


53887 


A 


23654 


1 


2238 




23520 


53888 * • 


A 


23655* 


26 


1941 


RDAGTKWQRLGHLSCHCRKQA 

AREI1NMHFQAFWLCLGLLFIS! 

NAEFMDDDVETEDFEENSEE1D 

VNESELSSEIIYKTPQPIGEVYFA 

ETFDSGRLAGWVLSKAKAKVD 

MDEEISIYDGRWEIEELKENQV 

PGDRGLVLKSRAKHHAISAVLA 

KPFIFADKPLI VQY E VNFQDG 1 D 

CGGAYIKLLADTDDLILENFYD 

KTSY1IMFGPDKCGEDYKLHFIF 

RHKHPKTGVFEEKHAKPPDVD 

LKKFFTDRKTHLYTLVMNPDD 

TFEVLVDQTVVNKGSLLEDVV 

PPIKPPKEIEDPNDKKPEEWDER 

AKJPDPSAVKPEDWDESEPAQ1 

EDSSVVKPAGWLDDEPKFIPDP 

NAEKPDDWNEDTDGEWEA\PQ 

ILNPACRJGCGEWKPPMIDNPK 

YKGVWIPPLVDNPNYQGIWSPR 

KIPNPDYFEDDH\PILLTSFSALG 

LELWSMTSDIYFDNF1ICSEKEV 

ADH WA ADG WRWKl MI AN AN 1C 

PGVLKQLMAAAEGHPWLWLIY 

LVTAGVPIALITSFCWPTKVKD\ 

RHSDLEY1IPDICIPQTKGVLEQE 

E K VEK A A LEKPM DLEEE KKQ\N 

DGEMLEKEEESEPEEKSEEEIEII 

EGQEESNQSNKSGSEDEMKEA 

DESTGSGDGPIK.SLRKRRVRKD 


23521 


53889 


A 


23656 


297 


398 




23522 


53890 


A 


23657 


286 


430 


TAGARCSSRTSSPGSCFNCQKS 
G H W A R\N A RSPG FLLS R VPS VN 
WIHI 


23523 


53891 


A 


23658 


405 


524 


ARMSVACLPGLFFICLRGDFKQ 
NLTAYCWKCYQL*RSLGTHS 


23524 


53892 


A 


23659 


I 


657 




23525 


53893 


A 


23660 


22 


334 


ALKHFCLCSLIFSVTTMICFLAV 

LVLLGVSIFLVSAQNPVTTAAPA 

DTVSSLLVLLMMKPLDAETTA 

AATTATTAAPTTATTAASTTAR 

KDIPVLPKWVGDLPNR 



WO 01/075067 



PCT/USO 1/08631 



SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


23526 


53894 


A 


23661 


i 


270 




23527 


53895 


A 


23662 


l 


284 




23528 


53896 


A 


23663 


ID 


281 




23529 


53897 


A 


23664 


229 


363 




23530 


53898 


A 


23665 


250 


586 


PVRHGAFFQDKSSDKKVQTKG 

KRGAKGKQA\EVAN\QETKEDL 

PAENGETKTEESPVASDEAGEICE 

CQCLfNNHIPCLISGPCLPSCTIQ 

RMIFINYFVNASFLVALETFLKK 


23531 


53899 


A 


23666 


*» 


478, _ 


APAVGLSSSGGGRSGSGKAARF 

REGGRRA!AARMQQA i PGfMJp 1 R 

RHPARAFPAATMPKRKVSSAE 

GAAKEEPKRRSARLSTUCLPAK 

V\EAKPKKAAAKDKSSDKKV\Q 

TKGKRGAKGKOA\EVANOETlC\ 

EDLPVAENGETERLEEESSLI IFA 

GEKEKPKS 


23532 


53900 


A 


23667 


I 


252 




23533 


53901 


A 


23668 


328 


414 




23534 


53902 


A 


23669 


| 


3156 




23535 


53903 


A 


23670 


1887 


2036 




23536 


53904 


A 


23671 


3 


212 




23537 


53905 


A 


23672 


22 


539 


YEGIVMKPLIIVNPADCIGQRT 

CEWACVVAHPSEQELNADVFL 

PRLKVQPIWTAVSAAR*CCPFSS 

EN AP\C VG A\CP VG A\LTMG EQV 

VQTNSARC1GCQSCVSACPFGM 

ITIOSLPGDTROOIVKCDLCEOR 

EEGPACVESCPTQALQLLTERK 

LRRVRQQR1VVSGENPL 


23538 


53906 


A 


23673 


135 


302 


PI HM KTROPRDOFS A DC V FLOS 
TCPVPC*RNRL*TPGGYWRTRR 
DYLRCDRSVHV 


23539 


53907 


A 


23674 


175 


794 


LSTHSQPIADAADPPPHLHTGEL 

LCS AHQ A DF A VS A EP ARPANN 

NAATTAPVHAVAITPPAYPDCF 

RTLPKSLSHQDSTQRLYGIARL 

LLRISTSGPPPSRLKVQRLDSISA 

PV/MCHQCENAPCVGACP/VGA 

LTMGEQVVQTNSARC/IGCQSC 

VSACPFGMITI/OSLPGDTROOl 

VKCDLCGALRDCVAVLRQRRN 

SRVVLDACTRA 


23540 


53908 


A 


23675 


2 


434 


LISLPFPPDSLAHRPPSSAPTEPQ 

GLFTVAAPTPGAPSPPATLAHL 

LPTPAMYSLLETELKNPVGTPT 

QAAGTGGPAAPG/GRKMALEN 

PKMHNSEISKRLGADWKLLTD 

AEKRPF!DEAKRLRAVHMK£YP 

DYKYRPRRKTKTL 


23541 


53909 


A 


23676 


3 


264 





3110 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
coaon lor pepnuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

Ol pC|»llUC MJtJUClIvt- 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
uciciiuiit \— pu»Muic iiucicuiiue insertion/ 


23542 


53910 


A 


23677 


1 


2377 


MDDTFLNYKYKNKCGPKHIKK 

KEEEEEEDMNSNDSKNiCDKTLT 

TGSSGSAKIFLMRGGRRQLLLP 

TLSLCLLSVQRSPGSHESGPPQS 

MNPRLSPQGKYLKNDFLDV1G 

MCDIACHLVVELLVGNNGNFL 

AHAFAHVEVVAQQNQRENAA 

RPNGGSVMIGQGASLRTCQSRV 

LRVARGGPSPNPGESEQGLFTV 

AAPAPGAPSPPATLAHLLPAPA 

MYSLLETELKNPVGTPTQAAGT 

GGPAAPGGAGK.SSANAAGGAN 

SGGGSSGGASGGGGGTD\QDR 

VKRPVMNAFMVWSRGQRRKM 

APENPKMHNSEISKRLGADWK 

LLTDAEKRPF1DEAKRLRAVHM 

KEYPDYKYRPRRKTKTLLKKD 

KYSLPSGLLPPGAAAAAAAAA 

AAAAAASSPVGVGQRLDTYTH 

VNGWANGAYSLVQEQLGYAQ 

PPSMSSPPPPPALPPMHRYDMA 

GLQYSPMMPPGAQSYMNVAA 

AAAAASGYGGMAPSATAAAA 

AAYGQQPATAAAAAAAAAAM 

SLGPMGSVVKSEPSSPPPA1ASH 

SQRACLGDLRDMISITGRENIFV 

VGDPAACLLPIEMEETFLPWPL 

GFEDRLHLEGPRPVQEIPSFLRK 

VPNCGQWLLQTPSVEPADPWE 

NPQAFPPSLQQEQPCLSL1VGIF 

VEAFGGRGRWGSKGKKPKRYR 

TVEWMRJHQPSICCLQETHLTR 


23543 


53911 


A 


23678 


1 


399 





3111 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


23544 


53912 


A 


23679 


3 


1216 


LGNKRAGLRRADGEAPSALPY 

CYFLQKDAEAPWLSKPAYDSA 

ECRHHAAEALRVAWCLEAASL 

SHRPGPRSGLSVSSLRPTRKMA 

TTFLAHEKIWFDKFKYDDAERR 

FYEQMNGPVAGASRQENGAYT 

VILRDIARARENIHKSLAGSSGP\ 

GAS\SGTSGDHGELVVRIASLEV 

ENQSLRGVVQELQQAISICLEAR 

LN VLGKJELRLA H RGTAPQTQH 














VSPMR\QVEPP\AKKPATPAEDD 

EDDDID\LVGRDNE\EEDKEAA 

QL\REER\LR\HYAEKKAQESLP 

LGGQVPPSLLDVKVPWDDESDM 

AQLEACVRSIQ/LGTGRSWGAS 

QMVAVGYGMRKLQIQCVVEDD 

KVGTDLLEEEITKFFFARARW 

DIASFSTRSEALKCVYVAHVRE 

GPCTRSKDLRPAKKKKKK 


23545 


53913 


A 


23680 


1 


2066 


MAAALRAPTQVSAASSRPPLPS 

PPETEGRVKGFLQPGPHCPAQC 

LCSGDDGSNEDLEQKREVIFPR 

PHEAPVAEHRQQTVGLRELVAI 

PKRKEETTAIVQVFVAFEDVAI 

YFSQEEWELLDEMQRLLYRDV 

MLENFAVMASLGCWCGAVDE 

GTPSAESVSVEELSQGRTPKAD 

TSTDKSHPCEICTPVLRDILQMI 

ELHASPCGQK.LYLGGASRDFW 

MSSNLHQLQKLDNGEKLFKVD 

GDQASFMMNCRFHVSGKPFTF 

GEVGRDFSATSGLLQHQVTPTI 

ERPHSRIRHLRVPTGRKPLKYT 

ESRKSFREK.SVFIQHQRADSGE 

RPYKCSECGKSFSQSSGFLRHR 

KAHGRTRTHECSECG\KSFSRK 

THLTQHQRVHTGERPYDCSEC 

GKSFRQVSVLIQHQRVHTGERP 

YECSECGKSFSHSTNLYRHRSA 

HTSTRPYECSECGKSFSHSTNLF 

RHWRVHTGVRPYECSECGKAF 

SCNIYL1HHQRFHTGERPYVCSE 

CGKSFGQKSVLIQHQRVHTGER 

PYECSECGKVFSQSSGLFRHRR 

AHTKTKPYECSECEKSFSCKTD 

L 1 RHQTVHTG ERP YECS VCG KS 

FIRKTHLIRHQTVHTNERPYEC 

DECGKSYSQSSALLQHRRVHT 

GERPYECRECGKSFTRKNHLIQ 

HKTVHTGERPYECSECGKSFSQ 



3112 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknotvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23546 


53914 


A 


23681 


1 


468 


MAAQVGAVRVVRAVAAHEEP 

DKEGKEKPHAGVSPRGVKRQR 

RSSSGGSQEKRGRPSQEPPLAPP 

HRRRSQPPTSWAAAVNDM/PAP 

TVPGPVEPLLLPPPPPPSLAPAG 

PADDAPLPAPSTSGLFTFSPLTA 

SAAGPKHKGTQGAAQAPSPPRP 

RW 


23547 


53915 


A 


23682 


950 


1326 


RPESQRANGVDSGPNLKTVPQP 

DTRJCGSVLKWISKRGKPLAVEI 

EESHCLACtPLRTECtGIKPMVH 

LFSCTRP VI V PS LELN Y D V DS 1 A 

HMFVADLLLMITLPSYDIPFYC 

LVFQNLLVLEFQYL 


23548 


53916 


A 


23683 


271 


918 


NQGLRDLGLCRICLVNKMFTSS 

ILGKGHRHSLVS1KQEHSALRK 

AAG\PLPLKVGYC\QGFSPCDSL 

KYGXSWDEKDLTVPQPDTHKGS 

VLRWISKRGKPLAVEIEEG\HCL 

PELPPGELECPG/ILKHGLYHWS 

SSEMGE\NRPMVG\ARHVYSNA 

ALLFFTALRIFGQRRNINLGLRA 

HPGMVPPLELNYDIDSSAHM/FF 

LADLLLIITLPSYYIPFC 


23549 


53917 


A 


23684 


1 


942 




23550 


53918 


A 


23685 


346 


1753 


TWIPLSRTGRRFPVFSCSSSRYV 

AAISFHKRWKEGRCFGRTRGE 

MGWEGRSRSLKELNTRNDWNP 

GERELDFWRKITRFKEAASWTL 

EALEEAGSTARRRVWLEDGRR 

TCE1LSVLCTSSLSSNCASLDCV 

TYKALSTTRLYDSVYWNKKPE 

RSSSPATEQSWTENDFDKJLREE 

GFRRI\NYSELKEEARTHGKEVI 

NLEKK\LDERLTRITNAEKSLKD 

LMELKTMARELRDECTSFSSQF 

DPLEERVSVMEDQMNEMK\QE 

EK FREKR1 KRN/EKQSLQE 1 WD Y 

VKRPNLHLIGVPESDRENGTKL 

ENTLQE I IQEN FPNL A RQ AN 1Q1 

QEIQRTPQRYSSRGATPRHIIVR 

FTKVEMKEKMLRAAREICGRVT 

HKGKPIRLTADLLAETLQARRE 

WGPIFNILKEKNFQPR1AYPAKL 

SFISEGE1QYFADKQMLRDFVTT 

RP A LKELL KE ALN M ERNN WYQ 

PLQKHAKW 


23551 


53919 


A 


23686 


73 


327 


GALQPTAALWEPLSGLAKAAA 
RSLSLQGGVEGDARAGTGAAR 
GACGPAGVPGGRGLGGPALGA 
AGRPGP*LPSRGAGLGTAARHA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


23552 


53920 


A 


23687 


322 


402 


DQEPTNSGHIGNLEQCLGHGYQ 
R*LFP 


23553 


53921 


B 


23688 


545 


3063 




23554 


53922 


A 


23689 


1 


579 


MKHEKRDRCAELTAILLNEQAS 

PM CTI VLG YTGTSTI TLPRTSC H 

FAPRLSNSQQHSSYQVGHKPES 

YCVRNWWVLGLTDFKNEAAD 

PHNSGGQLASPSGSRTGAAGG\ 

VPASPAPCARTPQPLGGRWDW 

AP\GTGGGIRRGGSGCTGTHGG 

GGRLRHGGLQSGGLPRGKAAK 

ARREIESSAGYSNSSSKCSII 


23555 


53923 


A 


23690 


399 


592 


KC1HFPGPTPKFVCGVIVVTAVP 

/TFGM*TVYV**LPFSILAQNVG 

*RDDCDPGWKLNLFYAKKKK 


23556 


53924 


A 


23691 


3 


268 


DRV/RPLRKNFQRNDQTAAFTV 

HENPLLCSYRCWYPGKQEQKK 

IKPQRGGKNRAEKLETLKSRAP 

LLFQRNAVPHQQRNKAGWRM 

TLTS 


23557 


53925 


A 


23692 


29 


484 


CSFFLVSMVFTFWHDFAAAGTS 

CSFPCLVLSFRSSFRAGLVVTKS 

LSICLSVKYFISSSLMKLSLAGY 

EIVG*KFFSLRMLNIGPHSLLAC 

RVSAERSAVSLMGFSLRVTRPF 

SLAALNIFSFISTLVNLTIMCLG 

VALLEKYLCG1LCVS 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/^40.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23558 


53926 


A 


23693 


182 


2076 


MQEWLRLTARKTELSRDSRSC 

GQLKTSLLiSLLVESTQGRhl*SF 

L7VWTQTHSGGDGWRVAKAW 

RPKYHDTQLOGEKEEPQGHHA 

SDCRWRAQPHCRTLSAAVVNV 

AGFTVTFELRCLTLMKMREKD 

HHLCDNDIVLFPPDTAFPLDCL 

LSCIHSTVHGLLRWNAIQYLAS 

RSESHPERSEGGTPDRNGHPAL 

SLASFNGAQQDRRTVQSLGEKP 

GLPEEMAAFMAGTEKEQNELG 

IEFFQLIIPASKRTHSENALFSHS 

GDDTECSRSGQGSPPSYSRGPP 

RRTFILATQPLCSKEAQTSPHEQ 

PTRTEKNRGSHLYHKSPCDHAS 

PGMSVTMSGMQQALPRQLTTL 

TFYPPAFRS1KIFRIMILKTEMLH 

THARSQEALLKDSSKTMLHSTL 

PSCVRKSNYHHRERKIKTKEAF 

PAKIHRSRNQGMKVEVAPLTIT 

SSDPLAEFLLPVTVTLCSASLEV 

LAPEGGMLSPGDATMIPLNWK 

LTLPPGHSGLLLPLSQQVKKRV 

PVLVGVIDLDYQDEIDYYSSMK 

ERSSSPATEQSWMENDFDELRE 

EGFRRSNYSELREEIQTKGKEV 

ENFEKNLEECITRITNTEKCLKE 

LMELKTKVRELREECRSLRSRC 

DQLEERVSAMEDEMNEMK 


23559 


53927 


A 


23694 


933 


1118 


RVERRRLQTIKLLRATGGNSNQ 

RQRS*KL*KKFRRMYN*NNQY 

REVLKGADGAESQGSRTT 


23560 


53928 


A 


23695 


2 


250 


WCHTKLDGLSLFGESVALEEA 
GGQTALWLMRFLSRKANYVD 
K ITTREVGHRE* LMSSRLHSR* 
WAASSVCSSSCVLLPSSHS 


23561 


53929 


A 


23696 


1017 


1230 




23562 


53930 


B 


23697 


62 


1069 




23563 


53931 


A 


23698 


216 


582 


1LVPTLFWLGEFLLRDPLLV*W 

ASI*G*PD/AFSLAALNIFSFISTL/ 

RESDNYVSWSCSSRGVSL*RSL 

YFLNLNVGLPCQIGEVLLDNIL 

QSVFQLGSILPVTFGYTNQMQI 

WFHFIHF1FHH 


23564 


53932 


A 


23699 


434 


681 


TL ACL ARLG KFS Wl I SCR V FSN L 
VPFSLSLSGTPIRRRFGLFT*SHI 
SWRLCSFLFILFSLNFPSRFISFV 
SSSITDTLSSS 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


23565 


53933 


A 

> ivi.-.. 


23700 


290 


1231 


RSFRAIGEVGS1RGWGGGYAAQ 

LQSPSRLPVLGGGKKGGSRGV 

GQGSSRAEVGLGSQRERSGTCG 

AEAAAAAAQLIAGTGSSLPYQG 

PGQNQTAIAPTCAPLSPCKAAA 

VIMGNIFGNLLKSL1GKKEMRJL 

MVGLDAAGKTTILYKLKLGEIV 

TTIPTIGFNVETVEYKNISFTVW 

GCGVA RDKAI RPL\WRH\ Y FQN\T 

QGFDILWSDSN\DR\ERVNEA\R 

EEL\MKNAGAETSLI^DAVLPFL/ 

FGNKTDLRNAMNAAGUQDKL 

G\LHSLRHRNWYI\QATCATRG 

N\GLYEGLHWLANSVPKQEVES 

RTALTKHPNRP 


23566 


53934 


c 


23701 


164 


208 




23567 


53935 


c 


23702 


1 


381 




23568 


53936 


c 


23703 


43 


276 




23569 


53937 


c 


23704 


1 


462 




23570 


53938 


c 


23705 


38 


121 




23571 


53939 


A 


23706 


77 


202 


QKNYTQRPLPLHGLLELEVTCR 
CWSWQPLLEPLELRP\RLSD 


23572 


53940 


A 


23707 


123 


209 




23573 


53941 


C 


23708 


I 


411 




23574 


53942 


A 


23709 


1400 


1809 


SSNPLSRPPLPTPVTPCPLLRLSL 

LRACCCCLFLPLRFFSCPLLCFL 

LCFFFSVCSPAHKNFKMPKPQW 

SGIPTGPPPSGSCFKCQKSGHW 

A\RNACSPGFLLSHVPSVWDPT 

GNQTVQLAWQPLLEPLEL*P\R 

LSD 


23575 


53943 


B 


23710 


76 


358 




23576 


53944 


B 


23711 


1 


606 




23577 


53945 


C 


23712 


272 


388 




23578 


53946 


A 


23713 


1 


259 


PGVRGAQGGPSIPRQCEESAIGP 
KFAWIISSFHWKQGMFNMEAP 
SSLFFVNMCAVKKQTTWGRPD 
RGFI WQPLPEPLEL* P\RLSD 


23579 


53947 


A 


23714 


684 


917 


GDFGLRQWGFLN1QSCHLQTGT 
I*LPLFLIEYPLFLSPA*LPWPELP 
TLCCIGVVREGISVLCQFSKGM 
LPVFAHSV 


23580 


53948 


A 


23715 


618 


683 




2358! . 


53949 


A 


23716 


306 


710 


DRVSLLTPRLGVQWPDPGSLQP 
RPPGFKRFYCLSLPSS*DYRHEP 
LLPAYFFPYRJIGWSRL 


23582 


53950 


A 


23717 |2 


88 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


23583 


53951 


A 


23718 


972 


1967 


FPPGRGRGPGRPAGCSRGRARA 

CPKPVDHVKRPM-NAFMVWSR 

AQRRJCMAQENP\QMHNSEISKR 

LGAEWKLLTESEKRPFUDEAKR 

LRAMHMKEHPDYKYRPRRKPK 

TLLKKDKFAFPVPYGLGGVAD 

AEHPALKAGAGLHAGAGGGLV 

PESLLANPEKAAAAAAAAAAR 

VFFPQSAAAAAAAAAAAAAGS 

PYSLLDLGSKMAEISSSSSGLPV 

LNMPNMHINSLGKNLALNLEV 

YNDANSMLDLCYDGVDGKGP1 

CFCATQGYEDIFKAGYGSVVD 

YYNDGSDLTTPLEI ATVI PTFSN 

HPLMSQRPSTWRQNPPLAKRLP 

LTEDSDGDDH 


23584 


53952 


A 


23719 


2 


144 


RPQRRP/LPPPTGSPLKHPGGAS 
GAAGAPIGEPQHPGAVVSVRA 
WSLCS 


23585 


53953 


A 


23720 


219 


897 


PGRAGGTLGLGSRRDGTREKG 

V EETPHRLH ARTDTTA PGCCG S 

P1GAPAAPEAPPGCFEG\PRWVE 

GVKKASPPLPAELIGWLVNFPL 

ARPVRPPSLSPGPPRRPPEGVCG 

SWPGRSEGERGKAKNTAESTPR 

QN LH RK YTI 1 VTH YQRN R KG Q 

N ISFSL VCEFHPSL AD WTTVTA 

LTWTSPKDNSLTEESWLREGN 

VHRGMDEYVRAQSFLILMTLE 

NSGGSVVSK 
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SKQ ID 


SEQIDNO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Llnknovvn, 


NO: 


of peptide 


hud 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \= possible nucleotide insertion) 










M-lfUCJUC 






23586 


53954 


A 


23721 


937 


2730 


TNPHCHDHYYHHHHHCHHCH 

11^1 ■ I V*/ ■ 1 11 t 1 1 II 11 II |J 1\/ lilt I I 














HHHHHCHHHHYHHHHHCRDH 

1 II 11 11 II I lllliilll 1 II II l| 11 I 1 X. 1 1 














HYHHHHHCHHCHHHHHHCHH 














HHYHHHYHHHCHDHHYHHHH 

till 1 1 1 1 1 A A 1 111111 1 1 L/ 1111 | | || 11 J| 1 














HCHDHHYHYHHHHCHDHHYH 














HHHHCHDHHYHYHHHCHDHH 

t 1 1 1 1 1 1 Iv/l ■ *— I 1 ■ 1 ■ 11 1 1 11 II I X—' 1 1 1_/1 11 1 














YHHHHHCHDHHYHHHHHCHD 

■ 1 1111 Jl M 1 \_f 1 1 1111 11 11 11 11 11 i 1 I X^J 














HHYHHHHHCHDHHYHYHHHC 

1111 1 111111111 IN-'l 1 *S 11111 11 111111 IV** 














HHHRYHHHHHCHHCHHHHH/P 

111111 l\ 1 1111111111 \— till 111 |l II Ul/1 














HHHHHHHHCHHHHYHHHHHC 

1 11 11 11 llil 11 11 IV* 1 1 11 1 1 1 1 1 XX 1X1111 I V-*- 








i' 






HHHHYHftHHHCHHHHYHWiG 

1 11 11 II 1 1 1 11.11 II 11 IV* MM 11111 1 1J X I 1V> 














HHHHYYHHHHCHHCHHHHYH 

1 11 II 11 1 ■ 1 1 II II II M\m^X 111 1 II 11 1J 1 1 11 














HHHHCHDHHYHHHCHHCHHH 

1 1111 111 V^l III I 111111 111 1V1 11111 














HYHHHHHYHDHHYHHHHHCH 

11 I 1 II II II 111 111 l—' 1 111 1 11111 1111 1 V_yl 1 














HCHHHHHHHVDHHHHHLHCHH 

1 1 V_/ 1 11 11 11 11 11JL1 \MJ 1 1111 11 11 1 Lll M\^X 111 














HYYHHHHHHHHHHYHHHHHH 

ii i i iiin ii u u ii ii ii ii i i i ii ii ii ii ii i 














HLHCHHHYYHHHHHHHHHHY 














HHHCHHCYHHHYHHHHYHCH 

1 111! 1 X 111 1111111 I 111111111 11 1 1 














HHYHHHHHYHPYHYHQHHHH 














YHPHHYHHHYYHCHHHHDYH 

1 111 1 11 1 1 111 II 1 1 11 I \s 1 1111 11 1 111 














HPHHCHHHHHYHOHHYYPITII 

111 1 1 1 I V-/ 1111111111 1 1 1\/ 11111 111111 














TTT1 TTI TTN IT VTTTTFTTTTNT 

11111 111 11111 Till 11 11111^1 














TAPTTTPVTArriTrri"rrriTTT 

1 i V 1 1111 TlJllllll 11 1111111 














TP 1 Tl TT 1 TN 1TTTT VTTTV I1TTTF 

i I j i i i iiii^ii i ii t i i ■ riii i ii 














TTTIHPYHHHHHHHPVT1TTTIT 
■ i iiiii ■ i ii H ii u ii ii ii ▼ ■■■ i iii 














TATI ITTTTSITS 1 TTITTTI VTTI 1 1 

1 l\\ 1 11 1111 k»7 1 1 kJW 1 1111 1 I T 1 1 111 














TTTAATHHHYHPYYHHYHHHH 














HHHHTHSYYHYHHHHHHHCF 














HYHHHHYHHH 


23587 


53955 


A 


23722 


2348 


2571 




23588 


53956 


A 


23723 


4919 


5142 




23589 


53957 


A 


23724 


2 


370 




23590 


53958 


A 


23725 


588 


701 




23591 


53959 


A 


23726 


295 


521 




23592 


53960 


A 


23727 


2837 


3061 




23593 


53961 


A 


23728 


272 


436 




23594 


53962 


A 


23729 


239 


514 




23595 


53963 


A 


23730 


105 


367 


TGRPPELLLHLRSLSPPLL/CSSP/ 














TPPPQLPPPPVSLASGYPLLHPL 














ARYPACPLPPRRARTEQRGGEQ 














PGVGASPLPJPGRWPGTEAT 


23596 


53964 


A 


23731 


999 


1145 




23597 


53965 


A 


23732 


1084 


1893 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 

acquciivc 


Met 
hud 


SEQ ID NO: 
in IISSN 

f)Q/<4A 217 


Nucleotide 
location of first 

fnHnn fnr n^ntifl^ 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /^possible nucleotide 
deletion. \=DOSSihlc nucleotide in^ertinnl 


23598 


53966 


A 


23733 


1605 


2296 


HSIHSSVDHPENRIYRRKIEELS 

KRFTAIRKTKGDGNCFYRALAAI 

PYLESLLGKSREIFKFKERVLQT 

PNDLLAAGFEEHKFRNFFNALR 

AGRAQFYSVVELVEKDGSVSSL 

LKVFNDP\GASDH1VQFLR/LCF 

TSAFIRNRADFFRHF1DEEMDIK 

DFCTHEVEPMATECDHIQMTA 

LLQALSIALQVEYVD\GWIPALT 

QHVFLEAATPSVYMLYKTSQY 

NILYAADKH - 


23599 


53967 


A 


23734 


529 


1830 


AGYGDRTMLARKSIIPEEYVLA 

RIAAENLRKPRIRDRLPK.ARFIA 

KSG ACN LA HKN I REQGRFLQDI 

FTTLVDLKWRHTLV1FTMSFLC 

SWLLFAIMWWLVAFAHGDIYA 

YMEKSGMEKSGLESTVCVTNV 

RSFTSAFLFS1EVQVTIGFGGRM 

MTEECPL A ITVLI LQN 1 VGLI IN A 

VM LGCIFM KTAQ AH RRAETLIF 

SRHAV1AVRNGKLCFMFRVGD 

LRKSMIISASVRIQVVKKTTTPE 

GEVVP1HQLDIPVDNPIESNNIFL 

VAPLI1CHVIDKRSPLYDISATDL 

ANQDLEVIVILEGVVETTGITTQ 

ARTSYIAEEIQWGHRFVSIVTEE 

EGVYSVDYSKFGNTVKVAAPR 

CSARELDEKPLPSLFRPSQKSEL 

SHQNS\LRKRNS\HRRNNFHRRN 

N\SIRRNN\SSLMVPKVQFMTPE 

GNQNTSES 


23600 


53968 


A 


23735 


968 


1243 




23601 


53969 


A 


23736 


541 


1010 


SVTSCLKVTSVCLTSAAASCRH 

RRSVEE YL VS* KLPM/WSRRRK 

AAALTES/V/CIVFWLASWMMS 

RWLHYPDWVTIIAQQVLMNVV 

S V MQA DCRMN LLEI FLR WLMR 

K1FHNILRHFSQLLNVP1TRPFS 

W1LRPF 


23602 


53970 


A 


23737 


766 


1910 


LLTARLTWVSARLMSYVLLMC 

♦LFPRLLSCLTTPPHCSFSICFVI 

CSRTLILKGSSLMYVFCLPNTAI 

GGSSRVDRCRAATSRGSSRVDL 

TL*KYSLVGPSVPLVSSV**SDW 

PLKLLLMTMMS 



3119 
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SEOlU 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


23603 


53971 


A 


23738 


581 


1434 


KLPMGVAVVKLLHLPKVIIVFW 

LASWMMSRWLHYPDWVTIIAQ 

QVLMNVVSVMQADCRMNLLEI 

FLRWLMRRASDICSS1HGD*EPL 

IVYAVFGKQNTYIRLEPFKINVL 

EQITKHIEKLQCGGVVKQLSRR 

GNNQHISSTYDINRADTQVRRA 

V>TNYD!IVMSNSFNGQSEHQV 

WIDRKAGECLLHEYEDLVP1RD 

TLRLFPGGRYLPRAKHVAPSEP 

DPEO^DEOKLRFCKRHLYGKOP 

RSPVERVWDHGPTRIVGLIISLG 

PRSHSYRRSDNQTGTTVPLVSS 


23604 


53972 


A 


23739 


515 


774 


LFPRLLSCLTTPPHCSFSICFVIC 
SRTL1LKGSSLMYVFCLPNTAIS 
GTTVPLVSSV'LLVWDHGPTRI 
VGLIIRLGPRSHSYRRS 


23605 


53973 


A 


23740 


322 


763 


CRMC*LFPRLLSCLTTPPHCSFSI 

CFVICSRTLILKGSSLMYVFCLP 

NTAIVMALSPRGWRSKFGMPV 

EDTSLSTPAAPMVDSLIARVGV 

MARGNAITLPVCGRDVKSTI F 

VLRGDSVEKTSRVWSGNERDQ 

ELLTEDALDDL 


23606 


53974 


A 


23741 


1 


127 


MKLMETLNQCINAGHEMTKAI 
AIAOFNDDSPFARKITRRWRIG 

nmyi ML/L/jr Lrvi\j\i l ivi\ tv r\j\j 

EAADLVGVSSQAIRDAEK*RRL 
SPLHSLMMTARKRGK*PGAGE 


23607 


53975 


A 


23742 


9 


437 


WLGLGNWKERLGTQTRMIWS 

QKTARRLCRTFSGIPAYSMCI/CI 

GMAERMWCDRNRERHTVSSSG 

GNRLPNPDWAPGPPRJVGLNIS 

LGPTVPTRIVGLIISLGPRSHSYR 

RSDNQTGTTVPTRJVGL1LVLGP 

WSHSYRRSDY 


23608 


53976 


A 


23743 


766 


767 


LLTARLTWVSARLMSYVLLMC 

*LFPRLLSCLTTPPHCSFSICFV1 

CSRTLILKGSSLMYVFCLPNTAI 

GGSSRVDRCRAATSRGSSRVDL 

TL*KYSLVGPSVPLVSSV*»SDW 

PLKLLLMTMMS 


23609 


53977 


A 


23744 


573 


1085 


VCHQILTHLPALLSGARMMWD 
OLWRGRP*RRCOOPOCGG* WH 
CFWATAHHSPLDSTLNHLHCLP 
RGP 


23610 


53978 


A 


23745 


2 


379 


WLTRSSCSWRLPPRRKKKGAL 

V*PVWLPPGGVAVLLQLGCCV 

LQDVSCKRLCYNRKGQSEIVL 

MS* ITM WKLFPRPPLLPFSTCIC 

*KTCGKRGRSK*KVDILVLSIRF 

SAIKLEPLDCHENAWL 
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SEQ II) 

NO: 


SEQ 10 NO: 
of peptide 


Met 
hod 


SEQ 11) NO: 
inUSSN 
09/S40 217 


Nucleotide 
location of first 

rn/lAn fnr fM*nf ifip 

IUUVH IVI 

sequence 


Nucleotide location of last 
codon for last amino acid 

Ul pCpiIUC 3CIJUCIICC 


Amino acid sequence ( X-llnknown, 
*=Stop codon, /=possible nucleotide 

lotion V^rincei K|» mirfonfirl* inCArftiitnt 


23611 


53979 


A 


23746 


575 


576 


TGIDSDQLNGRDWRRALSVSPA 

PDSGFPRCNGDEQAG!*LLGTG 

WAEKCHRLAFPPAGSTAGR 


23612 


53980 


A 


23747 


1 


723 


MKLM ETLNQCINAGHEMTKAI 

A 1 AQFN DDSPEA RKITRRWRJG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYT1EQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVCSWKERPPGNSL 

NVSRMVWDHDPTRVVGLHGL 

GPRSHLYCRSDYQQRS\TSVCG 

CMPAVDCCCVLLIHNILRTVM 

WTKYLVTQAVPAR*PGCIRCKC 


23613 


53981 


A 


23748 


1 


1101 




23614 


53982 


A 


23749 


5 


205 


YCSSLSFTAAITSRAFLPDRRJTT 
PPATSPSPFSSAMPRR1SGP1WTF 
ATSRR*TGTPFSLAFKTM 


23615 


53983 


A 


23750 


1 


761 




23616 


53984 


B 


23751 


56 


2188 




23617 


53985 


A 


23752 


627 


1272 




23618 


53986 


A 


23753 


448 


2218 


VRRQRSDPERSDARMVRFCNL 

YI*RKNPFILH*LFR*TLRQTKPD 

NSAGKCVKI 


23619 


53987 


A 


23754 


171 


959 


AASRGPDAPGLEMAGNCSWEA 

HPGNRNKMCPGLSEAPELYRR 

GFLTIEQIAMLPPPAVMNYIFLL 

LCLCGLVGNGLVLWFFGFSIKR 

NPFSIYFLHLASADVGYLFSKA 

LFSI LNTGG FMGTFADYIRS VCR 

VLGLCMLLTGWLLMPAGWDE 

RGVRSERAWCTVETGRVHRSR 

VRVSRNTARDPANGLGHLLQS 

LGMPA LEPGPTLG SALR WEFLQ 

TASPQLPVQPLHPAAATPQRSL 

RGRGRGPKARALGLGPRSTSYR 


23620 


53988 


A 


23755 


664 


838 




23621 


53989 


A 


23756 


2732 


3007 




23622 


53990 


A 


23757 


1522 


1706 


CHYFACMWSGCEVYS*SAPG** 
C*EDLSGLVRCRCLHSNAETPI* 
FAANADTSPRGPFLCR 


23623 


53991 


A 


23758 


537 


795 


ADCPLHMGRPCLID*GPCRTE*P 
RCAVVCLLW1AAVSCLSTT/SLR 
TG1/DGPKYLVTQAVPARYPGCI 
RCKCVAVDELASSDMRLPCS 


23624 


53992 


A 


23759 


2074 


2276 




23625 


53993 


A 


23760 


36 


206 


ECW1WCELGAELHHQP*ASSH 

WKSSYRQQSSLPRCRASQRTLH 

LLLQGWAVLGPLE 


23626 


53994 


A 


23761 


444 


725 




23627 


53995 


B 23762 


1 


1212 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


23628 


53996 


A 


23763 


11 


972 

i 


RFSKSLLDSGVQLASPSGSRTO 

ATGGAAHSPARAPALHSPWAV 

DGTRGRLAGTAGLWSPRPAFH 

FKVSLSLPFSCVSSPFPGPPLGPS 

PRKHQMADDAGAGVGGRRPR 

GPRMG/NRGGFRRGFGSGIRHQ 

GCGCGQGQGQGRGVRGGKAE 

YKEWMTVTKLGHLVKDIKIKS 

LEEIYLFSFFKTSSSLKDEVLKI 

MLVQKQTHTSQCTRPKAFVAT 

GDYNGHISLGIKCSKEVATAre 

GAIILAKLS1VPACRGYWGNKIS 

KPHTIPCKVAGCCGSVLVCLIS 

VPRGTGIVLAPCEGDRGLRKSS 

PASLSPESCKDGSHSRSF 


23629 


53997 


A 


23764 


2 


260 


LLEECRSLRSRCDQLEERVSAM 
EDEMNEMK*EGKFREKRISPKR 
APERSAKHGKEOPVPAAAKSC 
ONVNTIETRKKLHOLTSKITS 


23630 


53998 


A 


23765 


3 


1150 




23631 


53999 


A 


23766 




1521 




23632 


54000 


A 


23767 


j 


753 




23633 


54001 


A 


23768 


j 


3351 




23634 


54002 


A 


23769 




1740 




23635 


54003 


A 


23770 


j 


1353 




23636 


54004 


A 


23771 




1932 




23637 


54005 


A 


23772 




1221 




23638 


54006 


A 


23773 




1214 


MAKKQNRKTGNSKKQRASPPP 

KECSSSPATEENWTENDFDELR 

EEGFRQSNYSELWEDIQTKGKE 

VENFEKTLEECITRITNTEKCLK 

ELM ELKTKAQELRKECRSLRSR 

CDQQQERASVLEVLEVLAR\QL 

GRKRK*RVFN*EKRKSNCPCLQ 

TT*LYI*KTPLSQPKISLS**ATS 

AKSQDTKSMYKNHKHSYTPTT 

DKQRAKS*VNSHSQLLQRE*NT 

*ESNLQES*NWISSLHLIQKSIQD 

GLKT*TLDLKPSKP*KKT*ALPF 

RT*AWARTSCLKHQKQWQQRT 

KLTN Wl* LN*RASA/PAKESTV/S 

SEQATYNMGENFHNLLI*QRAN 

IQNLQ*TQTNLQEKNKQPHQKV 

GEGHQQTLLKRRHLCSQKTHE 

KMSIITGHQRNANQNHNEIPSH 

TSYNGNH 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknov>n, 
*=Siop codon, /^possible nucleotide 
deletion, \ s posstb!c nucleotide insertion) 


23639 


54007 

f^tr rc*-v j-— 


A 


23774 


M57 


2085 


QGRPTDFADFGTTIKQDFR.LLG 

QTSVDRLLQLSQCQAVKGNQL 

LP VSL VK.RKTTL A PNTQTA SPR 

ALADSLIAAGTTGFPTGKRAVS 

ATQLMTQFSPAREQSWRK.N/DF 

DELRKE/GFARSNYSXEKCLKEL 

MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREK.RIKRNEQSLQE1WDYVK 

RPNLRLIGVPESDAENGTKJLEN 

TLQDIIQENFPNLARQANVQIQE 

IQRTSQRYSSRRATPRHI1VRFT 

K VEMK EN MLRA AREKG WVTL 

KGKPIRLTADLVAETLQARRE 

WGPIFEEP 


23640 


54008 


A 


23115 


1 


1707 




23641 


54009 


A 


23776 


1 


1899 




23642 


54010 


A 


23777 


1 


2781 




23643 


54011 


A 


23778 


1 


831 




23644 


54012 


A 


23779 


] 


3264 




23645 


54013 


A 


23780 


1 


882 




23646 


54014 


A 


23781 


j 


1853 




23647 


54015 


A 


23782 


j 


550 




23648 


54016 


A 


23783 


j 


831 




23649 


54017 


B 


23784 


64 


3436 




23650 


54018 


A 


23785 




1422 




23651 


54019 


A 


23786 




773 


MGKKQSRKTGNSKKQSATPPP 

KERSSSPATEQSWTENDFDELR 

EEGFRRSNYSELQEETQTKGRE 

VENFEKNLDECITRTTNTEKCL 

KELM ELKA KA WELREECRSLR 

SRCNQLEERVSVMEDEMNEMK 

REGKFREKRJKRNEQSPQVIRD 

YVKRPNLRLIGVPESDGICNGTK 

LENTLQDIIQENFPNLARQAMQ 

IQEIPRTS/QRYSSEEHS1IGLIGR 

FPS*RTDMFRAPKKREQK.RNNR 

K1QKEEGGRTAPTG1 


23652 


54020 


A 


23787 


1 


2775 




23653 


54021 


A 


23788 


1 


2712 




23654 


54022 


A 


23789 


1 


1590 




23655 


54023 


A 


23790 


1 


547 


MGKKQNRKTGNSKKQSASPPP 

KECSSSPATEQSWTENDFDELR 

EEGFRRSNYSELRED1QTKG ICE 

VENFEKNLEECITRITNTEKCLK 

ELMELKTKARELREECRSLSSR 

CNQLEERVPAMEDEMNEMKE 

D/GNRYDDRRQ/RKEEIMIKSW 

RFCCRHLIRVVRGWGPSKYLWI 

TMVVTLAGNPQ 


23656 


54024 


A 


23791 


1 


710 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23657 


54025 


A 


23792 


1 


895 




23658 


54026 


A 


23793 


1 


1938 




23659 


54027 


A 


23794 


1 


1413 




23660 


54028 


A 


23795 


985 


1219 


LCSGSVERCTESYLHSSHCLVQ 
QAGVTGDEGGSCY*DPPSHHRS 
HPRKLKKLCEQEFSVTSAPWRK 
CRSLHGRFPGLP 


23661 


54029 


A 


23796 


1 


3570 




23662 


54030 


A 


23797 


1 


634 




23663 


54031 


A 


23798 


1 


4551 




23664": 


54032'' 


A:: 


23799 


1 


4721 : — - 


MHPSQRTPYQSRSPATIFATVST 

FKSHKSNLETKHPQQVPLSSLG 

LAAN1SSEDIESEAEDNGKWES 

VDRTSFFPALTSFQQSMIHKK1 

MTVFKSVEPEDGLGRPTLAFHE 

DRCQLSIQNSLDAGGGCPSMA 

APPAEVHELASGLISAAALLLSP 

AASGRVSKHQHIPTGFPDPPKA 

LHKGKLTTRKDIYTENPSVHHH 

HQRPKVDKTTKMGKKQNRKT 

GNSKTQSASPPPKECSSSPATEQ 

SWMENDFDELREE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

M.IJUC1IIC 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

rfwinn fnr n^ntirlr 

sequence 


Nucleotide location of last 
codon for last amino acid 

nf n^mirfo cpntirnrf 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion. \— Dossible nucleotide insertion} 


23665 


54033 


A 


23800 


1 


2152 


MD1LGWASRAHKWKGRATGT 

H V FN LM RE Y L! S LQCC A SEQ A A 

SPEHGASFRVWKSLGFQKLILS 

LICPQCLQSLTRETWMRFKSKK 

TKGPDLRLVMDANKWEFRRH 

ALRPALTFPNEGGDLGVEALPV 

ALPPEAHVGGVVLPAALVRGA 

HGEQLPA1PGPEEFALPAVQAR 

AARPERQVVVIVVNEAGVDPA 

GVEGLAPVPVLPGVRLEATAPK 

QPPRLPARLRAPLPSGRKLNAK 

CPRLRWGFFVQDGDGTELACL 

SEGDGGCCQEAPLDHRPRRLRG 

LAGSAGAREAREPRLRPGDWG 

NR1ARVRAPEEAAAALSRPARV 

AAALAKTHRREHRARSQKLVM 

SSVQQGKLTTRKDIYTENPSVH 

HHHQRPKVDKTTKMGKKQNR 

KTGNSKKQSAF\PPPKECSSSPA 

MEQTWTVDNDFDELREEGFRGS 

NYSELREDIQTKGKEVENFEKD 

LEECITRITNTEKCLKERMELKT 

KARELREECRSLRSRCDQLEER 

VSAMEDEMNEMKREGKFREK 

R1KRNEQSLQEIWDYVKRPNLR 

L1GVPESDVENGTKLENTLQDII 

QENFPNLARQANVQIQEIERMP 

QRYSSRRATPRHIIVRFTKVEM 

KEKMLRAAREKGRVTLKGrCPr 

RLTAVLSAETLQARREWGPIFN 

ILKEKNFQPRISYPAKLSFISEGE 

I K YF 1 EKQM L RDF VTTRP A LICE 


23666 


54034 


A 


23801 


1 


2109 





3125 



WO 01/075067 PCT/USO 1/08631 



SKQ ID 


SEQ H> NO: 


Met 


SEQII> NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X= Unknown, 


NO: 


of peptide 


hod 


inUSSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


23667 


54035 


A 


23802 


1 


2544 


MSVHSWKPSWIRPIRSLSPKRPL 

GTQGTSEVPPDTHICQTKFHSLS 

SGPLLLSVHPVGKLSAVVGRVF 

IHILSQRERRRRRVISAFPSEVPG 

SSHQGVPDSGCRSVGAHPVREP 

KQGEALPHSGSPREGKLTNRKD 

IHTKNPSVHHHHQRPKVDKTT 

KIGKKQNRKTGNSKTQSASPPP 

KECSSSPATEQSWMENDFDELR 

EEGFRQSNYSELRKDIQTKGKE 












...L . .... . *. - - 


VENFEKNLEECKTR1TNTEKCL 

KELMELKTKARELCEECRSLRS 

RCNQLEERVSVMEDEMNEMK 

REGKFREK\RIKRNEQSLQEIWD 

YVKRPNLRLIGVPESDVENGTK 

LENTLQDI1QENFPNLARQANV 

QIQEIQRTPQRYSSRRATPRHIIV 

RFTKVEMKEKMLRAAREKDRS 

TRQKVNKDTQELNSALHQADL 

IDIYRTLHPKSTEYTFFSAPHHT 

YSKIDHIVGSKALLSKCKRTEII 

TNYLSDHSAIKLELRIKNLTQSR 

STTWKLNNLLLNDYWVHNEM 

KA EI KM FFETN ENKDTT YQNL 

WDALKAVCRGKFIALNAHKGK 

QERSEIDTLTSQLKELEKQEQT 

HSKASRRQEITKIRAELKEIETQ 

KTLQKJNESRSWFFERTNKIDRP 

LARLIKKKREKNQIDTIKNDKG 

DITTDPTEIQTTIREYYKHLYAN 

KLEN LEEMDTFLDTYTLPRLNQ 

EEVESLNRPITGSEIVAIINSLPT 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/S40 217 


Nucleotide 
location of first 

fodfin for ntirfp 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23668 


54036 


A 


23803 


1 


1886 


MKENFKHRHVVAFISSQEAQE 

DSREEEDRLESRFYFLFLLELSY 

KTTG LN REPT VSLN SKSGTPM D 

QNEHSHWGPHAKGQCASRSEL 

RJILVGKTGTGKSAAGNSILRKQ 

AFESKLGSQTLTKTCSKSQGSW 

GNREIVIIDTPDMFSWKDHCEA 

L YK E VQRC YLLS A PG PH V LLL V 

TQLGRYTSQDQQAAQRVKEIF 

GEDAMGHTIVLFTHKEDLNGG 

SLMDYMHDSDNKALSKLVAA 

CGGRJCAFNNRAEGSNQDDQV 

KELMDCIEDLLMEKNGDHYTN 

GLYSLIQRSKCGPVGSDERVKE 

FKQSLIKYMETQRSYTALAEAN 

CLKGALIKTQLPKVDKTTKIGK 

KQSRKTGNSKKQSTSPPPKERS 

SSPAMEQSWTENDFDELREEGF 

RRSHYSELPEDIQTEGREVENFE 

KSLEECITRITHTEKCLKELMEL 

KTKARELREECRSLRSQCDQLE 

ER VS AM EDEM1M EMKREG KFKE 

K\RIKRNEQSLQEIWDYVKRPN 

LRLIGVPESDAENGTKLENTLQ 

DRIQENFPNLARQANGFCRFRN 

HHQTGFSPAGANQRGPLAATLS 

G PGG EG QS A V ARLTG EKKNH P 

GAQYANRLSPRVGRF1NRSWH 

DRFPDWKAGTGLKSA1FAWE 


23669 


54037 


A 


23804 


1 


4134 




23670 


54038 


A 


23805 


1815 


1849 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X= Unknown, 


NO: 


of peptide 


hod 


inUSSN 


location of first 


codon for last amino acid 


*-$lop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


23671 


54039 


A 


23806 


1 


4016 


MGKKQNRKTGNS\KTQSAFP\P 

PKECSSSPATEQSWMENDFDKL 

R£EGFRRSNYSELR\EDIQTKGK 

EVENFEK\NLEECIT\RJTNTEKC 

LKELMELKTKGSRMYVKJECR\S 

LRSRCDQLEERVSAMEDEMNE 

MK*EGKFREKRJKRMEQSLQEI 

W\DYVK\RPNLRPIGVSESDGEN 

GTKLENTLQDI1PENFPNLARQA 

NVQIQEIQRTPQRYSSRRATPRH 














ILVRFTKVEMKEKMI^RAAREK 

GQVTLKGKPIRLTADLSAETLQ 

ARRE WG P1FN I LKEKN FQPRI S Y 

PAKLSFISEGEIKYFIDKQMLRD 

FVTTRPALKELLICESLNMERKN 

WTSKQIIQEDGYSEEEGWLCRA 

VIYSHTLQAIMAIVKATGNLQT 

DFA1MPFHTDDARQQFAMSYTV 

VGQGALPEDLSRCHLQTEAVQ 

RHPESLGCPLDLLHGMPVSSCF 

GYPQDTSSTV 


23672 


54040 


A 


23807 


2059 


3153 




23673 


54041 


A 


23808 


6 


188 




23674 


54042 


A 


23809 


3 


1014 


V ACRPLPRRR AQPATFI PR V A V 

KMALVASVRVPARVLLRAGAR 

LPG AAFGRTER A AGGG DG A\RP 

\FGSQRVLVEPDAGAGVAVMK 

FKNPPVNSLSLEFLTELVIS\LEK 

LENDKSFRDVILTSD\RPGVFSA 

GLD\LTEMCG\RSPAHYAWVLE 

RPVQEL WLRLYQSQLWL VS A I 

NGA\CPAGG\CLVALTCDYTIL\ 

AGNPRYCIGLNE\TQ\LGHAPF\ 

WLKDNPWRTPIGHRAAESAVLQ 

LGLPLPPPAEALQVGIVDQWVP 

\EEQVQSTALSAIAQWMAIPKP 

MAHKVLTKA1MRKGQGPPAWS 

RKGYADVQNFWSFISKDSIQKS 

LQMYLERLKEEKG 
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SEQ !l> 

NO: 


SEQ ID NO: 
or peptide 

acqucilvl 


Met 
hod 


SEQ II) NO: 
in USSN 
OQ/cjo 217 


Nucleotide 
location of first 

r/winn fnr n^ntiHp 

IVUUII IVI IA.UIIUE 

sequence 


Nucleotide location of last 
codon for last amino acid 

of nftflfiftf <^flll#T!f 1* 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

ilplftinrK \— nos^ihlc nuclenlirfp invf>rtinn\ 


23675 


54043 


A 


23810 


1 


2665 


MTTSIRQFTSSSSIKGSSGLGGG 

SSRTSCQLSGGLGAGSCRPGSA 

GGLGSALGGSSYSSCYSFGSGG 

GYGSSSFEGVDGLLVGGEKAT 

MQNLNDRLASYLDKVRALEEA 

DTELEVKJRDWYQRQAPGPAR 

DYSQYYRJIEELQNKPPPSDDLT 

TLPSPLILTATVDNANILLQNDN 

A H LA A A DFRTKFETEQ A LC LS V 

EADINGPCRVLDELTLARADPE 

MHIENLKEELAYLKJCNHEEMN 

APRGQVGGEINVEMGAAPGVD 

LSRILNEMREQYEKMAEKNRK 

DAEDWFFSKTEELNREVATNSE 

LVQSGKSEISELRCTMQALEIEL 

QSQLSMKASLEGNLAETENRY 

CMQLSQIQGLIGSVEERLAQLL 

CEMEQQNQEYKILLDMKMRLE 

LEITTYHRLLEGEDAQTVQHTP 

GSPCVPEWAHDRCSLPAQLDE 

WSCQAQRGICGHRRENCWERJP 

SQSCFYRPTARSLTSLLGTMST 

CSHQFTSSRSMKGSCSIGGSIGG 

GSSRISSVLAGGSCHAPSTYGG 

ASCGLGGGYGGGFGSSSSFASG 

FGGGYGGGLGAGFGGGLGAGL 

GGGFAGGDGLLVGSEKVTMQH 

LGDRLASYLDKVRALEEANAD 

LEVKIRDWYQRQRPSEIKDYSP 

YFKT1EDLRHKIIAATIENAQPIL 

QIDNARLAADDFRTNYEHELAL 

QQTVEAGVNGLCREMLALRGQ 


23676 


54044 


A 


23811 


222 


548 


TLPCGDHHHSQDPARLPSWHD 
LLQERSEKCGSQDWQRDSVQP 
GVSYQFCCVPWPAGRSPQPRH 
C WGCCGTEASYDSGI * SLSTPG 
GGQLQGSV*GPDGAGLQNSHR 


23677 


54045 


A 


23812 


2 


165 




23678 


54046 


A 


23813 


1 


665 




23679 


54047 


B 


23814 


I 


1673 
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SEQID 


SEQ II> NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknovvn, 


NO: 


of peptide 


hod 


in IISSN 


location of first 


codon for last amino acid 


*-*>top codon, /^possible nucleotide 




sequence 




0?/>40,2 1 7 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


23680 


54048 


A 


23815 


1 


331 


ARQLRTSAMTMPVNGAHKDA 

DLWSSHDKMLAQPLKDSDVEV 

YNHKKESNRQRVGLELIASENF 

ASRAVLEALGSCLNNKYSEGYP 

GQRYYGGTEF1DELETLCQKRA 

LQAYKLDPQCWGVNVQPYSGS 

PANFAVYTALVEPHGRIMGLDL 

PDGGHLTHGFMTDKKK1SATSI 

FFESMPYKVNPDTGYINYDQLE 

ENARLFHPKLIIAGTSCYSRNLE 














YARLRKlADENGAYLMADMA 

HISGLVAAGVVPSPFEHCHVVT 

TTTHKTLRGCRAGMIFYRKGV 

KSVDPKTGKE1LYNLESLINSAV 

FPGLQGGPHNHAIAGVAVALK 

QAMTLEFKVYQHQVVANCRA 

LSEALTELGYKIVTGGS/CVISG 

GAGKPG*FSHQDGTGTSQDGG 

RRPFLHHTLSY 


23681 


54049 


A 


23816 


3 


1709 


SHPTPRETPTGVEGQATPSVLG 

AAPASQAKATPTLGRPHASDR 

GEVAQLDEWSCQAQRGICGHR 

RENCWERJPSQSCFYRPTARSLT 

SLLGTMSTCSHQFTSSRSMKGS 

CSIGGS1GGGSSRISSVLAGGSC 

HAPSTY/GGGLCVSFSRFSFGGA 

CGLGGGYGGGFGSSTNFWSXGF 

GGGYGAGLGAGFGGGLGAGL 

GGGFAGGDGLLVGSEKVTMQH 

LGDRLASYLDKVRALEEANAD 

LEVKIRDWYQRQRPSEIKDYSP 

YFKTI EDLRH KI1 AATIENAQPI L 

QIDNARLAADDFRTKYEVHELA 

L RQTV E AD VNG LRR VL DELTL 

ARTDLEMQ1EGLKEELAYLRKN 

HEEEMLALRGQTGGDVNVEM 

DAAPGVDLSRILNEMRDQYEQ 

MAEKNRRDAETWFLSKTEELN 

KEVASNSELVQSSRSEVTELRR 

VLQGLE1ELQSQLSMKASLENQ 

LVEETKGRYCMQLSQIQGLIGSV 

EE\QLAQLRCEMEQQSQEYQIL 

LDVKTRLEQKYCHPTAALLEG 

EDAHLSSQQASGQSYSSREVFn 

SSSSSSSRQTRPILKEQSSSSFSQ 


23682 


54050 


A 


23817 


2 


365 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23683 


54051 


A 


23818 


1 


464 


RRWRICSTWTRSFATAWLPPAP 

SANFPRTDRSQGDRGAPAGFAL 

APILEFFLWDTSSQKFLQKPHCF 

MHG RERA KMG RRAQQES AQA 

ENHLNGKNSSLTLTGETSSAKL 

PRCR/QGGWAGDSVKASKFRR 

KASEEIEDFRLRPQSLNGSDYG 

GDIP 


23684 


54052 


A 


23819 


384 


805 




23685 


54053 


A 


23820 


3 


392 


MKYSAIQTLDGEIDLKLLTKVL 

APEHEVR*VQWWQQFPGLSTL 

AIPINPAELPGLALCLP*RPWNG 

REKVSLQLREKALSLSYPAKPF 

LAEDDVGWDWDHLFTEVSSEV 

LTE\WDPLQTEKEDPAGQARHT 


23686 


54054 


A 


2382! 


63 


785 


GPIRGPWGPGFGGWGGATPPAP 

TSLRRLRAAGLAPRRRAKMGR 

RAQQESAQAENHLNGKNSSLT 

LTGETSSAKLPRCRQGGWAGD 

SVKASKFRRKASEEIE\DFR\LRP 

QSLNGS\DYGGDIPI\IPDLEEVQ 

EEDF VLQ V\A A PPSI\QIKR V MT 

YRDL\DNDLM\KYSAIQTLDGE 

D/IDLKLLTQK/VLAPEHEVRER 

NPSWQDDVGLGTWGPICSTEV 

SLRRSFTEWDP\LQTEJCEDPGG 

Q\ARHT 


23687 


54055 


A 


23822 


1 


441 


MSFNCSTRNCSSRPIGGRCIVPV 

AQVTTTSTTDADCLGGICLPSSF 

QTGSWLLDHCQETC/CGCQPLG 

GISSVCQPVGGISTVCQPVGGV 

STVCQPACGVSRTYQQSCVSSC 

RRVPAKCVGASERJKTPRPASCF 

QDLPACCLSLNSSS 


23688 


54056 


A 


23823 


1 


538 


PTRPLQQATCSPLSDI MSFNCST 

RNCSSRPIGGRCIVPVAQVTTTS 

TTDADCLGGICLPSSFQTGSWL 

LDHCQETCCEPT ACQPTC Y RRT 

SCVSNPCQVTCSRQTTC1SNPCS 

T\PTAGRSP/CVSSGSQPLGGISS 

VCQPVGGISTVCQPVGGVSTVC 

QPACGVSRTYQQSCVSSCRRTC 
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SEQIU 

NO: 


SEQII) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


23689 


54057 


A 


23824 


832 


1885 


AEWDAADKAHVGPGRSPRQPL 

PHVGRRRAAHTTGRGRRTAGC 

A PA PA RTLC 1 LS I LG P WC V LPHL 

PTLCLGQAQAASCSQGAHGCF 

AGCSCT/GTSASHPV/CCKCPLH 

PVCTLADVHGCITSGFSVISLPQ 

TCAPWTSWRKWSLSDSWQVD 

ACPESCCEPPCCATSCCAPAPCL 

TLVCTPVSCVSSPCCQAACEPSP 

CQSGCTSSCTPSCCQQSSCQPA 

CGTSSPCQQACCVPVCCKPVCC 

VPVCCKPVCCKPICCVPVCSGA 

SSSCCQQSSRQPACCTTSCCRPS 

SSVSLLCRPVCRSTCCVPIPSCC 

APASTCQPSCCRPASCVSLLCRP 

TCSRLSSACCGLSSGQKSSC 


23690 


54058 


A 


23825 


1 


3097 


MDEKRTRLQPEEADVPAYPKV 

AT VPQSEKKPS KYPLC S A D A A V 

STTPPGSPPPPPPLPEPPVLKVLS 

SLKPAAPSPATAATTAAAASTA 

ASSTASSASKTASPLEHILQTLF 

GKKKSFDPSAREPPGSTAGLPQ 

EPKTTAEDGVPAPPLLDPIVQQF 

GQFSKDKALEEEEDDRPYDPEE 

EYDPERAFDTQLVERGRRHEVE 

RAPEAAAAEREEVAYDPEDETI 

LEE A K VT VDDLPNRMCADVRR 

NSVERPAEPVA 


23691 


54059 


A 


23826 


67 


442 


VKFFCLYLQSNEKPMKNFKQG 

SNNQLLMRSFWLLCGIDYKKPP 

PPPAPGPESVAPALSGPPPPAHS 

RGPRAVVRA\PPPPGPRHRSPAE 

PPPPPGTEPSVATYSIKASKRVS 

QQDRCHNLMKSQE 


23692 


54060 


A 


23827 


3 


657 


GERSRRWGPACGPGAAEKTPP 

CDAGAAGAAPGAPGHAGNPGL 

GSGPDYD\GEATCMHLHPDDPC 

PAGAGCCPGSFEVAFPDAAEK 

MKKSLHSLKKGCYSRVCDLPL 

DCPGCDSDSGRQAMFSCIVNFQ 

LPKEESPIPGSSQEESSGPSHSEC 

DSVGVDWRGQRVSRKLQAPNH 

SLVLLVTSLFQETTKSHLNRTN 

DAVSPRKFKRLGALYWGKVEA 


23693 


54061 


A 


23828 


14! 


246 




23694 


54062 


A 


23829 


1 


609 




23695 


54063 


A 


23830 


1619 


1752 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon Tor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

uutiiuiu ir-jnfajiuic iiuncuiiuc lllscrilUill 


23696 


54064 


A 


23831 


54 


470 


CSTMMPSEMQRIAPPRRQRHRS 

RA PSA H K MN RM VMSEEQM KL 

PSTKKAEPPTWAQLKKLTQLA 

KKKXLENTKVTQTPENMLLAAL 

KTVSTVSAGVPSSSEESDHRER 

AMMTTVVLSKRRGKCGEKKEI 

SDCYCVYVERS 


23697 


54065 


A 


23832 


213 


572 


IQWYPYQDTIDFLHRIRKNFFKF 
HMEPKKSLHCQDNPKPKEQSW 
N4HHTT*LQTMLQGYSNQKRMP 
PHLGSEERLCPAAPSGR*GAPLP 
G RCA I FQ V * SDSLS AG V PN SSE E 
TATIENGP 


23698 


54066 


A 


23833 


296 


583 




23699 


54067 


A 


23834 


2452 


4557 




23700 


54068 


A 


23835 


3 


266 




23701 


54069 


A 


23836 


31 


499 
• 


ARVTAAVSAAAVAKRVWRDG 

FDCSGYYSLTTILLVQPTKRP\E 

GRTYADYESWNECMEGVCKM 

YEEHLK\RMNP\NGPS1/THNTTS 

QLFDF1 D\DL A DLSCL V Y RA\DT 

QTY\QPYN\KDWIKDEDPTVLLS 

SGKAQQAREIIVVGSHWGGWG 

GAWDTGV 


23702 


54070 


A 


23837 


3 


323 




23703 


54071 


A 


23838 


366 


892 


PCVYSQFPAGEQCLKLHSPAEA 

SPPALEASEAQTRKAPECGSGV 

PEVAGGSCPCLLLCLPRHQAVP 

TQGPGTYSPCTSHQPHIFPRPAA 

PHHLGLLQNPHNAASCIQCLYP 

AGVATTMPRRKAEGDAEGD/K 

AKVKDEPQRRPAKLSAKPAPPN 

PEAKPKNAPGVTLSLRGTATRF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
Uy/>4U,2 1 7 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /= possible nucleotide 
deletion* \=possible nucleotide insertion) 


23704 


54072 


A 


23839 


201 


1412 


LWKSRLTFKLAMSRVPSPPPPA 

EMSSGPWAESWCYTQIKVVKJA 

S Y M WD PS I TL A FCRE EM G\E V\I 

KSSTFSSGANDKLKWCVLRVNP 

KG\LDEESKDYLVTFTCYLVSC\ 

PKSEVRANFKFSILNAKGEETK 

AMESQRVAYRFVQGKDWGFKK 

FIRRDFLLDEANGL\LP\DDKLTL 

FCEVSVVQDSVNISGQNTMNM 

VKVPECRLADELRGLWENSXRF 

TDCCLCVAGHEFQAHKAIkAA 

RSPVFSAMFEHEMEESKKNPSL 

KSM D VVEPE VFKE\M MCFIYTG 

KAPNLTKMA\NDLLAAADKYA 

L\ERLKVMCEDALCSNPV/SVEN 

AAE1L!L\ADLH\SADQLKTQAV 

DF FN Y H A\G D V L ETSG WKSM VL 

SHP/HNLVAEAYRSLASVKQCPF 

LGTPTQNALKQSLKILLCC 


23705 


54073 


A 


23840 


1 


575 


FRHRK1IY*NLLKQEDSINVTEM 

TSIRASVDILIPDPPPKDDEMDT 

DKQEKKEVPKCGFLPGNEKVL 

SLLAMVKPEVWTLKEKCIVVIT 

WIQHLIPKIEDGNDFGVAIQEK 

VLERVNAVKTKVEAFQTT1S/K 

MD Y RA LVHERDEAAYG ELRA 

MVLDLRAFYAELYHHSSNLEKI 

VNPKGEEKPLMYPTRD 


23706 


54074 


A 


23841 


1 


1092 




23707 


54075 


A 


23842 


130 


397 


EGVHSQVNLFPIKGNQTHVPAS 
HGTDSALPPTLQMDYRALVHE 
PD*AAYGELRAMVLDLRAFYA 
ELYHIISSNLEKIVNPKGEEKPF 


23708 


54076 


A 


23843 


20 


334 


VRL PG STH AGG DRSSM AKPCG 

VRLSGEARIQVEVLRQNLFQEA 

\EEFLYRFLPQKiIYLNQLLQEDS 

LNVADLTSLRAPLDMPIPDPPP 

KDDEMETDEQEKKEGK 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in I1SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \ s possible nucleotide insertion) 


23709 


54077 


A 


23844 


1 


898 


MKQKVAAEAGRGQILQAKVLP 

SGTLSRLAEALFGVQTYDQDA 

YGFLTPSAQSMKVFCCLWKLV 

CKQLEGDVAQGLAIDGDVKKH 

SGLEWQVETIQNLVDSYMAIV 

NKNMQDLMPKTIIHLMINNTKE 

FIFSELLANLYSRGEQNTLMGE 

SAEQAQGRNEMRRM HH VLRE 

APSIIGDIKTTIVSTPTGSPKSSPT 

TQCRLPAVPPARPGLRSPAPGPL 

PAASTLGEAPVVPSTPGASPDPL 

GPPPXQVPSRPSRGPQPQDRMPC 

GLAGDLTVGFLEPTLQAIIRWS 

LLLRPPANSPESQS 


23710 


54078 


A 


23845 


99 


429 


FSDAAAVARQPSFGKALGAPQP 

ADTQPTPSMPPRCPGGSETKPK 

KA AGKDKSSDK\KN KTKKQM K 

AEKGGKEKQAEVADQETKDLS 

AENGDTENKESPASDEATEKDT 

KSD 


23711 


54079 


A 


23846 


1 


390 


TWMF1AAVFRJASTWKQPRYFS 
VGKQDQKRTSRKLQQTCSRGA 
*WLEGKLTNRKE*HQYQRKGH 
PRKNTIQRSPTLKTKANIILNGQ 
KLEAFPLKTGTRQRCPLSPLLFN 
MVLEVLARSIRQEKEIKVFK 


23712 


54080 


A 


23847 


522 


733 


ASAADTQANRVWSGPP/RKLQ 
QTCS*GS*LLQGKLTNRKDIHT 
KTPSVHHHHQRPKTLNQQRSK 
ETKKAIT 


23713 


54081 


A 


23848 


46 


330 




23714 


54082 


A 


23849 


1 


873 


maekkdptkepekkhllawm 

nkjllyeldpk ykndsntdg s a 

vvhkiiiacdkpvspppsamigsf 

prpsseadagamlcvqpartki 

lgilglkatslqylrlhtgk.pl 

lpkidestkmgrnqpkkaensk 

nqnassppkdhnsspvreqnr 

mqnefdeltevgfrrdrsskr 

nsvvikalprhllmqgrsqewr 

lgigardspktsgrrgkspagp 

nrttvpedeqa/gsrprpiptrq 

adprtppptrseke/aqlslatd 

qmcpslaplik*pqes**wkqrj 

SI*MEHL 


23715 


54083 


A 


23850 


1075 


1350 


AIITANVFKFVSIDRGLVCNMEL 

EGSNCFIDVCSWTSEMKSKGTS 

RR*KIT*GNSSGSLPRDTQRSGH 

RNSSLCCERSKYGGSRVDIRRK 

VF 
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SKQID 


SEQ ID NO: 


Mer 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=(Jnknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, \ = possiblc nucleotide insertion) 


23716 


54084 


A 


23851 


I 


956 


MEVLARVFRQEKEMKGIHIGK 

EEHKLFLFADNMTLCLEKTKDS 

VKKLVEQPSSFGSVDWLCLSSC 

SGSTHTPRPADVSPGSLPGPGQ 

TFGTREPPQAVSTKEASSSNLH 

APERTVAGLTFTTEQVRALEGV 

FRHHQYLGPLERNWLAREMQL 

SE VQIK.T WFQN RRMKH K RQM 

QDSQLNGPLSGSLHGPPAFHSP 

SSGLANGLQLLCPWAPLPGS/L 














WLPLGSFWGLRQMDQEALASS 

WASCCGQPLAYHPPRPGSGAH 

KLGPALSTGPRGLCALPETGDA 

FEETPPTTCLPHK.RSVQ1ASDAY 

PEDSAVLFTSWRHLSP 


23717 


54085 


A 


23852 


1 


846 


MEAFDANYTFQSGPSAAGLLV 

FAGGPLQALCA W VS A V E A AEQ 

WILQPSSFGSVDWLCLSSCSGST 

HTPRPADVSPGSLPGPGQTFGT 

REPPQAVSTKEASSSNLHAPER 

TV AGLTFTTEQVRA LEG VFRHH 

Q YLGPLERN WLAREMQLSE VQ 

1KTWFQNRRMKHKRQMQDSQ 

LNGPLMGSFPGAPWLSTHHFLA 

LAKGLQ\LLCPWA\PLPGSPGCP 

LGSFWGTPVQMDQEALASSWA 

GCCG\QPLAYHPPRPGSGIDLPK 

GTQLSLRLFQD1SSTRGDHRSG 


23718 


54086 


A 


23853 


3 


239 




23719 


54087 


A 


23854 


10 


1154 


RRAGFGGVRASGAMGTPPGLQ 

TDCEALLSRFQETDSVRFEDFT 

ELWRNMKFGTIFCGRMRNLEK 

NMFTKEALALAWRYFLPPYTF 

QIRVGALYLLYGLYNTQLCQPK 

QKIRVALKDWDEVLKFQQDLV 

NAQHFDAAYIFRKLRLDRAFHF 

TAMPKLLSYRMKKKIHRAEVT 

EEFKDPSDRVMKLITSDVLEEM 

LNVHDHYQNMKHVISVDKSKP 

DKALSLIKDDFFDNIKNIVLEHQ 

QWHKDRKNPSLKSKTNDGEEK 

MEGNSQETERCERAESLAKIKS 

KAVFSVVIQASKSRRHRQVKLD 

SSPLDSASGQGQVKATRKKEK 

KERLKPAGRKMSLRNKGNVQN 

IHKEDKPLSLSMPVITEEEENES 

LSGTEFTASKKJIRQH 
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SF.Q ID 
NO: 

T* " 


SEQ ID NO: 
of peptide 
sentience 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


23720 


54088 


A 


23855 


16 


447 


VNCDKANCSTTCFNGGTCFYP 

GKCICPPGLEGEQCEISKCPQPC 

RNGGKCIGKSKSVCEPGCGAH 

GTCHEPNKCQCQEGWHGRHCN 

KRYEASLIHALRP\AGAQLRQH 

TPSLKKAEERGDPPESNWIWVE 

LPTSGNVLSYTKFI 


23721 


54089 


B 


23856 


103 


1989 




23722 


54090 


A 


23857 


3 


1295 


SGRGVSRHMADYL1SGGTGYV 

PEDGLTAQQLFTGAAARDRLT 

YNNFLILPGFIDFIADKVDLTSA 

LTWKITLKMPL1SSPMDAVTEA 

DMAIAMALMGGIGFIHHHCTPE 

FQANEVRKVKKFERGFIMDPV 

VLSPSHTVGVDVLEGKMRHGFS 

G\I PITETGTMG SKLDSH KQLLC 

GAAVGTREDDKYRLDLLTQVG 

VD VI VLDLSQGNSL YQM AM V Y 

YIKQKYPHLQVIGGNMVTAAQ 

AKNLIDAGVEGLHVGMGCSSIC 

fTQEVMAYSWPQGTAVYKVAE 

YARHFDHGEHGKALALGASTV 

MMGSLLAATTEVPSKYFFSDG 

VWLKKYRGMGSLDALEKSSGS 

QKQYFMEGDKLKIAQGVSSS1Q 

DKGSIQKFVSYLIAGIQHGCQD 

TGVCNLSVLLSMMYSGERKFE 

KWTMLAQIKGGVQGLHSYKK 


23723 


54091 


A 


23858 


770 


1008 


LAPSPCVRSKGRKESPDSR/RPL 
WLRP1APALGPSGRRGLAPDSR 
LNPHRSLLGTGNYDVNV1MAA 
LQGLGLAAVWWDRRR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/:»40,2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


23724 


54092 


A 


23859 


1 


1489 


MTRWSSYLLGWTTFLLYSYESS 

GGMHEECVFPFTYKGSVYFTCT 

HIHSLSPWCATRAVYNGQWKY 

CQSED YPRCI FPFI YRGKAYN SC 

ISQGSFLGSLWCSVTSVFDEKQ 

QWKFCETNEYGGNSLRKPCIFP 

SIYRNNVVSDCMEDESNKLWC 

PTTENMDKDGKWSFCADTSNL 

GMGVGPTPRHHRRASTRHSRPP 

PADPDGGGERPRTADDRQDDA 

TEDDGTRCRGRQTRTQATNAN 

AN HKKSN RTKPPPRHKPN KA K 

RHTKKETPQNT/CGTQDKNPDS 

GRPKLFRRACITSTGTRGELWT 

RSREHPAK\QGRRSGKQRLRPW 

DRMLSPDWHRAQRIAQVWKPE 

QEDGLSIGFGDQPGPHSDTSSR 

QQVRRSKATEMHVGGRVDFD 

DFVELMTPKLLAETAGMIGVQ 

EMRDAFKEFDTNGDGEITLVEL 

QQAMQRLLGERLTPREISEVVR 

EADVNGDGTVDFEGDIDGAWG 

RHGTQGPHWPWGLGDVRGEPL 


23725 


54093 


A 


23860 


283 


490 


GD!WMGTQPKPYHS\PPGPSPN\ 
PCPPHFKNQSMPSPKSPPKVFNS 
FPALTQKVHTSKVSSETRQVPS 
HL 


23726 


54094 


C 


23861 


82 


222 




23727 


54095 


A 


23862 


27 


454 


VDGRIAGEITRRGSRARPRPGPQ 

CPPGRPGTAMIKAILIFNNHGKP 

RLSKFYQPYSEDTQQQIIRETFH 

LVSKRDENVCNFLEGG/LVFVE 

TLDKCFENVCELDLIFHVDKVH 

NILAEMVMGGMVLETNMNEIV 

TQIDAQNKL 


23728 


54096 


A 


23863 


1 


403 


RG SR A RPRPG PQCPPG R PGTA M 

IKAILIFNNHGKPRLSKFYQPYS 

EDTQQQ1FRETF/HLGSKKEEKG 

WNFLKGGLLIGGSDNKLDYRH 

Y AT V Y F V RGGDFSK RE LG FLN 

LIQEFGEPLDKCFEKVWELDLIF 


23729 


54097 


A 


23864 


215 


599 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknonn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23730 


54098 


A 


23865 


2 


6S3 


GRIAGEITRRGSRARPRPGPQCP 

PGRPGTAM1KAILIFNMHGKPRL 

SKFYQPYSEDTQQQURETFHLV 

SKRDENVCNFLEGGLL1GGSDN 

K\LIYRHYATVLYFVFCVDSSE\S 

ELGILDL1QVFV\ETLDKCFGNV\ 

CEL\DLIFHV\DKV\HNIL\AEMV 

MGGMVLETNMNEIVTPIDAQN 

KLEKSE AG L AG A PA\RA\VS A V 

KNMNLP\EIPRNINIG\DISIK\VP 


23731.. 


54099 


B _ 


23866 


94 


726 




23732 


54100 


B 


23867 


94 


1146 




23733 


54101 


B 


23868 


1 


360 




23734 


54102 


B 


23869 


1 


1371 




23735 


54103 


B 


23870 


1 


639 




23736 


54104 


B 


23871 


280 


2391 




23737 


54105 


A 


23872 


-> 


244 




23738 


54106 


B 


23873 


103 


285 




23739 


54107 


A 


23874 


70 


378 


MPLRILLMHGEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEEV 

EEEEEEEEEEEEEEEEEILQIKTK 

HYTTKEQEKEEQGIKLVQGSNN 

D/QEQEKKGEYKNTGEKNSMK 


23740 


54108 


A 


23875 


5 


156 


RKKGGG/EREEEGEGEEEEEEE 
EEEEEEEEEEEEEEEEEEEEVVL 
LTPGTG A EDFKKH | 
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SEO M> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


23741 


54109 


A 


23876 

i 


1 


1808 


MEVLS1DNLAGHKVFYQKESHS 

WKQQKQDLMSGKRLSAANPLP 

ALLLPVLWTTGQAPSPGPGGDP 

1LQLWDDAQQMAGSPRTKKKG 

CTRNSQAARLSFQSRGGQGSLT 

EKM1FEQRFGGGKGESRKDAIA 

I1VVD1VTLQPCRTVEWVPTRPF 

RSLQGHFQGGLRRQQMMVME 

GVWVLSCAMDLTSPRDCLPFC 

VSLPVLLLSAPLCSCSTAGGSPV 

tSPHHFPVEGGLGRVRRCYI^E 

PVVTTLGWESVCWVSFWLLLR 

IRYSTSGQAACHAESQELNPRG 

FGCLGHRNVTWVKCLLPALQP 

EGSVPFLELLEPF1FASASKTFV 

AANLVTWVACFLLVQAAFQLS 

EYRQGVGIPVADRTGDAPTLGL 

S YE A D V AEG HGFFLDQESVIQI I 

PEPLPQFYLCLLDAELTGVQGE 

PALPSMQIFSSPEAATGVHNDR 

GAEHFPVSRQPSAELGLRPMQA 

SQERKINFPGPSPGFPPKRQNKT 

LSRREKKEEEKEEKEEEEEEE/E 

GEEEKEKEEEEEKEEEEEEEEEE 

GGEEEEEEEEEEEEEEEEEEEEE 

KWLYQYDPEDKAQSKQWLSR 

GGSGPVKAKADWWRAKEIHSL 

QPRQVIPGIPSM 


23742 


54110 


A 


23877 


459 


636 


IPGGSNGLEAEGPPPPPLPVAAV 

LA/AGSGGLAVASCAFTICALR 

WPGVPCSRVPIWTPS 


23743 


54111 


C 


23878 


183 


254 




23744 


54112 


A 


23879 


103 


335 


LGSGDLPWEINPLSSCSLLHEK 
DPPTTSGPQTDRPKEHLrNFKSG 
ACYTCRKSGH*AKECLQPGIPIK 
PHLICVGPH 


23745 


54113 


A 


23880 


159 


306 


LGSGNLP*E1NPLSSCSLFREEDP 

PTTSGPQTNQPKEHLTNFKSAA 

ED 


23746 


54114 


C 


23881 


80 


106 




23747 


54115 


A 


23882 


317 


427 




23748 


54116 


A 


23883 


353 


511 




23749 


54117 


B 


23884 


1 


320 




23750 


54118 


A 


23885 


1 


624 




23751 


54119 


A 


23886 


224 


355 




23752 


54120 


A 


23887 


872 


1003 




23753 


54121 


A 


23888 


1 


603 




23754 


54122 


A 


23889 


2 


214 




23755 


54123 


A 


23890 


459 


601 


DVDRHVRGSNFHHNE1RSLAAT 
PRAPGTLAQ/GLTDSFPDLLGLA 
AED 
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SEQ IO 

NO: 


SEQ ID NO: 
of peptide 
se quence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


23756 


54124 


A 


23891 


2 


267 


QWDGWGARKGMEWEDDLPLE 
FGRPTASLLSDRPQPNSSRGSDV 
PFL\PPSLPCHSSACLAATPRAPG 
TLAQGSLTDSFPDLLGLAAED 


23757 


54125 


A 


23892 


72 


299 




23758 


54126 


B 


23893 


1 


1470 




23759 


54127 


A 


23894 


134 


1276 




23760 


54128 


A 


23895 


2 


847 


PPPPRVLRTGGGASLTAQAPGT 

PRRPQEGEPVTPGRSLGLRSSCQ 

ASVSLLLPVIVACASLEPGRGR 

AFRDEGAWNTRVSAAV1SSQA 

QLLSSILVNSRRLSFSAHHTAFG 

TVALGEYAFRMF\RLSARLFG\E 

VT\RPTNS/RSLMKV VICLFSE/I W 

PLAKKKETYDWXYPNHHTY/AL 

ELMAGRLRFLGTLTEDEAFRDF 

MGMEAKTDLKEAFVGKGGNP 

KEREKGKRAAKKGNSCLVPSR 

RGDFLSSVAERRKLHLLSFPHIG 

GDVIFLNGSLFGRNTSHLLGEI 


23761 


54129 


A 


23898 


3 


1224 


MRRNKPRQRGVREARPAGGAG 

PGWRGARCSGAGEGGGGERRG 

SPPAALALAPASGPRRNFPPDA 

RCL1YQQIHQGAFLLAGSASLS 

AVTGVPEGEARFTEDYCPEEK 

MFGFHKPKMYRSIEGQCISGA 

KSSSSRFTDSKRYEK\DFQ\SCFG 

LHETRSGDI\CNACVLLVK.RWK 

KLPAGSKKNNWNHVVDARAGP 

S\LKTTFEPK\KVKTLSG\NRIK\S 

TQ1SKLQKEFK\RSNSDAHSTTS 

SASPAQSPCYSNQSDDGSDTEM 

ASGSNRTPVFSFLDLTYWK.RQK 

ICCGIIYKGRFGEVLIDTHLFKP 

CCSNKKAAAEKPEEQGPEPLPIS 

TQEWTECPDLSLVVSWRPPLSS 

LPAGCSLHGLAADWTTDMITV 

TTSKCREPSCQQEGSFQRRKAF 

PKRLPKMAEVQVLVL 


23762 


54130 


A 


23900 


69 


355 




23763 


54131 


A 


23901 


316 


830 


VSLSQTLHPPMTLQLSRYSRGW 

GLSSDRPRGAKAKVPSCFGTAP 

R/GPEAAPRLLAHHLVPAGRGS/ 

ARAPAPGWRLGSP\GAGRKGR 

DFRLPASGLAVSGEWDPIPWGY 

VGEVGGCSCQWFSPGVQQKRR 

RRKVWLGQPQDLPGPSALADK 

G PA LAKA DGQR VN V AS VG LQP 



3141 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in DSSN 
Uy/54U,2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23764 


54132 


A 


23902 


1 


1044 


MSYKVTQEISKELRWISAVLVT 

WDLRGETGTRVCIAMGVSRMQ 

YSIM A KI VG SGNN LELN PA A DK 

LDNLGAQCGLASVKVSARAAP 

PFAPATLVALLEARAAELPLPPP 

PGVSLRCVEAPDVRGRGRGGG 

EGSGVTRJLLLPPPPPSGASFLQR 

GRPVTPALFQAGWGRAADRPG 

PADLAGGAGGRSGGRRMLPRS 

PGAALRDRSALEDG1VEGYGPL 

GEPEEGSRSSFLESKVAFNYCN 

KV A PLDFGN EA V EQCHTMSDR 

KAVIKNADMSEDMQQDAVDC 

AMQAMEKYNIEKDIAAYIKKEF 

DKKYNPTWHCIVGRNF\GSY\V 

PHTEDKHFIYFYLGQVAllALFK 


23765 


54133 


A 


23903 


33 


427 




23766 


54134 


A 


23904 


72 


777 


EWKQAGEGGGGQRRGSPPAVL 

ALAPASCPRREMSYLPTNPPGSI 

LICWLGVSLSSHRSAGGGSAIY 

G\SYYPEEKMFVFHKPKMYRSI 

EGYC1CRAKSSSSRFTDSKRYEK 

DFQSC FG L H ETRSG DI CN AC VL 

LVKRWKKLPAGSKKKTGIMCN 

QSDDGSDTEMASGSNRTPVFSF 

LDLTYWKRQKICCGINYKGRF 

GEVLIDTHPFKPCCSNKKAAAE 

KJPEEQGPEPLPISTQEW 


23767 


54135 


A 


23905 


234 


989 


PKTSDQ A Y YCPEEKMFGFH KP 

KMY\RSIEGC\CISGAKSSSSRFT 

DSKRYEK\DFQ\SCFGLHETR\SG 

DRCNACVLLVKRWKKLPAGSK 

KXNWNHVVDARAGPSLKTTLK 

PKKVKTL\SGNRIK\STQISKLQK 

/ENFKRVHNS\DAHSTHPQVPSP\ 

AQSPLFTVNQFRWTGSDTGVG 

FPGSNRNHPVFSFLDLATYWKR 

QKICCGIUYKGRFGEVLIDTHLF 

KPCCSNKKA\AAEKPEEQGPEP 

LPISTQEWVTEVFM 


23768 


54136 


A 


23906 


3 


1059 





3142 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540 217 


Nucleotide 
location of first 

rndnn ff*r r>f nttftf 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnkriown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23769 


54137 


A 


23907 


1 


1697 


MRPCALCWRSAVTAAPERAVL 

ESRGGAPDTPRRLHSFTQTRSLS 

PQAHAGPHTRLHPRQGHAHMR 

GGGRVTDTRRH1PNADVPRYK 

LTCTGG VTTFVA L YD Y ESRTET 

DLSFKKG ER\LQI VNNTKG D W 

WLAHSLSTGQTGY1PSNYVAPS 

DSIQAEEWYFGKJTRRESERLLL 

NAENPRGTFLVRESETTKGAYC 

LSVSDFDNAKGLNVKHYKIRK 

LDSGGFYITSRTQFNSLQQLVA 

Y YSMSHCPPFS A AG WYGGGCP 

EEPQKHADGLCHRLTTVCPTSK 

PQTQGLAKDAWEIPRJESLRLEV 

KLGQGCFGEVWMGTWNGTTR 

VAIKTLKPGTMSPEAFLQEAQV 

MKKLRHEKLVQLYAVVSEEPI 

YIVTEYMSKGSLLDFLKGETGK 

YLRLPQLVDMAAQIASGMAYV 

ERMNYVHRDLRAANILVGENL 

VCKVADFGLARLIEDNEYTAR 

QGAKFPIKWTAPEAALYGRFTI 

KSDVWSFGILLTELTTKGRVPY 

PGMVNREVLDQVERGYRMPCP 

PECPESLHDLMCQCWRKEPEER 

PTFEYLQAFLEDYFTSTEPQYQP 


23770 


54138 


A 


23908 


1 


736 


MDPGAALQRRAGGGGGLGAG 

SPALSGGQGRRRKQPPRPADFK 

LQV1IIGSRGVGKTSLMERFTDD 

TFCEACKSTVGV\DFKIKTVELR 

GKKIRLQ1WDTAGQERFSSITSA 

YYRSAKGMILVYDITKKETFDD 

LPKWMKMIDKYA\SEDADLLL 

VG1MKLDCETDRE1TRQQGEKFA 

QQITGMRFCEASA1CDNFNVDEI 

FLKLVDDILKXMPLDILRNELS 

NSILSLQPEPEIPPELPPPRPHVR 


23771 


54139 


B 


23909 


84 


441 




23772 


54140 


A 


23910 


6 


254 




23773 


54141 


A 


23911 


1 


230 




23774 


54142 


A 


23912 


3 


187 




23775 


54143 


A 


23913 


3 . 


143 




23776 


54144 


A 


23914 


3 


481 




23777 


54145 


A 


23915 


1 


711 




23778 


54146 


A 


23916 


55 


381 





3143 



WO 01/075067 PCT/USOI/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

i\f\ i » j ft ^ i ** 

U9o40,2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


23779 


54147 


A 


23917 


240 


875 


GLSAESTPTS1MSMTLGYWDIR 

GLAHAI RLLLEYTDSS YEEKK Y 

TMGDAPDYDRSQWUNEKFKL 

GL\DFPNLPY\LIDGAHKMHPEA 

TPFLCYIXARKHNLLLGETGRRE 

KISSWD1L\ENQAMDVSNQLAR 

VCYSPDFEKLKPEYLEELPTMM 

QHFSQFLGKRPWFVGDKITFVD 

FLAYDVLDLHRJFEPNCLDAFP 

NLKDFISRFEVSCGIM 


•237804 


§4148 ; :'J- 


A 


23918 


64 


774 ' 


CLSAESAPTSTMPMTLGYWDIR 

G LAH A IRLLLE YTD\SS Y EEKK Y 

TMGDAPNDYDRSQWLNEKFKL 

G L\DFPN LP YL1 DG AHKITQSN A 

ILRYI\ARK\HNLCGGDRRREKIS 

CWDILENQVM\DNHMELVRLC 

YDPDFEKLKPKYLEELPEKLKL 

YSEFLGKRPCFLGXDKITFVDFL 

VY\DVLETK\QVFEPK\CLDAF\Q 

NLKDFISRFEGL\EKISAYMKSS\ 

RFLVQELVFSKMAVWGNK 


2378! 


54149 


A 


23919 


163 


317 


LSPNNYYRKLPQKVKLE*RYHR 
LALFSFPTKKJLTPEKVSLCCRFL 
EMGYIF 


23782 


54150 


A 


23920 


62 


255 


VRLTAQKSLGPLTSTHSLWGSA 
\RARHREPVGSVCGCDPCEQLL 
LLVSQLRAPGVDSAAAGRPV 


23783 


54151 


A 


23921 


173 


467 


KSRFCFFGVVLKLPKKLHIR*WI 
GATL*NQP*TIFQTDGDCSHQSL 
GPLPACDLWDQLHLRSKQGGS 
VCGCDPCEQLLLL VSQLRA PG V 
DSAAAGRPV 


23784 


54152 


A 


23922 


35 


548 


PRSCPSLSPGLSCLLQ/RLVNYQI 

S I KCSNQFKLE VCLLN A ENK V V 

DNQAGTQGQXLPAVGQARWGS 

GCRGAHTW\PLAVIGAADCTG 

QRGWEGV*AFPGLTEPVSSLFC 

GQDGD/CSPHSM*VLSHVVLWL 

LNGLQSLVLGSVCGCDPCEQL 

LLLVSQLRAPGVDSAAAGHPV 


23785 


54153 


A 


23923 


1 


599 


MSPAGLVNYQISVKCSNQFKLE 

VCLLNAENKVVDNQAGTQGQL 

KGRPDGAQAV/VGAHTWRFGC 

RRCG*LHRSHWGL*LLHTPCGR 

PHCARHREPVAHSLLCSRAISGS 

EPHFWQCSVQ*PQLCVPGRVAT 

PLGELDSGDGDCSHQSLGPLPA 

CDLWDQLHLRSRQGGSVCGCD 

PCEQLLLL VSQLRA PGVDSAAA 

GRPV 


23786 


54154 


A 


23924 


290 


528 





3144 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

riwlnn for nrnliHp 

sequence 


Nucleotide location of last 
codon Tor last amino acid 

of npnfiHf cfniipncf 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


23787 


54155 


A 


23925 


274 


571 


KSRfCFFGVVLKLPKKLHIR*Wl 

GATL*NQP*T!FQTDGDCSHQSL 

GPLPACDLWDQLHLHSRQGGS 

VCGCDPCEQLLLLWSQLQAPAI 

DSAAAGRPV 


23788 


54156 


B 


23926 


204 


410 




23789 


54157 


A 


23927 


29 


330 


YLGVELVKSAYPFFQIHLSFPSC 
MWLCGLFLLFYIDFLTLMCGD 
KPLICKKHQLSASTCA/CTIC*G 
ALTLLMEIEQGPCDLSCASREV 
STARSLAELFSGP » 


23790 


54158 


A 


23928 


259 


699 


ETSHQVMDRSNPVKPALDYFL 

NRLVNYQISVKCSNQFKLEVCL 

LNAENKVVDNQAGTQGQLKV 

LGANLWWPYLMHEHPAYLYS 

WEDGDCSHQSLGPLPACDLWD 

QLHLRSRQGGSVCGCDPCEQLL 

LLVSQLRAPGWDSAAAGHPV 


23791 


54159 


A 


23929 


245 


695 




23792 


54160 


A 


23930 


302 


745 


ETSHQVMDRSNPVKPALDYFS 

NRLVNYQISVKCSNQFKLEVCL 

LNAENKVVDNQAGTQGQLKV 

LG ANL WWPYLMHEH PA YLYS 

WEDGDCFTPKALDPLPACDLW 

DQLNHLRSRQGGSVCGCDPCEQ 

LLLLVSQLRAPGVDSAAAGRPV 


23793 


54161 


A 


23931 


2 


293 


VFCHTDLRKNLTVDEGTMKVE 

VLPALTDNYMYLVIDDETKEA 

AIVDPVQPQKVVDAARKHGW 

KLTTVLTTHHHWDHAGGNEKL 

VKLESADLGIRLF 


23794 


54162 


A 


23932 


1 


441 




23795 


54163 


A 


23933 


I 


630 




23796 


54164 


A 


23934 


3 


265 




23797 


54165 


A 


23935 


3 


1062 


SAVQPGPVMVVGRGCSRRSLA 

A LG A AC A RRGLG PALLG VFCH 

TDLRKNLTVDEGTMKVEVLPA 

LTDNYMYLVIDDETKEAAIVDP 

VQPQKVVDAARKHGVKLTTVL 

TTHHHWDHAGGNEKLVKLESG 

LKVYGGDDRIGALTHKITHLST 

LQVG\SLNVKCLATP\CHTSGHI 

CYFVSKLGGVSEPFVVFTGDTLF 

VXAGCGEVLMKGLRDEMCKAL 

LEVXLGRLPPDTVGSASLRAGR 

V YCG\HEYTI KQTSKFARVH VET 

GNA\A 1 REK\LPWA\KEKYSIGEP 

TVPST\LAE\EFTYMP\F1KVREER 

RCKQHXAGETDPVTTMRPVRRE 

KDQ\FK\MPRDLRPPLHLQQDL 

GIKALLDRLF 



3145 
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SEQID 


SEQID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


■n USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


23798 


54166 


A 


23936 


107 


750 


SHLWSPVSEPLQACSFC/VIRDK 

YRYFACLMRARSEEHTNEKDM 

MKAIRLLKEAEEEFWYHQHPQ 

PC I FPDSPRGTS Y VTHECY K V PE 

WCLDDWHPSEKAMYPDYFAK 

RKQWKKLRRESWKREVKQLQ 

EETPP AG KEECKL H EG MN Y V V 

LTCIPGAIKQYLACSRYSKTPGP 

RDSCWEVQSDNQCWWWLDSG 

AHGLVTSFKGVMMTVEATTM 






(no- 








AAVF r ; 1 


23799 


54167 


A 


23937 


3 


718 


PASTISCSVTRSRRAVSRLSARP 

GKVSAVMASLASGPYLTHQQK 

VLRLYKRALRHLESWCVQRDK 

YRYFACLMRARFEEHKNEQDM 

AKATQLLKEAEEEVFWYRQHPQ 

P\YIFPDSPWGHPPYERY\DCYK 

VP\EWCLDDWHPSEK\AMYP\D 

YFAKREQWKKLRRESWERENA 

KQL\QEETVPPGGSF*LEALPPGP 

KRKVILPPLWW\YIVTRP\RERP 

MLERERPHLSCLQVKYVTEHG 


23800 


54168 


A 


23938 


269 


488 


TDGVIFIGLSWSPRRCGLGIQRD 
AERI FFALDQA SCG FT1HPHIDA 
AETPRGLT\MHLCRRCQRGQSQ 
AEKLP 


23801 


54169 


A 


23939 

i 


1 


1560 


MVHLGAPVMALNLQGKHLCD 

STASSLLPRRRESNSDDTARED 

ARQKRPANTDMRTQELQTRET 

GQGTARETEVATPLSGPSAGDS 

PPAASEMSCGQLVLALLLLFFL 

LVWNTGT1CSGSGRVARLAQLA 

HDCDGGLALGLCYAVLDQRSV 

VQATPQAPKPGPVQPLTVQGL 

QP VH V AQESSGNEITA RRQS A R 

SRPRG DRTA PS RR VTRRPKH A P 

ERAPIQQGNIVTVRAPTARKKW 

RPAVGTPTGAHPVCTAKGTGG 

RPTPTQAHTRYTERDP1RNSAEL 

TGSRPCTGRERSGVEACKAAV 

HNLL\AQTGSSGLHNYPLDD\Q 

DAIAVEAACTNVPALFLDVSDQ 

TPINSIIFSHEDDVWRTPLVAPT 

NLNTRSSQPARHHRAGAVRRH 

HMTVARSATAHARLRRHAKPQ 

GRERJKPSGAREGSEPLGGESGI 

RTPRGRERDPNPSGAKAGSEPG 

RI PETL PRC KG ETE A KC W A RGN 

FHTAQGSWPRGGRSRWEPLEA 

PALSQQAHGGELPLPAAARSHR 


23802 


54170 


B 


23940 


98 


229 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540 t 2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


23803 


54171 


A 


23941 


1 


256 




23804 


54172 


A 


23942 


289 


433 


VLWSCAAEDFDWLVYRPIGSA 

LSCRLIGPWAIGMWETGFP*VL 

WSCAAEDFDWLVYRPIGSALSC 

RLIGPWAIGMWETGFPLLSSVS 

LS 


23805 


54173 


A 


23943 


450 


1260 


LCACVVGGEKRSGPRJGCAGA 

GKDPFWRAVGVAQKAAAVVA 

CGAASPYRNRADVSVSDHSQS 

RGPGGLSLSGGTVCDMGKKTK 

RTADSSSSEDEEEYVVEKVLDR 

RVVKGQVEYLLKWKGFSEEHN 

TWEPEKNUDCPELISEFM KKY 

KKMKEGGNXNKVREKSESSKR 

KSNFSDSAEDIKCKKKREQSND 

IARGFERGLEPEKIIGATDSCGD 

LMFLMKWKDTDEADLVLAKE 

ANVK.CPQ1VIAFYEERLTWHAF\ 

PEDA ENKEKETAKS 


23806 


54174 


A 


23944 


3 


267 


AMVGGGGVGGGLLENANPLIY 
QRSGERPVTAGEEDEQVPDSID 
AREIFDLI RS* A WPLTPQP A Y W 
YPGPSSCQGCYRCFLESLTMRN 


23807 


54175 


A 


23945 


1 


942 




23808 


54176 


A 


23946 


3 


470 


AMVGGGGVGGGLLENANPLIY 

QRSGERPVTAGEEDEQVPDSID 

ARE1FDIRRCWARAGSGGLRW 

GEQ*YRAAGGAASQQGVPGRG 

F*VGKGAESLFLHFPQ\LIRFLN 

DP\EHSLTLEELNVVEQVRVQV 

SDPESTVAVAFTPTISHWSMGT 


23809 


54177 


A 


23947 


2 


604 


ARSHR1SGGGSAMVGGGGVGG 

GLLENANPLIYQRFGEVRPVTAG 

EEDEQVPDSIDAREVBDLIRSH 

QMTPEHP\LTLEELNVWEQVR\ 

VQVSDPNESTVAVGFPKPTHSGT 

CRHGPPLIGLS\IKVK\LLRSLPS 

AFSRWDVAHLLPGDPLPQEHA 

VEQATLQIKEAGWATALGRTH 

H LLE V VN\QCLSSPAPGT W AF V 


23810 


54178 


A 


23948 


1 


1002 





3147 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


23811 


54179 


A 


23949 


89 


2587 


STSRDRRLSKRSRTTMAAQPRG 

GDYRGSFLLSILLGTPWEAWAG 

RILYSVSEETDKGSFVGDIAKDL 

GLEPRELAERGVRI1SRGRTQLF 

ALNQRSGSLVTAGR1DREE1CA 

QS A RCLVN FNI LMEDKMNLY PI 

DVEIIDINDNVPRJLTEEINVK! 

MENTAPGVRFPLSEAGDPDVG 

TNSLQSYQLSPNRHFSLAVQSG 

DDETKYPELVLERVLDREEERV 














HHLVLTASDGGDPPRSSTAHIQ 

VTVVDVNDHTPVFSLPQYQVT 

VPENVPVGTRLLTVHAIDLDEG 

VNGEVTYSFRKITPKLPKMFHL 

NSLTGE1STLEGLDYEETAFYE 

MEVQAQDGPGSLTKAKVLITV 

LDVNDNAPEVTMTSLSSSIPED 

TPLGTVIALFYLQDRJDSGKNGE 

VTCT1PENLPFKLEKSIDNYYRL 

K\TTKNLDRETLSLYNITLKATD 

GGTPPLSRETHIFMQVADTNDN 

PPTFPHSSYSVYIAENNPRGASI 

FLVTAQDHDSEDNAQITYSLAE 

DTIQGAPVSSYVSfNSDTGVLY 

ALQSFDYEQLRELQLRVTAHDS 

GDPPLSSNMSLSLFVLDQNDNP 

PEILYPALPTDGSTGMELAPRSA 

EPGYLVTKVVAVDKDSGQNA 

WLSYLLLKASEPGLFAVGLYTG 

EVRTARALLDRDALKQSLVVA 

VQDHGQPPLSATVTLTVAVAD 

SI PE VL A DLG SL EPSDG P YN YDL 


23812 


54180 


B 


23950 


165 


335 




23813 


54181 


A 


23951 


217 


859 


GSAMAQQRALPQSKETLLQSY 

NKRLKDDIKSIMDNFTEIIKTAK 

IEDETQVSRAT\QGEQDNYEMH 

VRAANIVRAGESLMKLVSDLK 

QFLILVNDFPSVNEAIDQRNQQL 

RTLQEECDRKLITLRDEIS1 DLY 

ELEEEYYSSSPGPSLVSQQLSEQ 

QLLSSAWTAWPKVTLSSLAPGP 

QYSVNGPAAHAHPGTCASAGIS 

SSLLPEPVLLVPVF 


23814 


54182 


A 


23952 


1 


1263 





3148 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=Stop codon, /^possible nucleotide 

uciciiuiit i |iua>iuic uuticutiuc inscriion/ 


23815 


54183 


A 


23953 


70 


2530 


PGVSRLVSKLRRARGMGSGAG 

ELGRAERLPELFLFLLTLFCPAL 

CEQ1RYRIPEEMPKGSVVGNLA 

TDLG FS VQELPTRKLR VSSEKP 

YFTVSAESAELLVSSRLYREEIC 

GKKPACALEFEAVAENPLNFY 

HVNVEIEDfNDHTPKFTQNSFEL 

QISESAQPGTRFILGSAHDADIG 

SNTLQNYQLSPSDHFSLINKJEKS 

DGSKYPEMVLKTPLDREKQKS 

YHLTLTALDFGAPPLSSTAQIH 

VLVTDANDNAPVFSQDVYRVS 

LSENVYPGTTVLQVTATDQDE 

GVNAEITFSFSEASQ1TQFDLNS 

NTGEITVLNTLDFEEVKEYSIVL 

EARDGGGMIAQCTVEVEVIDE 

NDN A PE VI FQSLPN LI MED AEL 

GTHIALLKVRDKDSRHNGEVT 

CKLEGDVPFKILTSSRNTYKLV 

TDAVLDREQNPEYNITVTATDR 

GKPPLSSSSS1TLHIGDVNDNAP 

VFSQSSYIVHVAEKNPPGASISQ 

VRASDPDLGPNGQVSYCIMAS 

DLEQRELSSYVSISAESGVVFA 

QRAFDH EQLRA FELTLQA RDQ 

GSPALSANVSLRVLVDDRNDN 

APRVLYPALGPDGSALFDMVP 

HAAEPGYLVTKVVAVDADSGH 

NAWLSYHVLQASEPGLFSLGLR 

TGEVRTARALGDRDAVRQRLL 

VAVRDGGQPPLSATATLHLVF 

ADSLQEVLPDITDRPDPSDLQA 


23816 


54184 


C 


23954 


75 


149 




23817 


54185 


A 


23955 


442 


618 


CQRLRSWVSQPFSFSFFPSFPTF* 

NILCLFVYLEVEFPSCCPGWSN 

NWAKSSGKALEAN 


23818 


54186 


A 


23956 


1 


245 
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SEOll> 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23819 


54187 


A 


23957 

K!'-* "' 


30 


1079 


APCASFLTPLAAASVGKVWLG 

LRGAAPMASVLSYESLVHAVA 

G A VG S VT AMT\ V V FPL DTA S I F 

DFSVDRKRKSKTTHMVVLEIIK 

EEGLLAPYRGWFPVISSLCCSNF 

VYFYTFNSLKALWVKGQHSTT 

GKJDLVVGFVAGVVNVLLTTPL 

WVVNTRLKLQGAQFRNEDiVP 

TNYKGIIDAFHQIIRDEGISALW 

NGTFPSLLLVFNPAIQFMFYEGL 

KRQLLTFAFQLSSLDVFIIGAVA 

KAIATTVTYPLQTVPLFPQFGR 

HRLNPENRTLGSLRNILYLLLQ! 

FRTPSEREPFYTSVTLSVLSSVA 

YPMMPLSNITSAYRIGVLEKGG 

GSGKSDNSDDDDDN DDGG V 


23820 


54188 


A 


23958 


1375 


2451 


VPRVPFAINVLTHSRQRYRRNL 

RF Y ADDPTI RV/GG PT YH WV RE\ 

AEE ER V VDN RMH DRFCELRT A 

AGHPVEGGRPLVIKG1THPAET 

ALQRFKPLMYQVVASDLDGTL 

LSPDHTLSPYAKETLKLLTARG! 

NFVFATGRHHVDVGQIRDNLEI 

KS YMITSNG AR VHDLDGNLI FA 

HNLDRDIASDLFGVVNDNPDIIT 

NVYRDDEWFMNRHRPEEMRFF 

KEAVFQYALYEPGLLEPEGETK 

ALLTPGKLKNFLVEKMRTLGT 

AACPPYHIAFVIGGTSAETNLKT 

VKLASAHYYDELPTEGNEHGQ 

GSAMSSWNRNCWKRPRNSVLA 

RSLAVNTSRTTFALSVCHVTAH 

PARSAWASPVR 


23821 


54189 


B 


23959 


1 


1386 




23822 


54190 


A 


23960 


1375 


1609 


VPRVPFAINVLTHSRQRYRRNL 
RFYADDPT1RV/GGPTYHWVRE 
S\EEERVVDNRMHDRFCELRTA 
AGHPVEGGRPLVIK 


23823 


54191 


A 


23961 


433 


741 




23824 


54192 


A 


23962 


12 


224 




23825 


54193 


A 


23963 


3 


2053 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


23826 


54194 


A 


23964 


1 


2408 


MGGADIAGPRREHNAKHPTVG 

LGSAAQTTCLPGPKQKGDPTRH 

QPVDKRNDVGPRQHFWCWRV 

EIHKEKRMKTGPLNESELEWLD 

DI LTK YNTDH A I LDV AELDG LL 

TAVLSSPQEIEPEQWLVAVWG 

GADYVPRWASEKEMTRFMNL 

AFQHMADTAERLNEFPEQFEPL 

FGLREVDGSELTIVVPPGGRTA 

TN ALSCG SLFG EETSPRG PS A DS 

TSQSIGGGSPHDCAKGIALVAA 

NGGDIRDYEGVDRSAKPQLPMI 

AINTTAGTASEMTRFCIITDEAR 

HJKMAIVDFCHVTPLLSVNDSSL 

MIGMPKSLTAATGMDALTHAI 

EAYVSIAATPITDACALKAVTM 

IAG1STFFASSRMALMQASAPSA 

SFLPVTFTPIAAAQSRRRAAAT 

GYRDRWLCHGDVLLQ1CANTQ 

DTVIHALRDIIKHNSCPDDCSVQ 

HDAV1DDGCDFIDYLGGSETVV 

ALNTPRADDYHPVMVLCAKTD 

KAHRNVIHTSKLCFITLTPEISQ 

RSHGKSSKRVFSCFPVFLLLKH 

RR1VAQKYAELAYDLFHLGFD 

VLI1DHRGQGRSGRLLADPHLG 

HVNRFNDYVDDLAAFWQQEV 

QPGPWRKRYILAHSMGGAISTL 

FLQRHPG VCDVAIALTAPMFG I V 

1 RMPSFM ARQI LNWA EAHPRFR 

DG YAIGTGRWRALPFA INVLTH 

SRQRYRRMLRFYADDPTIRVGG 


23827 


54195 


B 


23965 


1 


3357 




23828 


54196 


A 


23966 


14682 


14931 


EIGPGPRPLPSPLP*ATSTSVLAA 

SGRPERTRVHAGIKIVLEDIFTL 

WRQVETKVRAKIRKMKVTTKV 

NRHDKINGKRKTAKEQSPLLQE 

SLFATGDVSrfNLLRALDVGLLA 

NLSALAELDISNNKISTLEEGIF 

ANLFNLSEINLSGNPFECDCGL 

AWLPRWAEEQQVRV/AAARGS 

HVCWAWLPGWPASAWHPLAG 

QWLW*GVCRLPP*QQLRHRGS 

SVLFSCPRRPA/CSQRPAAPSAS 

PPARASQPSPSRA 
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\ , , 



SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0y/54U,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=p«ssible nucleotide insertion) 


23829 

T~t ■ * — 


54197 


A 


23967 


I 


714 


MVK.LS I V LTPRFLSH DQGQLTK 

ELQQHVKSVTCPCEYLRKVrNT 

LA DHRH RGTDFGGSP WLLIITV 

FLRSYKFAISLCTSYLCVSFLKTI 

FPSQNGHDGSTDVQQRARRSN 

RRRQEG1K1VLEDIFTLWRQVET 

KVRAKICKMKVTTKVNRHDKI 

NG1CRKTAKEHLRKLSMKEREH 

G E KERQ VSE AEENG KLDMKEI 

HTY/MITPSARKPLCN R VRM A A 

AEHRHSSGLPYWPYLTAETL 


23830 


54198 


A 


23968 


111 


216 


ALLFPISTWSTPLGTQQAPQCV* 
PTPMPMRPVPS 


23831 


54199 


A 


23969 


1 


4710 




23832 


54200 


A 


23970 


3544 


3723 


RSHRSPPRCPPSRAPAPRRSAAA 
PPRR*PPRAPAAPRPGPP/CMAR 
PPPARPTAGSRVPPL 


23833 


54201 


A 


23971 


3 


1119 


EFGTSHRHRGTDFGGSPWLL11T 

VFLRSYKFAISLCTTYLWVINTL 

ADHRH RGTDFGGSP WLLI1TVF 

LRS YK FA ISLCTTYLQ VSFLKTI 

FPSQNGHDGSTDVQQRARRSN 

CRRQEG1KIVL\EDIFTLWRQVE 

TK VRA K 1 RKM K VTTK\ATRLTK 

1 KERRKTAQDH WRKLSM KERE 

HREEERQVSEAEENGKLDMKEI 

HTYMEMFQRAQALR\RRAED\Y 

YRCKITPSARKPLCNRVRMAAA 

EHRHSSGLPYWPYLTAETLKNR 

MGHQPPPPTQQHS1 1 DNSLSLKT 

PPECLLTPLPPSALPSADDNLKT 

PAECLLYPLPPSADDN LKTPPEC 

LLTPLPPSAPPSADDNLKTPPKC 

VCSLPFHPQRM1ISRN 


23834 


54202 


A 


23972 


1 


1149 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence . 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon. /= possible nucleotide 
deletion, V^possible nucleotide insertion) 


23835 


54203 


A 


23973 


93 


1165 


HRRSAAEAPAAAVMPFPFGKS 

HKSPADIVKNLKESMAVLEKQ 

DISDKKAEKATEEVSKNLVAM 

KEILYGTNEKDPQTEAGAQLAQ 

EL YNSG LL ITL V A DLQLI DFEG K 

KDVAQIFNNILRRQIGTARTPTV 

EY1CTQ\QNI\LFMLLKGYESP\EI 

ALNXCGIMLRECIRHEPLGKIIL 

WSEQFYDFFRYVEMSTFDIASD 

AXFATFKG LLTRHKLLSAEFLEQ 

HYDRFFSEYEKLLHSENYVTKR 

QSLKLLGELLLDRHMFTIMTKY 

ISKPV\NLK\LMMNLLRDKSRNJ 

QFEAFHVFKA\FVANPNKTQPIL 

DILLKNQAKLIEFLSKFQNDRTE 

DEQFNDEKTYLVKQIRDLKRPA 

QQEA 


23836 


54204 


A 


23974 


3 


158 




23837 


54205 


A 


23975 


3 


1071 


G V RASGRAVPRAV F AGMKRPC 

EETTSESDMDETIDVGSENNYS 

GQSTSSWl RLNSPTTTSQIMAR 

KKRRGIIEKR\RRDRINNSLSELR 

RLVPTAFEKQGSAKLEKAEILQ 

MTVDHLKMLQATGGKGYFDYA 

HALAMDFMSIGFXRECLTEAAR 

YLSSVEGLDSSDPLRVRLVSHL 

STCATQREAAAMTSSMAHHHH 

PLHPHHWAAAFHHLPAALLQP 

NGLHASESTPCRLSTTSEVPPAH 

GSALLTATFAHADSALRMP\ST 

GSVAPCVPLLSTSLLSLSATV\H 

AAAATATAAAHSFPLSFAGAFP 

MLPPNAAAAVAAATA1SPPLSV 

SATSSPQQTSSGTNNKPYRPWG 

TEVGAF 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=HJnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


23838 


54206 


A 


23976 


1 


1416 

, t 


MPGNLTRKESSSPLTDRHCHTS 

SQFSHRFNAISPFPPAELGCDHV 

ASAAADPLGVPGVATQWAGGL 

SAALAAPRRPHSCRRLQVLGAL 

GILK.SAGRVNFRCFGPLSIRGKP 

KTPLWEQEKPKLQTGSAGSQQ 

KRVMLKPSRGADRVLGRGSQR 

PAETDRETTDLRQRK RM KEG K. 

ERTLRAARGETRRSNGNLARQ 

TVPEGCRSQTQALQVVRNARJ 

PPCIPNLDRPPEACSSGSTGGM 

MPLRVAPSPVASGESSHLSSGR 

GDRGLVRCKVEELRfQPVAFPE 

FIPPPTSPRADSESGDWCCTVLA 

N PSKTG SGG WEQRKTECXPQG R 

TQNPQQRGS/RNLVLLTAGQES 

TPRRSQLTRSPAAERRTEEQGE 

DRKNRALGCNLFPRVPRHARD 

SQRALRASTQAPKKSTFAFPGI 

HSGAVCSKRRICGVQGEPFPLPF 

ASQCSSCLKILPSPGPTKELTSY 

LLHSGCGFLDK.LRV 


23839 


54207 


A 


23977 


3 


139 




23840 


54208 


A 


23978 


141 


734 


GSQLRRPAFGVRVALEESKGLI 

RKDSCRGRACAGANACARRRR 

PPTMSGAAWRGTPLALVRSSRT 

RGVWAWQWSATRSPSDSCFPG 

VARDKEDGEPKTKHLREEEEE 

GEKHRELRLRNYVPEDEDLKK 

RRVPQAKPVAVEEKVKEQLEA 

A\SPEPVIEEVDLANLAPRKPDW 

DLKRDVAKKLEKLKK.RTQRAI 

GRLDP 


23841 


54209 


A 


23979 


■*» 


585 


GTVGGVCGPRRSSSASPQEQDQ 

DRRKDWGHVELLEVLQARALF 

TAVPLSEEDRATVLKAVHKVK 

PTFSLPLQLPPPVNTSKLLRDVY 

AKDGRVSYPKLHLPLKTLQCLF 

EKQLHVELASRMCVVSVEKPT 

LPSKEVTHARKTxLKTLRDQWE 

KALCRJELRETKNRLERQVYEG 

RFSLYPFLCLLDECEVVRMLLQ 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
'-Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23842 


54210 


A 


23980 


1 


3778 


M RRRG PVG WPG A AC VMSALC 

WGRGAAGLKRALRPCGRPGLP 

GKEGTAGGVCGPRRSSSASPQE 

QDQDRRKDWGHVELLEVLQA 

RVRQLQAESVSEVVVNRVDVA 

RLPECGSGDGSLQPPRKVQMG 

AKDATPVPCGRWAK1LEKDKR 

TQQMRMQRLKAKLQMPFQSG 

EFKALTRRLQVEPRLLSKQXMG 

GCLEDCTRQAPESPWEEQLARL 

LQEAPGKLSLDVEQAPSGQHSQ 

AQLSGQQQRLLAFFKCCLLTDQ 


23843 


54211 


A 


23981 


101 


805 


HMYTSMKPSSQPRSWISTPHPK 

ACSSLSFPLSLDNWMN1NLREVI 

CTSRDGDKFWRMPECYIRGST1 

K YLRI PDEII DM VKEEV V AKPR 

GRGGLQQQKQQKGRGMGGAG 

RVGSPLSSGWPGAGRQPHVAS 

LLLGVALAALPRRLPNLPGPPS 

CPLAMNRG PGRG A PRHGTQPSS 

QCASWRSSGHIKSPPQAPVSPM 

RGNGGAHLSRPLATTLGTLRGS 

IQSQGRPPPPEMMNWH 


23844 


54212 


A 


23982 


133 


1069 


RIAWGQDRSCLQGGPFATYVP 

GLILCSLQGWYGVQAGQDLQG 

LPRSQGWARRPGGKL1TCSPSP 

QDGDKFWRMPECYIRGSTIKYL 

RIPDE1IDMVKEE\VVAKGR\GR 

EGPCQQAESQQK/GVRGMGGA\ 

GRCVFGGRGRGMGSPITG\RCH 

PDKKPGRQAGQTVSAHPDRLL 

RPLLARVGDFRSTVSERNLLQK 

GRGRPPRGEPPFRVLVTPSLFKV 

KAPFFLPKN RQILRVRKCLLCCF 

FGFCETGPSQKLGWNPLERVLC 

LKAIFSSPFASGFSRASHFPRRG 

LFLHFLGSLSEASNQTGRFLILK 


23845 


54213 


A 


23983 


1 


326 


PVSLECYTVPPEDNLALLQLYF 

RTLVTGA/LRPRWCPVLYAVTL 

WPHVNSF1FSQRPR1VD1DGKM 

GTLSCIQPFNRCLARRRTLCPNG 

RQETKEQKACLPGSRLFELF 


23846 


54214 


A 


23984 


2 


341 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


23847 


54215 


A 


23985 


114 


712 


DLISALMIWFHVIVIHTPYVCIYI 

PTLPLSTSFPLSQLPVSLECYTV 

PPEDNLALLQLYFRTLVTGALR 

PRWCPVLYAVAVAHVNSFIFSQ 

DPQSSVSYIS1FRGRKGASN*AA 

SGPAGEEVSVKQGQWWVPAL 

GS VPPLP VLLIADE VKA A RRSM 

LQKTWLLADEGLRQHLLHYKL 

PN STLPEG FEL Y SQMPPLRQH Y 


23848 

O* — 


54216 


A 


23986 . 


357 


2771 


FESSCPPVGSPVGAGPTPSLYKV 

PCATAMKLLRVLASAGRNIAA 

RLLSSFDLRSRLCRJIAEAPQEL 

ALPPEEAEMLSTEALRLWAVA 

ASYGQGGYLYRELYPVLMRAL 

QVVPRELSTHPPQPLSMQRIASL 

LTLLTQLTLAAGSTPAETISDSA 

EASLSATPSLVTWTQVSGLQPL 

VEPCLRQTLKLLSRPEMWRAV 

GPVPAACLLFLGAYYQAWSQQ 

PSSCPEDWLQDMERLSEELLLP 

LLSQPTLGSLWDSLRHCSLLCN 

PLSCVPALEAPPSLVSLGCSGGC 

PRLSLAGSASPFPFLTALLSLLN 

TLAQIHKGLCGQLAAILAAPGL 

QNYFLQCVAPGAAPHLTPFSA 

WALRHEYHLQYLALALAQKA 

AALQPLPATHAALYHGMALAL 

LSRLLPGSEYLTHELLLSCVFRL 

EFLPERTSGGPEAADFSDQLSL 

GSSRVPRCGQGT\LLAQACQDL 

PSIRNCYLTHCSPARASLLASQA 

LHRGELQRVPTLLLPMPTEPLL 

PTDWPFLPLIRLYHRASNTPSG\ 

LSPTDTMG\TA M\R VLQ WVL V L 

ESWRPQALWAVPPAARLARLM 

CVFLVDSELFRESPVQHLVVAAL 

LAQLCQPQVLPNLNLDCGLRG 

LTSFPDLYANFLDHYEAVSFGD 

HLFG A M VLLPLQRRFS VTLRL A 

LFGEHVGALRALSLPLTQLPVS 

LECYTVPPEDNLALLQLYFRTL 


23849 


54217 


A 


23987 


291 


454 


KAETGSLPYTLCKNQFKMD*RL 

TC*T*NHKNPRRKPR*YHSGHR 

HGQRLHDENT 


23850 


54218 


A 


23988 


1 


613 
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SEQ ID 

NO: 


SF.Q ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540 2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiiown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


23851 


54219 


A 


23989 


807 


1345 


RCEERLLPLNLAVIALPSGLER 

WSFFAVYNGHPGSQVAKYCCE 

HLLDHIADNQ/DFTGSAGAPSLE 

NVKNGIRTG/CPEPEVHDTERSE 

EDDHFI1LACDSIWDVMGNEEL 

CDF VRSRLEVTDDPEKV YN EI V 

DTCLHKGSQDNMCVIRLWFPN 

APKVSPEAAKKEAELGKYRLN 

SILSDQ 


23852 


54220 


A 


23990 


344 


636 


SSLSLLDIWVGSKSLLL*IVPQ*T 
Y VCMCL YSSM I YSPLG I YP VMG 
WLGQMVFLVLDPSGIATLTST 
MVELVYSPTNSVKVFLFLRILSS 
TCCFLTF 


23853 


54221 


A 


23991 


I 


2793 




23854 


54222 


A 


23992 


18 


409 


SSVVEFVDPRVAPALLPQLPLES 

SSHGSVLPTMAVCLDKGHKMT 

KNMSKPRHSCRRGRLTKHXKFM 

WDMIREVCGFAPYERHAMVLL 

KVSKDKRALKFIKKRVGTHIRT 

rCRRQEELSNVPAIMRKADAKK 

D 


23855 


54223 


A 


23993 


1 


609 


MHPRGPPPPAQEESHTDESPGID 

HQSL ARRAGRVGRTGG FSQLL 

AQTNTSMLSSSPASCTSPSPDGE 

NPCKKVHWASGRRRTSSTDSES 

KSHPDSSKIPRSRRPSRLTVKYD 

RGQLQRWLEMEQWVDAQVQE 

LFQDQATPSEPEIDLEALMDLST 

E EQKTQLE A 1 LGNCP\RPTE A F I S 

ELLSQLKETPETQPASEISLRDH 


23856 


54224 


A 


23994 


1 


204 




23857 


54225 


A 


23995 


1 


418 


MWNRLCNWVTSIGWKSLEGSE 
EDRKSSQWGTLPSGAVRRGPPS 
SRSKNGRSNSSLHPVPGKATGT 
QLEPMRAVMGDESCKATGTEL 
LH A LG A H PL H RLLKQH SHM MF 
QK VQ V EPLRKAEPHH WQRL * PF 
SSE*NHGPSR 


23858 


54226 


A 


23996 


104 


253 
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SEQ 11) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23859 


54227 


A 


23997 


666 

... 


1436 


WRPCFWLQAKKEAPAPNPKAK 

AKVKALVKAKKAVLKDVHSHK 

KKKD\RKSPTFRG\PKTLCTR\KP 

PKCLQKTAPRKNKLDHCAITKF 

PLTTKSTTK KIEDNNTL VFI V D V 

KANKHQFKQAVKKLYDTDVA 

KNITKRWDVTSIITSCYIHLRLA 

SRLALEDLLAGLMNCLKGTFW 

NEESGERVETRPESRFKQQSKLI 

YTIKNPGRKXYGAEEKRAFWC 

HTDLJLLHDHDEQVNHFSSPSST 

FTKCKRRKPFLLREFVWIK 


23860 


54228 


A 


23998 


2 


301 




23861 


54229 


A 


23999 


1 


242 


MGMVRKQALERTEWALVCRQ 

AWSSRMGYSTTVSPTQCQYTC 

SRGLLDSQLQLYKCTQALPEIH 

SLGHVCPSLITVKYSHYVLAAA 

TLFIWDNNESLRTGLLSVSTCK 

SGTRDFMRISGMVSLTSEVDNV 

EVFHYFPLHIQGKKFWAVGAI 

MTIFVISIYYEPGAHWHHMWK 

LLKVYSLESQKREEDISfCRLPNF 

LKSSRRPWEDLILMLRKSPEMS 

KEYRASPLSLSAALRSKDRQSR 

HRCVTSTFHIREVRCCKSQGLP 

LCMHETAAHICP*TEGQQKGSG 

GLLYIP*TSPEIFSASESDPPMAC 


23862 


54230 


A 


24000 


2 


948 


CGTPTVVPGTGTSRRVRTATVE 

PTWKCRAAQQPPPPP/PPLWVK 

LPPPDTSTKPELQLEELDADSS 

WMPLHGSCPTGKLAVDARSSL 

FTEPAFPYWKXMKHTFQNILS 

WSKFTNLTYSVTQLWLLVVMA 

QTSYPHSLVGRKQVILHSSCLY 

SLDNKTSLAGDDHDDDDHDDN 

DSSPAEKGPPPITKSLDKADEQS 

HLRLAVLELGFYKPVNLLLVA 

MTGCLLQLMMKKEQCGTHGG 

EGSTLEGSRPDVPQDLFSPTLGF 

YGSTSLSADLGENV1LKLYLPSF 

PLQESEPSAEHGENLWALYVGF 

EERRSEASLAKAP 


23863 


5423 J 


A 


24001 


265 


513 




23864 


54232 


A 


24002 


513 


796 


TGTAWTPPPPPLTTGAPCTPPPR 
CTARGRT/PGDSHLGGGPAATA 
GGPRTSPMSSGGPSAPGMRPPA 
SSPKRNTTSLLNSGLEPTFSFRIT 
FGFM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

Ctf*/1 t ft All ^ P 


Met 
hod 


SEQ ID NO: 
in USSN 
fto/cjn 217 


Nucleotide 
location or first 

rrtHnn fnr (vntldp 

sequence 


Nucleotide location of last 
codon Tor last amino acid 

of iwntidp Qpnurnrf' 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


23865 


54233 


A 


24003 


1268 


2097 


TPELTGAISLSTLGDPSPFRQPSS 

AOMGHLLSTSLSTPPTTSNSETT 

QPAFATVTPSSSSVLPGLPQTSF 

SGMGPSAELMASTSPKQQLPQF 

S A A FG HQLSSH SG I PICDLQPS H S 

SIAPPTGFTVTGVKLQTFAVSVT 

VLftATCLELFVPPGGFVVSLAS 

GVKLQTVTPLHFSGNHPSAFYY 

YRLSFEMDKGKKRQFGVEKEK 

CGSLGGFVMLGNEEMIRRAVT 

L1AWTKIPFLGIREAKNPGSENI 

RLATfLEAPVPPSWELWEQGPPG 

APYYQP 


23866 


54234 


A 


24004 


3 


1163 


GEVTSWNRGRGLRIWRYFLFGP 

VQKTMRLLLSRLTYCWLEQDG 

RVSWRLGLE1GSLPTPVPVRLCP 

ANRSPPMVCGTTGRSSSNSSTE 

KRMCTCSSRAALHFLKGPEGG 

TLMEEIRALIKEPPESSLTPSTRG 

GHSEKAPSKNHQAATVNTTTLS 

RJSH1SHTHLL1HCTGKEQHEPY 

EDAATRSRPEADLSRHERLTCR 

HLDLGLPDMQNRQCVPGSQGL 

RPVGGLEGPRHWCLVRSSRLG 

VLPRRPQGCEDDAGGLQRQDC 

GQWRELVQLPTPP/VCPGGASP 

HPKPLPDLPDPPGSSRCFCLLPG 

TCPAAPPAGSPSPCSQSPGCLPP 

VPTPSVLECCTQVLLEDSKPQS 

HRNSAPHLQPGIWSHIPGSHPW 

CLVLAAEGSTSSV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=S(op codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


23867 


54235 


A 


24005 

rt - - - 


1 


2502 


MEARVERAVQKRQVLFLCVFL 

G MS WAG A E PLR Y F V A EETERG 

TFLTNLAKDLGLGVGELRARG 

TRIVSDQNMQILLLSSLTGDLLL 

NEKLDREELCGPREPCVLPFQL 

LLEKPFQIFRAELWVRDINDHA 

SV FLDREISLKILESTTPG A AFLL 

ESAQDSDVGTNSLSNYTISPNA 

YFHrNVHDSGEGNIYPELVLNQ 

VLDREE1PEFSLTLTALDGGSPP 

RSGTALVRILVLDVHDNAPDFV 

RSLYKVQVPENSPVGSMVVSV 

SARDLDTGSNGEIAYAFSYATE 

RILKTFQINPTSGSLHLKAQLDY 

EAIQTYTLTIQAKDGGGLSGKC 

TVVVDVTDINDNRPELLLSSLT 

SPIAENSPETVVAVFRIRDRDSG 

NNGKTVCSIQDDLPFILKPSVEN 

FYTLVTEKPLDRERNTEYNITIT 

VTDLGTPRLKTEKNITVLVSDV 

N DN A PA FTQTS YTLF VRENNSP 

ALPIGSVSATDRDSGTNAQVIY 

SLLPSQDPHLPLASLVSFNADNG 

HLFALSPWTTMPLRAFEFRNNS 

PALHIGSVSTAETN1QVTYSLLP 

PRNPHLPLASLVSINTDNGHLF 

ALRSLDYEALQEFEFRVGASDR 

GSTALSSEALVRVLVLDANDSS 

LFVLFPLQNGSAPCTELMPRA\A 

AEPGYLVTKNAWLS*QLLKAT 

EPGLFGVWAHN/GTDRLLSERD 

TAKHRJLMVLVKDNGEPPRSAT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion* \— possible nucleotide insertion) 


23868 


54236 


A 


24006 


I 


1960 


MEARVERAVQKRQVLFLCVFL 

r.K4C\W a n A CDI DVC\ / A mnrrr*/^ 
vjiviO ** rwjrxv^i l>iv j l V nCC 1 CIVVJ 

TFLTNLAKDLGLGVGELRARG 

TRIVSDQ1MMQILLLSSLTGDLLL 

NEKLDREELCGPREPCVLPFQL 

LLEKPFQIFRAELWVRDrNDHA 

SVFLDRE1SLKILESTTPGAAFLL 

ESAQDSDVGTNSLSNYTISPNA 

YFHINVHDSGEGN1YPELVLNQ 

VLDREEIPEFSLTLTALDGGSPP 

RSGTALVRILVLDVNDNAPBFV 

RSLYKVQVPENSPVGSMVVSV 

SARDLDTGSNGEIAYAFSYATE 

R1LKTFQINPTSGSLHLKAQLDY 

EAIQTYTLT1QAKDGGGLSGKC 

TVVVDVTDINDNRPELLLSSLT 

SPIAENSPETVVAVFRIRDRDSG 

NNGKTVCSIQDDLPFILKPSVEN 

FYTLVTEKPLDRERNTEYNITIT 

VTDLGTPRLKTEHNITVLVSDV 

NDNAPAFTQTSYTLFVRENNSP 

ALP1GSVSATDRDSGTNAQVIY 

SLLPSQDPHLPLASLVSINADNG 

HLFALSPWTTMPLRAFEFRNNS 

PALHIGSVSTAETNIQVTYSLLP 

PRNPHLPLASLVSrNTDNGHLF 

ALRSLDYEALQEFEFRVGASDR 

GST A LSSEA LVRVLVLDANDSS 

LFVLFPLQNGSAPCTELMPRAVA 


23869 


54237 


A 


24007 


1 


966 


MGHHLMIDKLVALGGLYYAIQ 

RHYATKCSVLKNDQILVIGLFM 

IQNVIYRKHFANPLSALFLQQG1 

ELFAA1AEIHITTVAERNHAITQI 

RLEAQTIFDSLKEWHNAIRKSL 

DYEALQAFEFRVGATDRGFPAL 

SSEALVRVLVLDANDNSPFVLY 

PLQNGSAPCTELVPRAAEPGYL 

VTKVVAVDGDSGQNAWLSYQ 

LLKATEPGLFGVWAHNGEVRT 

ARLLSERDVAKHRLVVLVKDN 

GEPPRSATATLQVLLVDGFSQP 

Y LPLPRA APAQAQADS LTV YL 

VVALASVSSLFLFSVLLFVAVR\ 

LCRRSRAAPVGRCSVL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
^Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


23870 


54238 


A 


24008 


1 

• 


2673 


MEVMGNMGSKILITGITSTKRK 

VALLAKKRERK11SQRKDVTDS 

RAKRQSEEKSIGKETVVIG1GLI 

SKDSAAAICESRWRJLSESHFER 

LIQRRMEARVERAVQKRQVLF 

LCVFLGMSWAGAEPLRYFVAE 

ETERGTFLTNLAKDLGLGVGEL 

RARGTR1VSDQNMQILLLSSLT 

GDLLLNEKLDREELCGPREPCV 

LPFQLLLEKPFQIFRAELWVRDI 

NDHAPVFLDREISLIC1LESTTPG 

AAFLLESAQDSDVGTNSLSNYT 

ISPNAYFHrNVHDSGEGNIYPEL 

VLNQVLDREEIPEFSLTLTALDG 

G S PPRSGTAL VRI L V LD VN DN A 

PDFVRSLYKVQVPENSPVGSM 

VVSVSARDLDTGSNGEIAYAFS 

YATERILKTFQFNPTSGSLHLKA 

QLDYEAIQTYTLTIQAKDGGGL 

SGKCTVVVDVTDINDNRPELLL 

SSLTSPIAENSPETVVAVFR1RD 

RDSGNMGKTVCS1QDDVPFILK 

PSVENFYTLVTEKPLDRERNTE 

YN 1TI T VTDLGTPRL KTE HN I TV 

L VS D VN DN A PA FTQTS YTLF VR 

ENNSPALP1GSVSATDRDSGTN 

AQVIYSLLPSQDPHLPLASLVSI 

NADNGHLFALRSLDYEALQAF 

EFRVGATDRGSPALSSEALVRV 

LVLDANDNLAPFVLYPLQNGSA 

PCTELVPRAAEPGYLVTKVVA 

VDGDSGQNAWLSYQLLKATEP 


23871 


54239 


B 


24009 


1 


993 




23872 


54240 


B 


24010 


1 


4056 




23873 


54241 


B 


24011 


1 


906 




23874 


54242 


B 


24012 


1 


4318 




23875 


54243 


B 


24013 


41 


1935 




23876 


54244 


A 


24014 


3 


328 


GWQSGPVLGGLCGTAGQSCGD 

GDGIWWAQAAQAGDPAHLRL 

LTHGQPSSVPEAPVRAHQPALP 

QPRS A AA RECG R/AG RSTTN SL 

RKRVASESYMIVAPPMPSSWSS 

SG 


23877 


54245 


A 


24015 


114 


567 


VICKPHSAEV^VPLWGLQPGWR 

QPFRCNSGSEKELRRPVSNSQEI 

LSPVTMRKPAVSVCCDLTLREA 

APPFQRHERTYTGEKPYKCKQC 

G1CAFSGFCYTQILEKAQTGKQP 

Y E/A H ERTH WKQN H DCTQFGK 

AFSFSSSLCIHEKIHTGEKLYE 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 

ilrlplinn. \=no<LSihlr nucleotide incprtinn) 


23878 


54246 


A 


24016 


170 


491 


PAQHQRGL WQSPTHQA LTLM L 
S V H RED WKP VLTINSi 1 YGLQ Y L 
FLESKNRWLGLERLGFCPSGLIT 
PPTCTGHRSP/NPEDPLNKEAAE 
VLQNNRRLFEQNVQRSMR 


23879 


54247 


A 


24017 


1 


1062 




23880 


54248 


A 


24018 


2 


700 


RRPTRPGGGSGGGGGRMIKLFS 

LKQQKKEEESAGGTKGSSKKA 

SAAQLRMQKDINELNLPKTCDIS 

FSRSQTTLLNFKVLVICPDEGFY 

KSGKFVFSFKWGQGYPHDPPK 

VKCETM V YHPN I DLEGN V\CLN 

ILRGDWEASPLRLNSIIYGLQYN 

LFLAEPNPEDPVLNKEAAEVXLQN 

NRR/VCFEQNVQRSMRGGLHPA 

PPTFERCLKIGLAHTHPPPRPQA 

LASPAKYLLGAMG 


23881 


54249 


A 


24019 


302 


884 


PMAPLSSQQPTLFPNTLTQAQQ 

VQLTK.GLRKWMVQHGGDGW 

VVEENRTTVPGAPSQTCFVTSF/ 

EVNAPAIQSWCCKKQVLDLEE 

EGLWPELLDSGRIEICVSDWWG 

ARHDSGCMYRLLVQLLDANQT 

VLDKFSAVPDPIPQWEQQCLPF 

TFTHVFFQHSRWGVRFCVFSEH 

RGPGTHSSGAGPLLSPCEQLQC 


23882 


54250 . 


A 


24020 


274 


866 


SSLLNLPSSWDYGWVSYEQAN 

CKGEQFVFEKGEYAHWDWWT 

SSQRTDFSSLR/RPSKVDSQEPK 

VWLYENPNFTGKKMEIIDDDW 

PSFHAVHGYQEKVSSVWVRSG 

MWVG\YKYPGYRGLQYLLKKG 

DYKDSSNF\GARHPQV\QSVRCI 

HDMQGHQCGAFHPLGTQEEEE 

AGQKEQMEQVPFWLARGD1CE 

LSGKKSVI 


23883 


54251 


A 


24021 


179 


374 


A AS1GRSMTEKAHAGPRPGRN * 
ADAPSSSDTLFPPDALLSNQAG 
RLACWLFSYGPQTKNDFH1FK 


23884 


54252 


A 


24022 


1 


141 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
UV/>40 ( 2 1 7 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


23885 


54253 


A 


24023 


1 


506 


PHSPLWKTLCSPSSGVCCGFVT 

LFCNDRFACLFQLTPPPSPAWM 

T A A ASLL ASLLP ALPPLNLQD A 

KFVEERRKQLQNYLRTVMNKV 

IQMVPEFAASPKKETLIQLMPFF 

VMGLQVGMYGLFHFGVMMDQ 

PQPSLTRADESPCDRVLSPCAA 

HRKQRDCCLSWKAEPE*FLVK* 

KTLCSPSSGVCCGFVTLFCNDR 

FACLFQLTPPPSPAWMTAAASL 

LASLLPAIiPPLNLQDAKFVEER 

R K.QLQN YLRT V MNKV IQM VPE 

FAASPKKETLIQLMPFFVMGLQ 

VGMYGLFHFGVMMDQPQPSLT 

RADESPCDRVLSPCAAHRKQR 

DCCLSWKAEPE 


23886 


54254 


A 


24024 


1 


396 




23887 


54255 


A 


24025 


1 


1176 


M VPG DLSQTSEDQSLSDFEI SN 

RALINVWIPSVFLRGKAANAFH 

VYQQSIAGVSGIARKRALIPFGK 

STFSYVCITNIKLTDALPSWDYT 

CHFNLPKAQKPGEPTKCILTME 

WLALLQGDPGSWIQKEFIVGKR 

GGKMDNILWDQRDVQPPGLRP 

HQLLHSGGGPLISFRNGGPILV 

WELRRKGASGKEIVGSRYFRES 

DEVLVWKNPKTLQKEDEEVNS 

THPMHTYPCTHCQVFCVTAEII 

NIYLQACIVLEMSMLPPGERPLF 

LLRLTTVLEVTVFDSQWSRPYH 

VSADPSAWKHHHHYHHHHHY 

QLSSSSPTITIINHPSPS/LSHASPS 

P/CHPSPSPAVHHHHQPSITITSR 

PSPSPA V H HHHQPSITII I RPS SITI 

1NHPSQASS1HHHHQPSIPFIVSH 


23888 


54256 


A 


24026 


1349 


2125 




23889 


54257 


A 


24027 


670 


972 


KTDE WN1 YRR YTEFRSLH H KLQ 
NKYPQVRAYN FPPKKAIGNKD 
AKFVEERRKQLQNYLRSVMNK 
VIQMVPPSSLPAPKJCETLIQ\LM 
PLLRSTSTPPRRAL 


23890 


54258 


A 


24028 


1 


699 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


23891 


54259 


A 


24029 


221 


864 


VDCPRSFSAVVVWQGRFWLLS 

F! PGG FLG MTLF F ASG MN WTVT 

LLGFLAGNLEVEPSDTIENVKA 

KIQDKEG/1 PPDQQRLIFAGKQL 

EDGGTLSDYNIQKESTLHLVLR 

LRGGMK1FVKTLTGKTITLEVE 

PSDT1ENVKAKIQDEEGIPPDQQ 

RLIFAGKKLEDGRTLSEAIFLDV 

GLLLSCRTVSSCGAF1LGWSVV1 

LIPVISTRDDTSTTK 


23892 


54260 


A 


24030 


2 


864- . , 


PSFRLAWPEGRLALLGELVCVP 

VVGRGMENGR1LVSADRSGGHI 

CLKTLT\GKTIT\LEVEPSDTIEN 

VKAKIQDKEGUPPDQQRLIFAG 

KQLE DGVRTLSD YN IQKES1ALH 

LVL\RLRG\GMQIFP*RP*PAKTI 

TLEV\EPSSHHR1CF*RARFQGKE 

GIP\PDQQRL1F\AGKQL\EDGRT 

LSDYN1QKESTLHLVLRLRGGM 

QIFVKTLTGKT1TLEVEPSDTIEN 

VKAKIQDKEGIPPDQQRLIFAG 

KQLEDGRTLSDYN1QKE\STLHL 

VLRLRGGC*FFSHGIRSAQ 


23893 


54261 


A 


24031 


1 


124 




23894 


54262 


A 


24032 


97 


296 




23895 


54263 


A 


24033 


71 


269 


AAGYRPCPRHPGARRTAATRR 
CHPSPAVARPAGCSGPP*CYAL 
SPDPARTRRGDPQTPPCRLPRA 
G 


23896 


54264 


A 


24034 


206 


667 


STRLGLPKCWDYRREPPRPAKS 

SFLTAQACEAQKTGSATRRKD 

CFLQPTFWLLPFLVLEKGAPSA 

CRGKRYVRAVWLSLSTGAILQP 

YPKLQVSN WL*C ARDQEMPEG 

CL*QSCQTLSLLVLPPKEKKDV 

♦E1SPWTPAPPEHQYTVRTFQSP 


23897 


54265 


A 


24035 


3 


190 


GTFKNDLILL!SKSYY*APLPSD 
FSHSDTSS*KPSKSLKTYPSPPFF 
S A KTSLLQCPRN 1 L Y 


23898 


54266 


A 


24036 


197 


474 


SPLSHRGASELLSSLHLRSSCSS 
PKMAETPEAGFQIVHSASPQPG 
TAPGNPWAAGAGG*HCEPGQL 
AG PYRA AS FFGQ A WPPH PRAK 
LGVSR 


23899 


54267 


A 


24037 


164 


323 


GQEIKTILANMVIPRLY*KYKXI 
SWAWWHAPVVPATWEAEAGE 
LLEPGRQRLQ 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


23900 


54268 


A 


24038 


582 


1 166 


HCEPGQLAGHLGQPLSSGRLGH 

LMASHKLSNTNYYRTRDGRRES 

VPPSI1MWSQKALVSG\KPAERV 

YGDANHTVGNMCASRLGGYL 

GFS1RIVVFIWYLGLSVVVNML 

VGRQCDWQGLVYGQPELLVFS 

GNMPGEVARGKHRNEICAPLSM 

RPASQCRVFCVLKGCSERSRHK 

EQTPDTTI FKNCNTHCEG PWLH 


23901 . 


54269 


A 


24039 _ 


1214. 


3878 




23902 ' 


54270 


B 


24040' 


62 ~ 


1 242 - 


1 •. ; ■ ■ > ». ' v. . . .. 


23903 


54271 


A 


24041 


74 


408 




23904 


54272 


A 


24042 


790 


1877 


DEIVDPGSMKWSYKSQLNYKT 

KRPSVFVTALTHRPDILILGTLE 

SGHSRNLTCSVPWACKQGTPP 

MISWIGASVSSPGPTTARSSVLT 

\LLPQSPQDHGTS\LTCQCT\LPG 

TGVTTTSTVRLDEAYPA\WNLT 

MTVFQGEGTASTTLRNGSALSV 

LEGQSLHLVCAVDSNPPARLS 

WTWGSLTLSPSQSSNLGVLELP 

RVHVKDEGEFTCRAQNPLGSQ 

HISLSLSLQNEYTGKMRPISGV 

MLGAFGGAGATALGFLSFCIIF 

VGVRSCRKKTARPTMGWGDT 

GMEDT\NAVRGSA\SQGTPELN 

PRQK.EQA PQN HGSAN A LANPP 

RPEEGEIQYASLSFHKARPQYP 

QEQEAIGYEYSEINIPK 


23905 


54273 


A 


24043 


183 


1176 


VHQLVFPRQHQRHSVFPKANSS 

WIHQLFPQ\QHSYG PSA VSAGQ 

HQLMVHSLFPQATPAHASISLV 

FRQGTHQLHRVHQRRIPSAQHQ 

RH RLHQRRLPSAQHQRHRDSI S 

VCFPFRA HTRPHCDSIQRQHQL 

MRSIGLFSSGKTDPTVTLLKEA 

AAEHEICLCSRHPVNLRETKAH 

LGNAAHAVFPRGNQKKPEMCP 

YLPTHKLVVPTPPLIPLEAALRN 

IAHSRSIPPPKKFSPTPDTSDDYL 

LVFNSFPYSKLTTPKTGQGENL 

GSTRPIPCNGPPTRGPHNGAK.Y 

PGDVSHPVGVGTLWANRLLTG 

QYEENGKSFFLLICT1ATFQVNA 


23906 


54274 


C 


24044 


178 


342 




23907 


54275 


C 


24045 


86 


283 




23908 


54276 


C 


24046 


91 


177 




23909 


54277 


C 


24047 


11 


169 




23910 


54278 


C 


24048 


209 


673 




23911 


54279 


C 


24049 


164 


208 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=S(op codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23912 


54280 


A 


24050 


182 


255 


DAESRRSWQPLPEPLELRFARLS 
D 


23913 


54281 


A 


24051 


146 


456 


LKNHKRSEKPCPTLTDD1PPQK 
KCKWP VLA LSADITL* KSFS WL 
I L AQKA PPLSTL*PPLLP A REQM 
SFD\LIFLYLPKSYKVAPPLSSFT 
ESLFGLSPPAPR 


23914 


54282 


C 


24052 


90 


215 




23915 


54283 


B 


24053 


1 


1059 




23916 


54284 


C 


24054 


129 


215 




23917 


54285 


C . 


24055 


19 


347 




23918 


54286 


C 


24056 


228 


260 




23919 


54287 


B 


24057 


406 


602 




23920 


54288 


C 


24058 


7 


375 




23921 


54289 


A 


24059 


322 


400 


FLLSRVPSV*DPTENQTVQLTW 
EWLP 


23922 


54290 


A 


24060 


818 


1078 


ILDVFSYTMKIEPSPLRSYPISPH 
YNL*QLPP*LDP*ESGYKTPLSA 
LLLTFLLYISSFASHKVSSSSVD 
PLPTCAYLPIGQAHVH 


23923 


54291 


C 


24061 


1 


411 




23924 


54292 


A 


24062 


1 


861 




23925 


54293 


A 


24063 


425 


484 




23926 


54294 


A 


24064 


1844 


2097 


HSAGTKLRLVNFLLTLRRLVNS 
VM RLKXSFMM VQRM VSI PKV 
WSISLGFLLSFVPSVWDPT/ENR 
TVQLT* HPLPEPLELGPRLSD 


23927 


54295 


A 


24065 


729 


807 


LFSCSCPPKPPRP* LTAEKGGLC 
1FL 


23928 


54296 


B 


24066 


1 


1317 




23929 


54297 


B 


24067 


509 


810 




23930 


54298 


A 


24068 


1 


385 


MDLPSTVRVTRSSASVMVQGG 

SEAIRQRQSSAAKPRRSGKESKS 

LGPEFQGLWEWLPEIYFSQFRR 

LGNPKSRHQQ1QCLMGACFVV 

TERLSFQDSLDLA EPRHSYPLQ 

VKRLDLPTVLETETDLEKLDPF 

TTIPSPVETLQCLFVSLRJKSRVP 

*FWISQPPEL*EINFWQPLPEPLE 

LWPKAL 


23931 


54299 


B 


24069 


1 


774 




23932 


54300 


A 


24070 


350 


640 


SLQGCLSDNSPTFQRCQTTQG R 
LPWSFTLSGKSHFSGGVARACY 
TCQKSGHWA\RNASSPGFLLSR 
VPSVSDPTENRTVQLTWQPLPE 
PLELWPKAL 


23933 


54301 


B 


24071 


85 


331 




23934 


54302 


B 


24072 


1 


1844 




23935 


54303 


B 


24073 


1 


1169 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23936 


54304 


A 


24074 


63 


220 


NLTGNIWNREWYSHFDFDLLD 
PVGFSGS1AKMPKRKLFKCHSV 
•GHWRSKSE 


23937 


54305 


B 


24075 


497 


898 




23938 


54306 


A 


24076 


3 


678 


GGGFSDRDRTIALQPGQQIWM 

WGIGK.QVGGCGWLRGKNRVV 

GAAKDQSGTGEKFYFIPKAMG 

AMEGSGQRRTLPDPGAHRNPS 

GGYSATDCEGSRPAPGEINSHA 

SHTKPVWWFFTQTRMK.FGAVT 

RIGGLPWEVNPbSSeSLLRE/kD 

PPTTSGPQSNQPRKH/LTN FKSG 

A/CYTCRKSGHWAKECPLPGFL 

LSRVPSVWDPTEN/RTVQLTWQ 

PLPEPLELWPRLSD 


23939 


54307 


B 


24077 


522 


873 




23940 


54308 


B 


24078 


329 


530 




23941 


54309 


c 


24079 


147 


439 




23942 


54310 


A 


24080 


3 


3889 




23943 


54311 


A 


24081 


2 


394 




23944 


54312 


A 


24082 


1 


197 




23945 


54313 


A 


24083 


1 


205 


CLRAGPHALYLLC/NIPEFTFIAS 
RADF\ARSQLVDLLTDP\FQ\QEL 
EELLQVGAVTLILRJLPCLPCLP 


23946 


54314 


A 


24084 


134 


182 


SCFIPSSQPVAGTERSRFLGPQY 
FQTPHNPSGPGLGNQLMR*AF 


23947 


54315 


A 


24085 


257 


481 




23948 


54316 


A 


24086 


415 


630 




23949 


54317 


A 


24087 


123 


340 




23950 


54318 


B 


24088 


49 


270 




23951 


54319 


A 


24089 


1 


900 


RSR VRRE VV ALRRG L ACI PSLG 

VWRFPSVGVLAVSDRWCLAVS 

DRWCLARATLSCFGCAMPMYQ 

TRRQENDLRTASI A V * RRKQQN 

DH* KQRRWQNIQRKGPKRYI VI 

AGNSQSHQPMIFSM LRKLPKVT 

CRDVLPE1RAICIEEIGCWMQSY 

STSFLTDSYLKYIGWTLHDKHR 

EVRVKCVKALKGLYGNRDLTA 

RLELFTGRFKDWMVSMIVDRE 

YSVAVEAVRLLILILKNMEGVL 

MDVDCESVYPIV*ASN*GLASA 

VGEFLYWKLFYPECEIRTMGGR 

EQRQSPGAQRTFFQLLL 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
O9/540 1 1 7 

1/7/ ^TTVyfm 1 f 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»vn, 
*=Stop codon, /=possible nucleotide 
deletion* V=possible nucleotide insertion) 


23952 


54320 


A 


24090 


1 


812 


MARTPGAELAVAKYPKKGSQA 

VHRHSRKOSEPPANDIFNAAKA 

AKSDMQHREVRVKCVKALKG 

LYGNRDLTARLELFTGRFKDW 

MWSM1M DREYS VAVEAVRLL1 

LILKNMEGVLMDVDCESVYPIV 

LFYPECEIRTMGGREQRQSPGA 

QRTFFQLLLSFFVESKLHDHAA 

YLVDNLWDCAGTQLKDWEGL 

TSLLLEKDQSTCHMEPGPGTFH 

LLGESPG1SA1VQGAIEKSGERSS 

PPPKRJGSMKEGPMVLPLALDT 

QCWFPVEVPLD 


23953 . 


54321 


A 


24091 


152 


1209 


MPLKN VQN 1THFPLEKEL ALPL 

LIFSPLHWCVSGYLSLPLPNPKP 

H FSN PLLLQ V 1 LP A LTL V Y FS1 L 

WTLT\HISKSDASPGECGS*MG* 

WEQRNLCPS1LPLQSPLCPTEAA 

VEFEGTRMVAFCELQQSCLSD 

VDTEIP/ESR*VLAQSGRKKAEY 

PCPPFPRRN*QCHYLPWETFCPF 

KHPFFSPLQAFVLLSDLLL1FSP 

QMIVGGRDFLRPLVFFPEXATLQ 

\SELASFLMDHVFIQPGRPGQW 

CSDS1 PG AQ*GLGLGCSSK 1 * GR 

KLKS V I PFC LPCEPG DSQE DH LQ 

IERLHQRRRLLAGFCKLLLYGV 

LEMDAASDVFKHYNKVHQGPS 

LGFTKPLVMPRFSAATV 


23954 


54322 


A 


24092 


37 


625 


SLMLLTPFHFPPEECPPPIPTAH 

HLLPFLLSTWELFLQQLQEVVV 

KHAEPAVLEAGAHALWLLCNP 

EFTFFSRADFARSQL/V* DLLTD\ 

RFQQXELEELLQGRELGAGTMG 

DTPN KG WGGGC KTGGM WDL 

MSSGGKCYCGIFFSFSILPSQIED 

EVYNLGSHSETPLCLLQVSGFP 

PLPHPVFTGVCGVGSLCSFPV 


23955 


54323 


A 


24093 


2 


198 


PNDRSRVTREMSAPSRSLGRFL 

SVGVWHAPPSLALVPPCRCTRL 

KTYHGRGAPLRVELPTCMYRL 

SNVQGRSGGPAPGVGHLQSLV 

DEWLDSYKQDQ\DAGFL\ELVN 

FFI*SVCGM*RNSGDYPLTAPGL 

SWKKFQGSFCEFVGTLVCRCQ 

YILLHDDFPMDNL1SLLTGFSDS 

QVCAFXRHTSTLAAMKLMTSLV 

RVALQLSLHQDINQRQYEAER 

NKG PGQRAPERLESLLEKJiKEL 

H*YQAKNLSRARCASTCGASH 


23956 


54324 


B 


24094 


211 


3841 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V=possibte nucleotide insertion) 


23957 


54325 


A 


24095 


1 


1798 


MSLLAFK1ILVGFEGSKARVQT 

DLFYRSLVLFLLLQICFPLSCFG 

NWKGEEGGMQRWVLGKNEK! 

ASPHRLPAPTARFAVSLQLNLRI 

LGAFQFGPVLFVLWRPLDRDN 

ASPQSEFLNSCGITAYLVGKRE 

GGVERGGGGRSSERCRTRLSFS 

PRHSHVFSTSRFCK.ILKXSPGAN 

GGRCRARGGGLHGARAANPPT 


, >. * 












PIAEPARLPACLSRAEPEPQAAE 

PAPPPVGVVRSRPLSHRRHP^V 

CPAAP1RLINKRLAHSARPAGIC 

CVSRSGLSALAAAGTASMFQLP 

ILNFSPQQVAGVCETLEESGDV 

ERLGRFLWSLPVAPAACEALN 

KNESVLRARAIVAFHGGNYREL 

YHILENHKFTKESHAKLQALW 

LEAHYQEAEKLRGRPLGPVDK 

YRVRKKFPLPRTI WDGEQKTHC 

FKERTRHLLREWYLQDPYPNPS 

KKRELAQATGLTPTQVGNWFK 

N RRQRDRA A A A KN RSQTS P W A 

EAFRFPECGSRLAKHFAEEPGLI 

PQAQMLLTILFAFRSGRPDPTRS 

REHLLRRKPOADAPLEM\LOOO 

VLSQGSGRALRAEGDGTPEVL 

GVATSPAASLSSKAATSAISITS 












i^.-J-a 


23958 


54326 


A 


24096 


3 


1034 


GLHGARAANPPTPIAEPARLPA 

CLSRAEPEPQAAEPAPPPVGVV 

RSRPLSHRRHPVVCPAAPIRLIM 

KRLAHSARPAGICCVSRSGLSA 

LAAAGTASMFQLPILNFSPQQV 

A G VC ETLEESG D V E RLG R FL WS 

LPVAPAACEALNKNESVLRAR 

AIVAFHGGNYRELYHILENHKF 

TKESH A KLQAL WLEAH YQE A E 

KLRGRPLGPVDKYRVRKKFPLP 

RTIWDGEQKTHCFKERTRHLLR 

EWYLQDPYPNPSKKRELAQAT 

GLTPTQVGNWFKNRRQRDRAA 

AAK\NRLQQQVLSQGSGRALR 

AEGDGTPEVLGVATSPAASLSS 

KAATSAISITSSDSECDI 
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SLQ ID 

NO: 


SKQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540.217 


Nucleotide 
location of first 

rfiAnn far n^nlict^ 

sequence 


Nucleotide location of last 
codon for last amino acid 

fkf n^nliltp craiif nfr 

VI IHUIlUt n^4|W% nil 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \ s possiblc nucleotide insertion) 


23959 


54327 


A 


24097 


3 


1024 


GTRVGVAWRSVRLLLGPGAGL 

RGGVVLKVSPSPCRGGRRVPVR 

AEGARGRGPINKVPGASSGAA 

VGAARLTAPLLAKAMASKLLR 

AV1L\GPPGLGKGAPVCQRIAQN 

FG LQ\H LS\SG H FLREN I KA\STE 

VGEMAKQVYREKVFLVPDHVI 

TRLMM SELEN RRGQH WLLADG 

FPRTFGQAEALDKMCEVDLVIR 

LN I SFETLKDG LN\RR WI H P\PSG 

\RVYNLADFNPPHVHGIDDVTGE 

PLVQQEDDKP\EAVAA\RLRQY 

KDVAKPVIELYKS\RGVLHQFS 

GTETVNKJWPYVYTLFSNKJTPI 

QSKESILTLAQWEEPGRCGSFIP 

IVWCSMWCCCPNLEA 


23960 


54328 


A 


24098 


2 


178 




23961 


54329 


A 


24099 


96 


340 


FGALTR1G\DLPWEINPLSSCSLL 
PEKDPPMTSGPQTDQPKEHLTN 
FKSAARRSSRTSSHRNLLHVLEI 
WQLDQGMPAARDS 


23962 


54330 


A 


24100 


3 


155 




23963 


54331 


A 


24101 


1 


162 




23964 


54332 


A 


24102 


1 


1032 




23965 


54333 


A 


24103 


167 


476 


TAMLLTQSLFGGLFTPTHMKFG 

AVTQIG\DLPWErNPLSSCSLLR 

EKDPPTTSGPQTHQPKEHLTNF 

KSDHHGCRASGNSHSGRMLLIF 

SPSRGLYACSCVKT 


23966 


54334 


A 


24104 


371 


772 




23967 


54335 


A 


24105 


146 


312 


QKRSIPNSSPIP* SHSLLANCTK/ 
DHHFLNGSKSFQPQLLSCKFS* 
GQHLFQGALCT 


23968 


54336 


A 


24106 


76 


441 




23969 


54337 


A 


24107 


1 


1284 




23970 


54338 


A 


24108 


150 


371 


EESRAAGIPWPSGQISGTCSKL\ 
CGRRFWRNAWPLRFRHLEVLV 
CWRCGCGLSHSGGKELQLFS1I 
VHLEGEVN 


23971 


54339 


A 


24109 


280 


351 




23972 


54340 


A 


24110 


1 


483 




23973 


54341 


A 


24111 


129 


363 


FGVVTQIG\DLPWEINPLSSCSL 
LCEKDPPTTSGPTKKHLTNFKS 
S KRPL FTLFSN LPH Y PSTSFS FQS 
WRYTSISPFS 


23974 


54342 


A 


24112 


2 


111 




23975 


54343 


A 


24113 


3 


808 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23976 


54344 


A 


24114 


497 


815 


TALLLTQILFGGLFIWTRVKFG 

ALTW1G\DLPWEINPLSSCSLLH 

EKDPPTTSGPQTDQPKKHLTNF 

KSACFERIKACYHSPATAWPFK 

AYKLSLQFPHFTCPKTR 


23977 


54345 


A 


24115 


1 


753 




23978 


54346 


A 


24116 


1 


513 




23979 


54347 


A 


24117 


625 


701 


IHVAHKLAVVMPGCKRGCLSL 

FYFQLfWSHKGWVRSGEASHR 

EMAGLLLLCSS*PPSPCETLPRS 

EPSLCDSRSAESRTKTSNLSC1P 

ASLQQVCGPREF1WSGNHCHPF 

LPITRCYGCLCYHYCMENSIL 


23980 


54348 


A 


24118 


458 


605 


VVEEG1EDKRVYRLGTTGWIGK 

TIWLVRRRS*TNL*DLSGFWTG 

KMGEL 


23981 


54349 


A 


24119 


566 


769 


IKEKGGLFSFSASNLWKQVTSS 
FLCSPLPLSLLKSSKJLL AN RDKY 
RMCG PVP ANGNRTQQ* S KH VR 


23982 


54350 


A 


24120 


345 


664 


GEIAASQEPAGGFSGSSAQPCPL 

PWTGPPTTQAPGH/CNSAPSSRD 

NASSNGGRRQRVPTVPGGGL1L 

QRJEHILLPLGPALRAAGKEPAT 

AATIPESPGGDSDDSRT 



3172 



WO 0 1/075067 PCT/US0 1 /0863 1 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X — Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 






cuuun lur pcpuuc 




fflrlptinn \=no<»<iihlc nucleotide in^prfinnl 










sequence 






23983 


54351 


A 


24121 


2 


2204 


IDMIFTPGPPSTPKHKKSQKGSA 

FTFPSQQSPRN E P Y V A R PSTSE ! 

EDQSMMGKFVKVERQVQDMG 

KKLDFLVDMHMQHMERLQVQ 

VTEYYPTKGTSSPAEAEKKEDN 

RYSDLKTUCNYSETGPPEPPYSF 

HQVTIDKVSPYGFFAHDPVNLP 

RGGPSSGKVQATPPSSATTYVE 

RPTVLPILTLLDSRVSCHSQADL 

QGPYSDRISPRQRRSITRDSDTP 














LSLMSVNHEELERSPSGFSISQD 

RDDYVFGPNGGSSWMREKRYL 

AEGETDTDTDPFTPSGSMPLSST 

GDGISDSTVPLFLSSEILQKQVG 

QSITSMLGFLSRGPSMKLCMGL 

ACVLSLWNTVSGIKGEAKKEK 

GMTFLPTTDSKKFFSLLSVTSYS 

SFAFHKFSVAVYNISNLKTVDP 

AKFPTRYCYCLNNRTNDLSDFT 

ALLVDIIGNSTSYLTEIFKSTSIL 

SVNQSNESDCIFICVMTGKSGR 

NLSDFWEIEEKYP11NYTFTSGL 

SGVLALLLTQSLFGGLFTRTRM 

KPGAVTRJGVDLPWE1NP/LSSCS 

LLHEKDPPTTSGPQTDQPKKHL 

TNFKSAARPTFLGQGQVPLNPF 

SFTLSGKSCFPRRQEPPNRLFPH 

PNLLSLCPNPLFLCPNPFSTFLE 

GKNHHPHPFSVSQVFSLGLPPS 

LWEHSPMAHRLRVQPRQQPPD1 

HKQVI SLQSG HSLLVKSQS WSQ 

DPIKfQLPHHHKMTASVClNPSV 


23984 


54352 


A 


24122 


2102 


2529 


ETTMSFIFSLLYPFRMHLSFLIVS 

PALRSISRRALAAFPRGRSLDLQ 

PAMPEPPTPS/CGLLCVPS\PPMS 

AAPCSKVPQSHLFAFMSCNTAK 

VCSFTAEASETTSPPGGTNNSR 

RATLRA VTLTRRS ATLTRRS AA 

SHRSSTV 


23985 


54353 


A 


24123 


299 


567 


TAMLLTQSLFGGLFTQTRMKF 
GAVTQIVADLPWEINPLSSCSLL 
HEKDPPTSSG PQTDQPKEHLTN 
FKSG ETKEM HFF RG PKTPA P VM 


23986 


54354 


A 


24124 


684 


822 


KVKRQSYSQNTFYYPICSRHMK 
LQKLNSGPQTPQQDLIMLAIKV 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23987 


54355 


A 


24125 


1163 


1826 


TVLLLTQSLFGGLFIWTRMKFG 

AVTR/IRGDLPWEINPLSSCSLL 

HEKDPPTTSGPQTNQPKELLTN 

FKSVPTPSVAESFQSSFSTDPSD 

PSSPPQAAPRQAKPGPNSSSASA 

PRPYNPFITSPPHTWSGLQFHSA 

TSPPPPAQQFPLKKVAQVKGTV 

KWLKTDAARSPQKPTGTITDAL 

DNSHSGGPIMDRPLLVKSPKQF 

LRLLVFSKTFISLTILNLQE 


23988-'* 


54356 - ^ 


A'' 


24126 


636 


922 .,v 


TATLLTQSLFGG LFTRTRMKFG 
AVTRJG\DLPWEINPLSSCSLLRE 
KDPPTTSG PQTHQPKEHLTNFK 
SDKGDMFYPWTQNSSAGHGLG 
RQPSLGV 


23989 


54357 


A 


24127 


728 


1013 


MKFGAVTRJ/RGDLPWEINPLSS 
CVLC/CREKDPPTTSGPQTDQPK 
EHLTNFKSGKRPAFYSLLQPPSL 
SLNLFLLSILAPHFNLSLLLISIPF 
IFW 


23990 


54358 


B 


24128 


1 


3993 




23991 


54359 


B 


24129 


105 


420 




23992 


54360 


B 


24130 


45 


2866 




23993 


54361 


B 


24131 


1 


1680 




23994 


54362 


A 


24132 


1257 


1403 




23995 


54363 


A 


24133 


1 


2130 




23996 


54364 


A 


24134 


I 


725 




23997 


54365 


A 


24135 


2825 


4123 


RAADGVITLEDNDPCVKKDSSR 

FPYEDRLDLVLKGTADIPRLTV 

HRGSEYIISRATFPCYF1KEQSVI 

NHCYTEIDLKIFRQYLAPALGV 

THRFVGTEPFCRVTAQYNQDM 

RY WLETPTISAPPI ELVEI ERLRY 

QEMPI YA SR VM FIFRPDNTALP 

RNDTPQMVKLFMDRFQVVKD1 

GVIELKVVEDQRTRAVMIKFRA 

FVKEGAVIVIRFDNKEVAFAQM 

SGNLTVPRSTSDYKARDIFFQY 

RFLTRJSTGHGVANNHQIRLRL 

ELAG 1 VPLNQLN A LLLK V YPLS 

KLCNSPKKCQLESVFRLTQWV 

VKKPISNRQSGLGGIVLPGLFRV 

LSPGNLSP1KGTVILPNEVQPGF 

LGNLVGPI/RGWIGLSMYLPHGF 

TG*QNSAGLADH*RASASPERA 

GVYPIHNERCAHRASRYY*KW 

HPDSVAADHLLG 
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SEQ1D 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


23998 


54366 


A 


24136 


137 


1199 


ISSGGPRELGLKMIIVPGSQLSQ 

EASLRSDEGNKIVELFLSDEGD 

DVVIEVADQGCGVPESLRDK1F 

EQGVSTRADEPGEHGIGLYLIA 

SYVTRCGGGITLEDNDPCAPLT 

LLIVEDETPLAEMHAEYIRHIPG 

FSQILLAGNLAQARMMIERFKP 

GLILLDNYLPDGRGINLLHELV 

QAHYPGDVVFTTAASDMETVS 

EAVRCGVFDYLIKPIAYERLGQ 

TLTGFP\QRKHMLKSIESATQKQ 

IDEMFNAYARGEPKDELPTGID 

PLTLNAVRKLFKEPGVQHTAET 

VAQALTISRTTARRYLEYCASR 

HLIIAEIVHGKVGRPQRJYHSG 


23999 


54367 


A 


24137 


2 


243 


RPGRGLGQRGIWEPAAVLLDSV 
AQQQGAWLPHVADFRWRVDV 
A 1STSA L ARSLQPSVLMQLKLS 
DGSADLEKRCERRLQD 


24000 


54368 


A 


24138 


1 


1483 


MKLMETLNQC1NAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

E A ADL VG VSSQ AIRDA EKAGR 

LPHPDME1RGRVEQRVGYTIEQ1 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DL A LKG LRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

I PSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDVI 

V 1 DS A PNLGIGTIN V VC AAD V LI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGFEPDSDLRYLQSC 

EWGDTGIFLKWSCIPAEKGLQT 

SGAWVEAADIPLLPGSPRRLSP 

QAGSRGGQGPKHGQQCLKMP 

G PRAPG LQGGSNRDP/AP/G PA V 

ERAPAAALSSTTIWMPMSLCP 

WRPVLAACTSMTVRGRSTMYL 

PTTTGNAGCTWPKASLATRWL 

SSPMGRQARSLMLGAQVTLSW 

DRSMPWRRRGRSSGRNLSTI 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 

cpniipitrf* 

>Ct|UCIHC 


Met 
hod 


SEQ ID NO: 
in USSN 
(19/540 217 


Nucleotide 
location of first 

mftrftn frit* npnti/fp 

lUUdll IUI pC|HIUC 

sequence 


Nucleotide location of last 
codon for last amino acid 

Ul |JC|MIUk ACl|UCIH-t 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /^possible nucleotide 

<li*|pti4tn \=rtnccihl< k nnrlpfkfi/l** inc«rtiAn\ 
uliciiuh* i — nut. iciiiiuc insertion J 


24001 

V* 


54369 

■ - * * r , . • 

i '. J * . 


A 


24139 


727 


1498 


G1C1WDRPPGLADQRRSHSHGW 

WGELATPLPWHH/HLSDSHSGX 

RVSFLGAQLPPEVAAMARLLG 

DLDRSTFRKLL\KFVVSSLQGED 

CREAAAAVLGSAPTCRR\AAGC 

\LLAGMHTLLQQALRLPPTSLK 

PDTFRDPAPGALHPPRPGRGLAG 

QRGIWENPSGPSFDSVAQQARV 

AWLPHVA\DFR\WRVDVTIST\S 

AL\ARSLQ\PSVLM\QLKAFQNG 

SSIPAFEVPPQPKF\QEL\RYSVA\ 

LV\LKEMADLEKK\CE\RNLQD 


24002 


54370 


A 


24140 


1 


312 




24003 


54371 


A 


24141 


2 


524 




24004 


54372 


A 


24142 


144 


494 


AGSCPFAAGPGPLGSGRCFVLIR 
FILI\QNRAGKTRLAKW\YMQFD 
DDEKQKLIVEEVHAVVTVRDAK 
HTNFVGVSGTFKIILPPLCWPLL 
LASVWMFNDNKPGLYLGGPFH 
NFRGRS 


24005 


54373 


A 


24143 


1 


428 




24006 


54374 


A 


24144 


108 


422 




24007 


54375 


A 


24145 


3 


387 




24008 


54376 


A 


24146 


3 


337 


TRLM LLDRSGQG K V YG L VG R* 

RFQQMDVLEGLNLLITPRNRN 

K.LRVYYLTWLRIKIMDNDPKLE 

KK.HDWTTAGYMEGCGHYRVG 

K YER1 KFL V 1 A LKSS A E V YA WA 

PKPY 


24009 


54377 


A 


24147 


1 


340 


ERTRMNKQHNSTLAK.SRPGNT 

GPEPLMPQASPGPPGPLSQTPP 

MHRPVEPQEGPHKSLVAHRVP 

LKPYAAPVPRS\QSLQDQPTRN 

LAAFPASHDPDPAIPAPTATPSA 

RGAV 


24010 


54378 


A 


24148 


335 


869 


ATPTLILSQKSHFWPQPLSSVLK 

LTSGPEISLQSSPSPICRMKKRR 

LSPLASGLES*VKSGEWCEVLS 

RAPLFP/HNPSQAAP/EWEMQG 

TRPSIPHPLGLAGLPTQLQQGRL 

WGYRNPASPFRTRVAARDCAG 

KQVRTGPDARLEGSRPGVRAG 

LGWGRGYSERVQTCAKSSVSPS 


24011 


54379 


B 


24149 


158 


5640 




24012 


54380 


A 


24150 


1 


1854 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24013 


54381 


A 


24151 


1 


1510 

j 


MPCGKQGNLQVPGSKVLPGLG 

EGCKEMWLRKVIYGGEVWGK 

SPEPEFPSLVNLCQSWKINNLM 

STVHSDEAGMLSYFLFEELMRC 

DKDSMPDGNLSEEEKLFLSYFP 

LHKFELEQNI K ELNTL A DQVDT 

THELLTKTSLVASSSGAVSGVM 

NILGLALAPVTAGGSLMLSATG 

TGLGAAAAITNIVTNVLEMRSN 

SAARDKASRLGPLTTSHEAFGG 

IN WSE I E A AG FC VN K W V KA IQG 

IKDLHAYQMAKSNSGFMAMV 

KNFVAKRHIPFWTARGVQRAF 

EGTTLAMTNGAWVMGAAGAG 

FLLMKDMSSFLQSWKHLE\DG 

ARTETAEELRALAK£\LEQELD 

RLTQHHRHLPQKASQTCSSSRG 

RAVRGSRVVKPEGCLATSQPH 

QHQQERGDRPREDTDNEKRGG 

EK WSDFG S V LKG EPTG F V HG L 

DLWCEGKKSQDNGGLWPEQL 

AGWSCWHLKWTGGSRSGLPVP 

VLDAACTGTLSPDLTSWRYHPS 

S1PLPKQPLQHGF 


24014 


54382 


A 


24152 


3 


515 


VGTQAGAAPGPVQFLSSAWVA 
L\H ETELPPLTA RE AKQ I R REM S 
R\SSKWVDMLGDWEKYKSSRK 
LIDRAYKGMPMNIRGPMWSVL 
LNTEEMKLKNPGRVYQVRSARA 
QPTGQAVSGAQVSSWRERQDH 
PGELGVKIMKEKGKRSSEHIQQ 
MDLD VSGTLRRHI FFRDR YGT 


24015 


54383 


A 


24153 


1 


1317 




24016 


54384 


A 


24154 


1640 


4841 


TITGSSPLAGGHHSTCRGRMDM 

VENADSLQAQERKDILMKYDK 

GHRAGLPEDKGPEPVGINSSIDR 

FG ILHETELPP VTA RE AKX I RRE 

MTRTSKWMEMLGEWETYKHS 

S KLIDR V YKG I PIS4N I RG P V WS V 

LLN IQEIK LKNPG R YQ1 M K£RG 

KRSSEHIHHIDLDVRTTLRNHV 

FFRDRYGAKQRELFYILLAYSE 

YNPEVGYCRDLSHITALFLLYL 

PEEDAFWALVQLLASERHSLPG 

FHSPNGGTVQGLQD 


24017 


54385 


A 


24155 


1640 


4056 





3177 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


24018 


54386 


A 


24156 


479 


3902 


GQVDEDVSVKMDTVPGVNLSC 

ILNEMRDQDKK.LVEKSYK.DAK 

GCFFSMGEPSLIDPCLEVCYGT 

QLAQLQGLIRSMEQQLCELCCD 

AEHQDHEHQVLLDVKTRLEQEI 

ATYSRLLEVEDAQQGPIVMRA 

MTSECHWCLAPIRSPDCVCVLR 

QLHTRSGIHKRFCGLKGFLPER 

HNPGQL1HQNQSGCCSRMYPFD 

RKLGISVALNIPGGRSYRDL\yC 

LTAVHIHIPGIDHHRLFTLGRl^ 

DMVENADSLQAQERK.D 


24019 


54387 


A 


24157 


780 


983 


QHQSL1GHKYQRSHRSL*AEPE* 
LECHQPDLAEPADGPPLTTRYG 
IVNAEMGLEQLLPKGPSLKEAK 


24020 


54388 


A 


24158 


773 


2016 


DWPTLRENRKEPTLKYWGLVP 

L1SGMPTWFFFFLSACGNLIPSG 

GIRVPMENML/RVFRAVEEHCP 

WFPEKGTLSVEQWDSVGAKFQ 

ELVPTGNYVPITVWGDWALLL 

QFSESGDPLPLPQLSSPTGPSLS 

DQPLPSPTPPPPDDVENSISNSG 

DFGLTLPPGDLILFPEEPLLAAS 

A APN RTA LGHI Y ANSSLFK PLQ 

HLPLESANGSGAKLQFTYNSAG 

PSPSSAAPRPPVVSVPQPVTLPS 

TQAASLYPSSHMDTSNHQCTSA 

SSAPPMPLSHTLIPSDETTCNVF 

NYPLKKPTGRELREAKNKGSQP 

KVHEKTNPGNIRCISTEERPHEN 

KGFNHLLEWLAELKTTIHLLDC 

WFIAKDVNREQPDGRDAGDKR 

LCVKFLREIAANTYKTEVGAAK 

VMEILLHSHGATTTIAN 


24021 


54389 


A 


24159 


365 


675 




24022 


54390 


A (24160 


1 


1191 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence • - 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown» 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


24023 


54391 

.. . * ... ,» 


A 


24161 


363 


1434 


QQGVCSGEKGGHWAPRQVGV 

YLLPGRVGCVSSRVSPSFPGDG 

LDSG LARRG S A VS A L ASGL VEE 

PMLGPPFHPTPRFKAVSAKSKE 

DLVSQGFTEFTIEDFHNTFMDLI 

EQVEKQTSVADMLASFNDQST 

SDYLVVYLRLLTSGWLQRESQ 

VLRALHRRVDGTVQRSSAKQE 

VEPMCKESDHHSHHCAGPGPS 

AC PS R VG V HGTAA RA APP I RTS 

F/H * G V PSPK V YLL Y RPG\H YDI 

LYKLGLGSSPLGCPGCPLLARA 

LGHCYRGFSVVVNGPISPPSSCH 

MTPPPCF1KGGAGGEPCVRVPA 

LLPAWLLCLLPPPPRWVPLLFT 

YLLLSFPNRSRFEGPGLLEAPPA 

SLGSASFPS 


24024 


54392 


A 


24162 


2 


888 


VFRSRHQGCLKMAAEEPQQQN 

QYPLGSDSEGVNCLAYDEAIM 

AQQDR1QQEI A VQN PLVSERLE 

LSVLYKEYAEDDNIYQQKIQVD 

LHKKYFVHPQDQGLTGTCFYS 

GFRDSPTWEGTCWIDSKELQRF 

QG L VS/SQRSKG KTL VSQG LSL 

EFHNFEGFSTTTFI/VDLIEQVEK 

ADLCRRPCLASFNDQSTSDWL 

VVYLRLLT/SRAYLQRESKFFEH 

FI\EGGRTVKE\FCQQE\VEPMW 

QGEATTSTSLALAQALSVSIQV 

EYMDRGEGGTTNPHIFPEGSEP 

KVYLLYRPGHYDILYK 


24025 


54393 


A 


24163 


3 


819 


EGATMAAPPQPVTHLIFDMDG 

LLLDTERLYSVVFQDI\CHRYD 

KKYSWDVKSLVMGKKALEAA 

QI 1 IDVLQLPMSKEELVEESQTK 

LKEVFPTAALMPGAEKLI1HLR 

KH G I PF A L ATSSG S ASFDM KTS 

RHKEFFSLFSHIVLGDDPEVQH 

GKPDPDIFLACAKRFSPPPAME 

KCLVFEDAPNGVEAALAAGMQ 

VVMVPDGNLSRDLTTKATLVL 

NSLQDFQPELFGLPSYELEGRA 

SVFRPQPTLMVHTAGGKGKE1S 

NSS1PTCAVILAS 


24026 


54394 


B 


24164 


115 


594 




24027 


54395 


A 


24165 


4 


160 


SIIFPAIPVSLKMKPNCPEPPPDH 
LLQAAWGCVSLGQGLSYSALN 
TLLYFT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24028 


54396 


A 


24166 


88 


2280 


VPLYDRMGGETGLLIPSPFRSL 

HAATDAHSCKNRHSLTGKTDS 

L WQQDTKLQTRPKATQG KG ES 

GGCGPHRPLLLLRTKSTPESKS 

AHDPPVAPAQAGASGCGRGAA 

QKGFGAKAAVDGQGRDRTPG 

VPAAGPPTSSGRGDRGPSSSRR 

TRSQTPESPTGRPGSRQFQAAPP 

PSHHSRPAHAPFPGFQMYRGPL 

YSSSPAPATPNTSAYESPRFCST 














SYISSSPRFCPTSYICSSPRFCSTS 
YICSSPRFCSTSY 


24029 


54397 


A 


24167 


2 


352 


WRTLIVLGMSCLGSYPK*MHLT 

HLIHCS*EARSLVTLHIIPLTICG 

EPRNIIKLVGCP*IQWKK**KKI 

NfNSRILSPSFRSRY*TSNLLGLP 

*LRGLSPVERELKLWTNRHKJLL 


24030 


54398 


A 


24168 


2 


252 


NKSSVFATSCSLDPISIMSLM*W 
TSV1SCRSKK*SRSLRIRL*HKA 
KELIYPLPVRESMWGYCQLLS 
MSMP1MHAGTGEMTTG 


2403] 


54399 


A 


24169 


1505 


1680 


RTSSLVTL*TLHLEPAGT*VLTP 
GSTTG1TVSGTVLFLILLSCFLSS 
TPFRLKLACLS 


24032 


54400 


A 


24170 


681 


932 




24033 


54401 


A 


24171 


1740 


1950 


HHHHLLQMSWSAGMQAWHW 
PSFYNVVTGKTLA/LPNLIALQH 
IPLSPAGVIAKRPAPIALPNSCA 
ALLSSQ 


24034 


54402 


A 


24172 


1 


652 


GKLTEARTRCCMQLTSDRHRH 

TALNHTTCSHHCNSGVMAGRL 

GPITVLSGD\GPKGMRALTMW 

HTLARPTGDLEAPRHGRPRRIT 

ATQPDHAPPATSRNRAAHP\HN 

HTP/PH PQTA H/PTATH SHLTYR 

TPRPTPATRTPL/HPHSHQQYPY 

Q/PTQRSPYLHPPPAPPHISLHPS 

TTRATVNAPDTRPTIYARESVPF 

GRLLNLGRQRGMELANILQVH 

GP 


24035 


54403 


A 


24173 


267 


400 


RFLHCGNLAGLLVGFLSFKLGE 
Y EG LG PL A A LTAG KG LFFL PL E 
SRLRLHRRPKPRSPASFG*VSRH 
THAIHFN 


24036 


54404 


A 


24174 


422 


452 




24037 


54405 


B 


24175 


131 


1047 




24038 


54406 


A 


24176 


2 


199 


LG LR/C A RLEARARPP WATVRE 
KLWLFGHPTHMRCSWRGLFQD 
DLGLQKPLSGGSSSAYRGCENL 
NS 



3180 
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SEOID 

NO: 


SEQ ID NO: 
of peptide 
scaur net 


Met 
hod 


SEQ ID NO: 
inDSSN 
09/540 217 


Nucleotide 
location of first 

rnrlnn for rtrntiflf 

sequence 


Nucleotide location of lasl 
codon for last amino acid 
of nf ntidp voufnef 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion \=nossible nucleotide incprtinnt 


'jr. i 


24039 


54407 


A 


24177 


440 


1746 


RNLQCVFQGRJKEGIPVLALS/L 

RPSP/RVLHTATKQKNSCQHLE 

EDVDVQTKWRTDTPSMDKILME 

EVKLEEQLKEAVEEDKQALAD 

TEG S EQSSQK L V EEGN M YSIQG 

FCKDSLEVADVLEKATQCVPEE 

EIKJDNNPHLKNLCETLTMSEEL 

SQMVDCCRLPQDVSVLGVALH 

WVTPQMLCVPVNEDJPEVSDT 

VLICAITAPPRVPIGRTSGDVTGT 

GVRRRRVSSAMSQHRAFRDVT 

VTVQCLELGCFLLRVELASQFL 

KRPRSPESNEKVPE1EVTVEASA 

KMSHPTLYDATRSPWGMFQSQ 

SVLLSCAHHSLLRGATLDRCGS 

IDESEEWYGMDTFECTGVGVSI 

RRATEPERSSGSAAALDSHRSM 

HPIVNHACEGSTLRCPYENLMP 

DALSLSPILSSRSGDASPQAEILP 

V VG PFRMRRCLT V DPPGLD VT 




24040 


54408 


A 


24178 


391 


656 





3181 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=pos$ible nucleotide insertion) 


24041 


54409 


A 


24179 


1 


2150 


MEDSTSPKQEKENQEELGETRR 

PWEGKTAASPQYSEPESSEPLE 

A KQG PETG RQSRSSRP WSPQSR 

AKTPLGGPAGPETSSPAPVSPRE 

PSSSPSPLAPARQDLAAPPQSDR 

TTSV 1 PE AGTP Y PDPLEQSSDKR 

ESTPH HTSQSEGNTFQQSQQPK 

PHLCGRRDVSYNTslAKQKELRF 

DVFQEEDSNSDYDLQQPAPGGS 

EVAPSMLEITIQNAKAYLLKTSS 

NSGFNLYDHLSNMLTK1LNERP 

ENAVDIFENISQDVKMAHFSKK 

FDALQNENELLPTYEIAEKQKA 

LFLQGHLEGVDQELEDEIAENA 

LPNVMESAFYFEQAGVGLGTD 

ETYR1FLALKQLTDTHPIQRCRF 

WGKILGLEMNYIVAEVEFREGE 

DEEEVEEEDVAEERDNGESEAH 

EDEEDELPKSFYKAPQAIPKEES 

RTGANKYVYFVCNEPGRPWVK 

LPPVIPAQIV1ARKIKKFFTGRLD 

API I S YPPFPGN ESN YLRAQI ARI 

SAGTHVSPLGFYQFGEEEGEEE 

EEAEGGRNSFEENPDFEGIQVID 

LVESLSNWVHHVQH1LSQGRC 

NWFNSIQKNEEEEEEEDEEKDD 

SDYIEQEVGLPLLTPISEDLE1QN 

1PPWTTRLSSNL1PQYAIAVLQS 

NLWPGAYAFSNGKKFENFYIG 

WGHKYSPDNYTPPVPVPPVYHE 

YPSVPEMAEMDDPSVEEEQAF 

RAAQEAVLLAAENEESEEDEDE 


24042 


54410 


B 


24180 


1 


489 




24043 


54411 


A 


24181 


39 


423 


RSPTPDAASRSQCSSRRRRGVS 

KEVFVSMARTKADWPANRTG 

G*STPRKPTGPTKSPLRKSAP/A 

PTGGGERN PHRLQG L VTV A AP* 

NLDGYQKVHSNFLIRKLSLPSV 

WVREIASGLLKQNLRFQERQ 


24044 


54412 


A 


24182 


3 


384 




24045 


54413 


A 


24183 


1 


434 


MLQNVTPARAEWQRKTALQG 

VEDPVPARPPISSPEDLLRSGEC 

STAPTQRQVPQPVHE/SHRPTQ 

DSPG ARRKPTSERG HTEQRA A P 

DREARPATRGWGLRPGGQWLG 

GSEHAAAAPGPSDHPRGRCRH 

HT1 LQRPRLLSGKTES 



3182 



WO 01/075067 PCT/US01/U8631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

ftQ/C Aft ?17 


Nucleotide 
location of first 

tUuUii lift pvpuuc 

sequence 


Nucleotide location of last 
cod on for last amino acid 
nf nenf idp vfliirnn 


Amino acid sequence ( X=Unknown, 
*=Stop cod on, /= possible nucleoiide 
deletion, \— possible nucleotide insertion) 


24046 


54414 


A 


24184 


15 


286 


LPSRGAWLGTCSPPCLSLPPPP 

WAPVRPEPPR*APPPAPRRPVPS 

TTQGSLGPHCFYEL*HSPRRSA 

ASLLKPARPRAHQEERTTPDAP 

P*EL*HSP*RSAASLLKPARPRA 

HQEERTTPDAPP 


24047 


54415 


A 


24185 


2 


214 


CLSLPPPPWDPVRPEPPQ*VPSP 
APQHPVPSTTQGLRSVGARRGT 
GRQLHLQSRCG1HWVKPAGLL 
SLGL 


24048 - 


54416 


A 


24186 


308" - • - 


311 v - - 


LPSHGAGLGTCSPPCLSLPAAP 

WAP/RVARASPTSAAPTPQHPV 

PSTTQGPLGSPSTLRKJL*SFALC 

NKSCCCSLFGSTLPL*AVTLTA 

KVCSFTPKAVARP 


24049 


54417 


A 


24187 


1 


669 


MMNEGSGISLSGCDLGTALQLL 

SQAIVECLKLFQMLNRSTILGSG 

GQQPSSHSSTKLRPDSGAQLAS 

PSGSCTGAAGGAACQSRTVCSH 

SSALGWSMGLGAVEQGVVLV 

GEAQAAQEPMEGVGGSGMAG 

CRSRALPHGKAAKARRAIEHST 

GGLALLGDPVHSPQPLARVLSP 

SLPRASRAGW/PAPSAGPPSPHP 

PGTPAGPQAPHAAPVPARASPS 

TPPCKL 


24050 


54418 


A 


24188 


157 


395 


RCSSCQREMTPYGK*NVQKRL 
KTTKNGSM* LKSHILSTPEQ\PA 
SPTSS/PPLLQPAAPAPPLMPRPS 
PPPGISVA*YPGM 


24051 


54419 


A 


24189 


2 


287 


CLSLPPPPWAPVRPKPPR*ATPP 
APRRPVPSTTQGLRSAGARRGT 
G RQLHLQPLCG I H WVKP AG LLS 
LVGTWRTFMSSSGIVNTPISTLC 
LAQGL 


24052 


54420 


A 


24190 


500 


724 




24053 


54421 


B 


24191 


1 


2154 




24054 


54422 


A 


24192 


688 


1215 


SRLAPALLSPWVVDGTGRCGA 

VGGAHWGGLGRTGAHGGGGR 

LRHGGLRVPSPAPREGS*GPPR 

YRAQRWWAGT/DWRTQYTLRS 

CWPGTLPSK*REMTPYGK*NV 

QKRLKTTKNGSM*LKSHILSTP 

EQVPASPTSS/PPLLQPAAPAPPL 

MPRPSPPPG1SVA*YPGMPWTC 

PFYWQ 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 

acquciivi 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
luuun iur pcpuuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

Ul pcpilUC aCqUCUCC 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
uliliiui?, \— pu55iuic nucituuuc insertion) 


24055 


54423 


A 


24193 

< if. * i 


308 


1131 


VLQLLRRRTWSCSLRAWSWDL 

IVPPGGLVVSLASGVKLQTFAV 

SVTALKEARLDLFVPPGGLVVS 

LASGVKLQTFAVSVTAHKSSV 

DPKNSGAQLASPSGSRTETAGG 

AACQSRAVRSHSSALGWSMGL 

G A I EQGAA L VRGGSGRTGXPM E 

WVGGSGMAGCRSRALPRGKA 

AKAQRE1EHSAGGPALLGDSVH 

PPQPLARVLSPPLPGASRACWL 

LRVRGPPSPRPPGTPAGPQAPH 

AAPVPARASPSTPPLVHLTNDV 

LRVKVKWAFFFTLHK 


24056 


54424 


A 


24194 


192 


818 


SWCLSRAVVGDSMTSEVIEDVE 

KQF\YSKA\KTYWKQIPPTVDR 

HAWGEGPNKTGTSCALDCGAG 

IGRJTKRLLLPLFREVDMVDITE 

DFLVQAKTYLGEEGKRVRNYF 

CCGLQDFTP\EPDSYDV1W\1QW 

VIGHLTVDQHLA/ESFLRPCKGQ 

ASAPNGIIVIK\DN1A\QEGVILD 

DWDSSVCRDLDVVRRIIVCSAG 

LSLLAEERQENLPD 


24057 


54425 


A 


24195 


1 


233 


FFFFETESRCVARLECSGA1SAH 
CNLCLPGASNSPASASQ/CSWD 
YRCVPSRLANFLYFSTDGISPC 
WPRMVSNLLTS 


24058 


54426 


A 


24196 


240 


476 


LLPQYRRVLLIYSGIQLLPGLGL 
RRRMCPGIYSFLLDFLVYLRRG 
VYSIL*W*FVFVVLVPWFSAPS 
GHLRSSLCCLF 


24059 


54427 


A 


24197 


288 


677 


NLPEDVVPDDKPHQPLLRAVXC 

LFVISKDLFLESPFESPIWRMYP 

NSTVHIQRLELALLC/CHCPRAL 

PASAHSCHSLERGLPICKE**CM 

PCSEYTIASQRPAGGAPAILPEC 

DSRRRTTQATSEPGSHI 


24060 


54428 


A 


24198 


99 


399 


LLCHGFEHPPLAQRSLLLP1V*S 

LLLSTRQSHSPSSFVPLLARSCG 

SWVSPAEAAEPQILQKGKCSCL 

IVPLEALCQRGTRLSLWLPLTFF 

PSFQLWPV 


24061 


54429 


A 


24199 


I 


586 


LSFFKVFSFFAIGSNILFSSEKFII 

TDHLKPSSPTCQSHSLSSFVPLL 

A R V A FRWG FG V D V LS F VS FPSN 

SQDPQLQVCGVCWRSTPDRLP 

GYHQRGSGGCRTADIIEPQMLR 

LIVRLEVLSQRSTRPQRCQVSAVL 

LGGASQLGCC/GVRDLLEEAVC 

PFSDL/KLHAGKTTTLFKAVRQ/ 

SHLSLQRLLLSFVCLCPT 



3184 



WO 01/075067 
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SEO ID 

NO: 

- . 


SKQ 10 NO: 
of peptide 
sequence 


Mel 
hod 


SEO ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of firsi 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


24062 


54430 


A 


24200 


1 


822 




24063 


54431 


A 


24201 




ISO! 


RS AG i DFE- FFSG/PRRiHTASCL 
PSQRSSNRACSSS VTRI VSI LSRF 
IGI1TPMNRNPRFWRNSTSWTR 
MNRQTSVNRh III LMSFTA A A 
SRVSVMTVKTSDTCSSRRRSQL 
VKYHLSISTQVL 


24064 


54432 


B 


24202 


1 


2040 




24065 


54433 


A 


24203 


176 


564 


AWEPKWYSTTATRTHFWEMRS 

RSIMSTTKAFSTSNSASDSLEEP 

SSRKTRSSSLLQ? KSCNGGSEM 

SSTYRVVGLTGASLSASALNSLI 

DSRSNR*V/FSRNTLAN1TRRNQ 

LK.MLPAPDPDGFSSGSPFQ 


24066 


54434 


A 


24204 


1 


774 




24067 


54435 


A 


24205 


1 


1807 


MPLRAFNPVSSFRWARGMT1V 

AALMTVFFIMQLVGQVPAALW 

VIFGEDRFRWSATMIGLSLAVF 

GILHALAQAFVTGPATKRFGEK 

QA11AGMAADALGYVLLAFAT 

RGWMAFPIMILLASGG1GMPAL 

QAMLSRQPNFDHWTADRHGD 

LCRLGEHMERVGMDCRRRPIPC 

LPPRVASRCMEPGHLDLNGSRR 

HLANGFTTPRIGANQFLRRTVN 

AQTNPWQNISIASA1SSSRTRR1S 

GSVGSWPRSGNAEVSALHHYV 

PDLHRRMLLATLWNTY1CINEA 

LALTLSDFSLVPPHPYRQLFTLT 

TFHNRACSSSVTRIVSILSRFIGM 

TPMNRNPPYTEAS VTKQEKTA L 

NMARFIRSQTLTLLEKLNELDA 

DEQADICESLHDHADELYRSCL 

ARFGDDGNSYDHDYAKLACLQ 

VEGRGGGTFAHELLAVEYAGW 

ISPAFRLKVMHWLMNRMLDAR 

NRDRYKQWKQDFFHDSYNRQS 

AGHILSQCANLAATTSEYFIHKP 

HRLIAAETGYSQSTVVRAFREA 

VNKGILSVEIVIGDHRERRADL 

YRFTPSFLVFAQQAKNALIESKS 

KIXSSAATKVRLLAPISPTSPMG 

KIGLATSGS 


24068 


54436 


A 


24206 


291 


851 




24069 


54437 


A 


24207 


2 


694 




24070 


54438 


A 


24208 


2 


331 


HLSTIEPEDYNLLFRRVSLKLSV 
WLPT WQSKSNG WSK.KCL WM H 
LKSNPLNALLPPAGF*SATMPK 
CSAWAKTISSPGCVITEF*SQPV 
NAGTSPNKNTYLVGISPLKKP 


24071 


54439 


A 


24209 


1 


4455 
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SEQID 
NO: 


SEQID NO: 
of peptide 

c a/4 it Anr# 
aCfjllCflCC 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cotiuii tor pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-IJnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24072 


54440 


A 


24210 


698 


1088 


LTSKFIAAVCMRRISLCGKGSA 

QNTDSGLAATPCSCVSD*QNSTS 

SRIRM*PWMCPCPMICRKSAT*N 

ITLRC*RAAPPISSRVRK*/MSM 

Y/NHLQSAECGGHRPFPVPQEE 

SILLLLHLIANRSSACHSIR 


24073 


5444! 


A 


24211 


1 


1902 




24074 


54442 


A 


242 1 2 


1 


2898 




24075 


54443 


A 


24213 


1 


2604 




24076 


54444 


B 


24214 




1254 




24077*;- 


54445 < 


A : 


24215 




2946 




24078 


54446 


A 


24216 


698 


1285 


RFWRN STS WTRMN RQTS VN RF 

TTTLMSFTAAASRVSVMTETA 

MTMITPSLHACRSKAVAAALLP 

MNCSLWSTQAG/CSP/DVSAEG 

KPD1YRLSNRK1TTCYSAES/LL 

KLSVWLPTWQSKSNGWSKKCL 

WMHLKSNSLNALLPPAGF*SAT 

MPKCSAWAKTISSPGCVITEF*S 

QPVNAGTSPNKNTYLVGISPLK 

KP 


24079 


54447 


A 


24217 


1 


1986 




24080 


54448 


A 


24218 


1 


2262 




24081 


54449 


B 


24219 


1 


1014 




24082 


54450 


A 


24220 


1 


1155 




24083 


54451 


A 


24221 


5 


386 




24084 


54452 


A 


24222 


1922 


2146 


SSSAGISCWSSSPTPGS1PSRVGS 
AAA*GWTTSRSSTGSANPSASR 
KPAAAIRASMPPNCRSGEARWP 
LWSGSL 


24085 


54453 


A 


24223 


1091 


1435 




24086 


54454 


A 


24224 


1 


2919 




24087 


54455 


A 


24225 


1324 


1502 




24088 


54456 


A 


24226 


1 


2901 




24089 


54457 


A 


24227 


5 


253 




24090 


54458 


A 


24228 


1227 


3031 
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SEQID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


24091 


54459 


A 


24229 


1 


1940 


MNRQTSVNRFTTTLMSFTAAA 

SRVSVMTVKTSDTCSSRRRSQL 

VCKRMPGADKPVEGRGGGTFA 

HELLAVEYAGWISPAFRLKVN 

QTFIDYRTGRLQPAIPQSLPEAL 

RL A A DLA EQKQRLEQKMLM D 

APKVEFAERVATASGVLIGNYA 

KVLGLGQNYLFTWLRDNGILIA 

TGERRNVPKQEY1SRGYFTLKE 

TVIDTSNGSRISFTTRITGKDVV 

RTTS1VMLAKVTFLSCITMSDFT 

FSGYELACFVTHSGLSRSAGHIL 

SQC AN LA ATTSEYFI HKPH RL1 A 

AETGYSQSTVVRAFREAVNKGI 

LSVE1VIGDHRERRANLYRFTPS 

FXLAFAQQAKNALIESKLKISSA 

ATKVKAVLAKTLALFNFLSTPP 

CQN DTPS PCQDD V A 1 KNKKSQ 

VKKTKRSVSGGAGTTSLKKLTS 

WIAKAKAKADNLRLSKKRTQK 

HEFKQKVEAAARKYAYLKNKR 

SPD1GG1SNFDNLPHCMTVNEA 

LNAVLAKNKDNEQWGAVAGA 

YIAD1TDGEDRARHFGLMSACF 

GVGMVAGPVAGGLLGAISLHA 

PFLAAAVLNGLNLLLGCFLMQ 

ESHKGERRGELLKIVVLPGDHV 

GQEITAEAIKVLKAISDVRSNV 

KFDFENHLIGGAAIDLQGGGGK 

PRCVSKSLMLHCTR 


24092 


54460 


A 


24230 


1 


1230 




24093 


54461 


A 


24231 


I 


799 


MKPRTYTVSVTAVKDGVSGVC 

SFRCSDVSRVSSFQWVRGLADF 

RSEAADLHNSGAQLASPIGSRT 

GATSGAPCQSRTHAPALLSLW 

AVDGTGRHGAGGSTRRQGSGG 

TQEPMVAGKAQAWRAAGFSG 

SGDGVGVS1LVPWGGTCIGSFR 

QA1MSWISGGAFSDAGCDSDRL 

GKDWNSLEGSEEERKMWESLE 

LPRDLKSSEDRKMWESLELPRD 

LLNGFDQNAD\T1CTMKSRLRW 

SQMEMKNLLGTGVNVTLVML* 

QRDWRHLLLV 


24094 


54462 


A 


24232 


416 


775 




24095 


54463 


A 


24233 


548 


882 


PGGHQYPPCHLEEKETDLPLLY 

TAVEEKGLSYS1IPGSLVEKPLT 

STNSSGTPIQSNITSL*1PLAGIMS 

MAASQN*AI*WPLAPTMQSFTC 

TT*RLS*SHRRSWWHRGCT 


24096 


54464 


A 


24234 


144 


570 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l/nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24097 


54465 


A 


24235 

" * - - j 


254 


1117 

If: .... ' 


LSRMKLRTLVVSVTVLKDVVS 
GVCSFRYSDVSGVSSFQWVRG 

LADFRSEA A DLRG LKLQTF V VS 

VTPHKGSVDPKSDQQRDLLQR 

VKEQNFRNVKGDPAALAHEDD 

VNGTESGAPRKHGDRELDDVV 

ITNPHIEAILENKDW1EDASGLM 

SHCIA I LKICHTLTEKL VAMTM 

GSGAKMKTSAIVSDM1VVAKW 

NSPRVDDVVKSMYPPLDPKL.L 

DTGTTTL-LLSVXSH L VL VTRNA 

CHL\TG\GLDWI\DQSLS\AAEEH 

LEVLREAALVASEPDKGLPGPEG 

FLQEQSAI 


24098 


54466 


A 


24236 


472 


844 


RTDGVLVWMSFLFVSFPSNSQD 

PQLQVCWSLLEVHSRPCLPGYQ 

QWRLLCPHEITGESMSKLHIIQK 

YTSSCCLFKSSXSERGSSTPCPSW 

LGSGEGLSTLHATDFSFSAPMA 

QRGKSSLVSLE 


24099 


54467 


A 


24237 


206 


456 




24100 


54468 


A 


24238 


50 


392 


LGLLPFFHRCPTQRGGI*RGSLA 

TAALLSCGGLCPVGS\SRHLCL\ 

PVRGKRPTQASVMGDALPPTK 

LECPRSASGCCAGSDNFKPVDL 

SLLSSMGLGSTELDHLAPWLQP 

PFQG 


24101 


54469 


A 


24239 


1 


204 


SFSVQFCSLVGDPLG*SSCDPLE 
EKRCSGF WN IQPFC AGFSPSL W 
DYLSLVFDVDDLQMRSLSGCPF 


24102 


54470 


A 


24240 


1 


375 


MCNAQVLEYMGKSSSLLTSDL 

QLVRDALRSLRNSFSGHDPQHH 

Tl DSLEQGISSLMERLHVMETQ 

KKQERKPPLVIPRQT/WV WSG P 

PANSNRPAAEGPDC*KEN*RDA 

LRSLRNSFSGHDPQHHTIDSLEQ 

GISSLMERLHVMETQKKQERKP 

PLVIPRQTGSGVDLQQTPTDLQ 

LRDLTVRRKTNEQKG1ASASTK 

RTSTPKPHL 


24103 


54471 


A 


24241 


1 


674 


MVVYACSPSYLEAEVGGSLSLE 

VEATNPKNSSKKFLDLISEFCK 

VSGYKISVHKSVALLYTKNDQ 

AATQIKNLIPFTTAAKQFKYFGI 

YLTKEEERLKPSRKK1TKKHTK 

KRTASLILHAMICSQIPKQQQNE 

K YQ VPQFDQSTIKN I ESA KG LD 

V WDS WPLQN ADGTPPL V 1 PRQ 

T/WVWSGPPANSNRPAAEGPDC 

QKEN'QTERNSINIKKKDIHTKT 

PLCI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknou n, 
*=Slop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


24104 


54472 


A 


24242 


1676 


1768 




24! 05 


54473 


A 


24243 


270 


47! 


PSR£YQDANPWLKW!KYSVRT 
LNKSDCYASGYK*ACLLCSVYS 
HGKAAGECTLSAGSKNGLAEVI 
KK 


24106 


54474 


A 


24244 


23 


200 


AQMKj\HGRSRSS*RC\DEEHWR 

ACRAQEPPCSQSQRERSKRTCR 

QGTVASKVKCHSEAR 


24107 


54475 


A 


24245 


*> 


270 


ASTSHVPQPICGLDDLAIRHSAV 
RLNRERVHSTAVLP*EYTKQRR 
QGHL*PDPYKKEGAATNEDAU 
LLRWERGRGARLHIPGCKAPQL 


24108 


54476 


A 


24246 


135 


275 




24109 


54477 


A 


24247 


365 


583 




24110 


54478 


A 


24248 


2906 


3114 




24111 


54479 


A 


24249 


108 


405 


NLHTPYRPQSLGQGEPLDDYV 

NTQGAS/LFSVTKJCELGAGS1EE 

CAAKCEEDKEFTCRYFHCRCTF 

LS1PQVTSSFLCFPLPLPLLKSSK 

LLANRDKYRM 


24112 


54480 


A 


24250 


1 


386 




24113 


54481 


A 


24251 


1 


808 


MSYSQCVSDPKAHG1LPGYHC 

WLFRDQGLLKSQHVINPAKAST 

GFFLQDTLMVLEIKTTIRNYYK 

HLYAHELERLEEMDKFLDTYT 

LRRLSQEVIDSPNRPIMSSKIESV 

KGYTHQQFCHKSTLNKGDRVI 

DNLTCPPYCCVWFPLAGTGPHI 

LYLSRLVSNLELFKRGKGRGEQ 

RKEEVTCGMLRKSLVTSDLPEP 

GGVTSEGCETAKVTACSSLWE 

LCHREVLTPYCPKDTCRKWLE 

TPVRRSCPVRRSRISTCLRKKFG 

HILAEQLSCA*RCL**FL/YGCFY 

FQDHECVLKEESSTSFGRINHV 

LTLKEPLVPE 


24114 


54482 


A 


24252 


833 


1245 


ANMFPAFAAVAAGAATEAAA 

AAAAAPAPLAPARRAAAAARG 

PPLPRLP/WSCAEVMYHPQPYG 

ASQYLPNPMAATTCPTAYY/RA 

GAPTWPAGESPDGQPAGGGGE 

GHREYRSGARRRPAGTRGAED 

ALGSAGASLSRKP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \— possible nucleotide insertion) 


24115 


54483 


A 


24253 


145 


766 


TGCIREKFHLPEGSLLIVSSRKH 

LQRLAFQAKVSSMMLPLQGAQ 

MLQMLEKSLR\KSLPRNPLKVY 

GTWFHINHG\NPFNLKAVV\DK 

WDFN\TVVV\CPQ\EQDMDRW 

TLDHYTITVYQIYSKDPQNCQEF 

LGSPELINWKQHLQIQSSQPSLN 

E AIQNL A A 1 KSFK VKQVTQRJ L Y 

MGRLETAKXELTPFLAGNQRILS 

P\SGW(AKpKAM 


241*16':' 




A".- 


•24254 > - 


215 


550 


VG F RSCL VMSG RGKGG KG LGK 

GGAKRHRKVLRDNIQG1TKPAI 

RRLARRGGVKRJSGLIYEETRG 

VLKVFLENVIRDAVT\YTEHAK 

RKTVTAMDVVYAL\KRQGRTL 


24117 


54485 


A 


24255 


3 


292 


TLLNLAAAHCSGPCLLWFQLSF 

RSPSTSAVGRCRRPSADFHPSRS 

SRVSAVLLIQ/QRCPLPILIQLKA 

CHCSCTAKWLGSSPKPETFFEII 

HPSPS 


241 18 


54486 


A 


24256 


1 


789 




24119 


54487 


A 


24257 


3 


256 


TLLNLATALSSGPCLLRLELSFH 
SPSTTAVCCRHRPAADFPPFGR 
VSSLLL1Q/QRCPLPLLIGLKACQ 
CSCAAKCCVRPNRAEQ 


24120 


54488 


A 


24258 


3 


212 




24121 


54489 


A 


24259 


2 


491 




24122 


54490 


A 


24260 


20 


272 




24123 


54491 


A 


24261 


160 


876 




24124 


54492 


A 


24262 


623 


796 


GANSWNLTGTLAVKAGTVENP 
I*VFATHVESAGPR*LDPRTGSL 
A V RTKG RH WDQG A 


24125 


54493 


A 


24263 


242 


659 


TSNSPPQTRPHVCHGPRQYLLQ 

LSSRDLEFLVQIAVRSCLCPGLR 

1RSPVFAVASTSTFGTLRGKVV 

KDFGFVFPPPWGQPCLCPVEER 

ALSCQGPVVDSRCPRCGHEGM 

AYHTQQMRSADEGQTVFYTAC 

TNCKFQEK 


24126 


54494 


A 


24264 


66 


238 




24127 


54495 


A 


24265 


2 


278 




24128 


54496 


A 


24266 


168 


565 


TENFRALSTGEKGFGYKSSCFH 

RJIPGFMCQGGDFIRHNGTGGK 

SIYGEKFDDENFILKHTGPGML 

SMANAGPNTNGSQFLICTAKTE 

WLDGKLVVFGKVNGMNIVEA 

MECFVSRNGKTGQKITIAVDCG 


24129 


54497 


B 


24267 


20 


88 




24130 


54498 


C 


24268 


183 


254 | 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codoa for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)n known, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


24131 


54499 


A 


24269 


412 


590 


KSGLATQG/GRRRGWVFLAPQ 
KGGEGVETQREGVGVLAPSPE 
KRDLPLRVKDQGRRPCVV 


24132 


54500 


A 


24270 


550 


852 




24133 


54501 


A 


24271 


207 


381 




24134 


54502 


A 


24272 


412 


589 


KSGLATQG/GRRRGWVFLAPQ 
KGGEGVETQREGVGVLAPSPE 
KRDLPLRVKDQGRRPCVV 


24135 


54503 


A 


24273 


191 


235 




24136 


54504 


A 


24274 


95 


375 


AEK1WEGVSQRALGQSSRGSGS 

GCQMMPLSGRPQVVCFFTAHM 

LTKKREEGASMLNMPCFQ*KE 

EM1QANLGPIADSSHCLGIEGPP 

WAPLTP 


24137 


54505 


A 


24275 


144 


293 


WQVPLFWQPFPEPLELWPKAL* 
LTPSQIFSD*RLKTDAARSPRKP 
PAPR 


24138 


54506 


C 


24276 


1 


909 




24139 


54507 


A 


24277 


1 


1744 


MGCLGTQRAPRAFLLLPLPLHF 

AQLSNLTQLQAAASLSMVTHR 

SSGGGGERGATAAGTEQGGAC 

LAASLLRGLWDAGEVTPIRVRV 

RPYDPFTLAPLHEHSEAQCVAS 

PSLTVTKEKSLLPKSLLAGSREV 

A RSRA LCHGQ A RPPPRPQ VTQQ 

RTQLQGQRILQWRPATEGPHSP 

RRG SDS A KGTH PPTTGTC PPRR 

RQGAGYSRYNSGESRRRLGRQ 

QDLVARSDEQRDPAPATRRED 

KMIEELQPFGEHRPRRSPSQGC 

DTLFQALWFLASPSFQRGGQLQ 

VLALCKAAAGPGAPQAASTAG 

TREHGYAWKLGDTRNHRALK 

RKSQTWLRRFPAGCPDVCSAL 

ADLRAFMGLRGEEVCADWSM 

GGHGSGECRRGTGGQRAVVPK 

SP VQEKG KEPLSLLQ YFM V DEK 

ERFLRITSEHEDNDNSNNSSNHS 

SINETKETCFIHEPKTPAPVTDW 

EGSLPLVFNHCRDASLIIHSCFK 

GVRPHRDACLG/RFTLSGK/FPL 

SWGRGKYPSTPSPSPLAASPTFL 

GQGQELVTSARNLTTRPRNAC 

GPGFLLSHVPSVRDPTGNRTVQ 

LTWQPLPEPLELWPKAL 


24140 


54508 


A 


24278 


2 


120 


QSSAAKPRTSGKGSVREPWAR 
VPGALGVAAR*AEQSDFQ 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


24141 


54509 


A 


24279 


1135 


1483 


1LTMTGSLSCTPSNAVIEKV*VC 

CSSLSTG*SKV/QVASNTSLCDG 

ED*GVVIQKKVKLWVFCIFYVL 

VQSYYS*R*SQIETVRNGCSHW 

GRFQDIALITGHCKIWTLIVFIQ 

YFNV 


24142 


54510 


A 


24280 


1 


860 

"-•TV 


ATTGGTNLRDDIMRLDDTVHV 

VIATPGRJLDLIKKGVAKVDHV 

QMIVLDEADKLLSQDFVQIMED 

IILTLPKNRQJLLYSATFPLSVQK 

FMNSHLQKPYEINLMEELTLKG 

VTQYYAYVTERQKVHCLNTLF 

SRLQIMQSIIFCNSSQRVELLAK 

K1SQLGYSCFY1HAKMRQEHRN 

RVFHDFRNGLCRNLVCTDLFTR 

GIDIQAVNVVINFDFPKLAETYL 

HR1GRSGRFGHLGLAINLITYDD 

RFNLKSIEAQL*TEIKPIPSNIDK 

SLYVAEYHSEPVEDEKP 


24143 


54511 


A 


24281 


848 


1218 


PMQRKSMLKISVS/PVSVQKFM 

NSHLQKPYEINLMEELTLKGVT 

QYYACITELQKLAETYLHRJGR 

SGRFGHPGLAINLITYDDHFNL 

KSIEEQLGTEIKPIPSNIDKSLCG 

AEYHSEPVEDEKP 


24144 


54512 


A 


24282 


241 


477 




24145 


54513 


A 


24283 


38 


208 


MTAGAPPPPPPFET\PEGV*GNP 
TCSGG*EDASGSTRSQRHPVGL 
PVSCALRACHLK 


24146 


54514 


A 


24284 


794 


1455 


AQQGGTSKKRRFPQDGQQRAG 

LACSRPPGPGGCGFQAPAGERY 

PNIKPHPTSVAPLVLCICYLM/P 

MLPWAWSYWRGARRPSRHPG 

AFPCSVAHQCPSAARSPTLRQE 

DPEKGSQASSFPTGPSPQSMVD 

RCLKGPQLDVSRKQLSLPQTGL 

RPVLVNQLSKKPTGYPQTQIQW 

VLMRDTGKDTDTEEKEGHAK 

MEAEIGVMYPQEHLEPPESGRA 

KGEIPL 


24147 


54515 


A 


24285 


90 


354 


QSPGVHQLSRFVS*SYSERP*SL 
LVSTRYHTRALH**HYADSIQ* 
ARSSKHTGLIGCTVP*RGFPRTH 
SFYSRKREPRRQTSSFRG1L 


24148 


54516 


A 


24286 


236 


520 


TACFLTHVAIKWVMHSSIPSSN 

GGGIYMIGLKAQVSYMRKWLK 

SPWSPLLLSPSLHRWPHGKFPM 

1S*QRKRRLGPGSQMVLHDMQ 

APPKSGQL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codoo for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn. 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24149 


54517 


A 


24287 


16 


278 


FAQAMKPHLVQQLQLESPLG* 
AYDN'PLSFSK!HLSDLHK.PVL*L 
G DSN DVLGTLESM S AQSQCP V 
VPEMSDHLPFPMHSYPGKRPEV 


24150 


54518 


A 


24288 


74 


168 


LGKCLFLH SC P* APPE A ICLQLP 
LLSSPNGP 


24151 


54519 


C 


24289 


92 


564 




24152 


54520 


A 


24290 


1 


876 




24153 


54521 


A 


24291 


71 


282 


PLVTQVVFRLFPTNSSLDLLQ/S 
PSP/GSGPHSNWQPFGSLDKWA 
GVKHPNEECAASKIQTGPPCVV 
PLPWL 


24154 


54522 


A 


24292 


81 


1054 


PRJLFSDCFPPTAAWTCCRAFSC 

SGPHSNWQPFGSLDKWAGVKH 

PNEECAASKIQTGPPCVVPLPW 

L*EEPNAA1YPSPVSPVCFLLLA 

HW1QSA*CHQCNGPVWYLVEV 

KSNQVLSK*HYDTKPES*YTPY 

GQEWRKGHLPSQWPHTRYQE 

MY*FAQAMKPHLV*QLQLQSP 

LG * A YNNPLSFSKIHLPSPHGSH 

SEPCL*GPTRTLV*L*L*KQTGM 

LAVAPEENQHYLAWQLPQGRP 

SLLPQAVQGLSPQTKVERLMA 

ASVGEGMLPILGMEKLF/PSGK 

KD*SGFTSSVSPASSGSSHTSPF 

QVAGSHSFPINAFTLTVDTW 


24155 


54523 


A 


24293 


5 


88 




24156 


54524 


A 


24294 


779 


1041 


PPLSSPSGP/DEQSD/LWWQQSIP 
LHQETVKVLH'MGPVPCATQL 
DKIHQQGFSDPYRGAVLLASG 
WCPKRPEIPEEGATTHLCCFPAS 


24157 


54525 


A 


24295 


248 


3714 




24158 


54526 


A 


24296 


4177 


7804 


TFQESRFEQGFQKAIFILELVDA 

EDPPDEEEEEASSIFSSSFHFLFP 

SSSSCFSFSSSSSSLLLRSPGDKD 

MPTAGMPSLLQSSSESPQSYPE 

GEDSQSPLQIPQSSPESDDTLYP 

LQSPQSRSEGEDSSDPLQRPPEG 

KDSQSPLQ1PQSSPEGDDTQSPL 

QNSQSSPEGKDSLSPLEISQSPPE 

GEDVQSPLQNPASSFFSSALLSI 

FQSSPESIQSPFEGFPQSVLQIPV 

SAASSSTLVSIFQSSPESTQSP 


24159 


54527 


A 


24297 


145 


219 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/^40,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24160 


54528 


A 


24298 


191 


1075 


QPKVSRHCQTSPGSYLYSLQSG 

R WTTG K PLQQTKS V Y L RS FH H 

HHFQNHRHYLHHHHLYHHHH 

YHPHPSHHHLHCYXSQHHHHH 

HHHHHHHEHHLCRHQKSTQVE 

YSVFAERENDLGLNGTGDEAL 

HDNGTTERVSGPPAGYLYRAD 

YAIGLQPFMPRLGRRTPGAGGP 

HSRAPELAYLQKLITSPATLPFV 

YLETGGWSPRDAHRVDNFDM 

GPRE^MGSVWEKSFLFITWPSK 

SSYIADKNLIYLYASECIGRQSQ 

KARASKSGVQAEHPYITGAIKD 

DTRAIVKTRDLANRLK 


24161 


54529 


A 


24299 


155 


381 


LICTSFK1LSRLFCPSSL*SSSSQG 
ACISKLLSVLTYAHLYFALEKE 
VLTFLSRAIVSSSTLLTHGVAHS 
LTLFH 


24162 


54530 


A 


24300 


1052 


1338 


TGWDGPPANCSSPMEGDSNVH 

CSCVCCCSCFGLLL/CAIHCCCA 

PPGCSACGAATLLYSAPLGSSA 

YGIALLSPFHHVRMMLSTKQEV 

GLHQTLNLP 


24163 


54531 


A 


24301 


1 


723 


MLNVQALVVMVMCFMWASL 

WAPGGHPSAGNISSWVSGLVSF 

PEWSSWELVVSVVGWAGKLW 

LHESLLTLNLSCGLLVVLVALV 

FDEWHPWSGHVAEACSTGYWS 

TGGIWFHEIAAP*DCSSSPAME 

QSWMENDVDELIEVGFRRLVIT 

NFSELKEDVRTHLKEAKNLEKR 

LDEWLTRJNSIEKTLNDLMELK 

TMARELRDACTSFSSQFDQVEE 

RVSVIEDQMNEMKREEKFREK 

RVKRNEQSLQEI 


24164 


54532 


C 


24302 


295 


430 





3194 



WO 01/075067 



PCT/US01/U8631 



SF.Q ID 
NO: 


SEQ li) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


24165 


54533 


A 


24303 


811 


1947 


QTERNSININRNGHQHQNP1CRS 

PSSKTKGSIKPQRSGRNQSMCA 

ENSKNQSTSSPPKDCSSSLAMK 

QSWMENDFDELTGAGFRRLVI 

TDFSELKEDVQTHHKEAKNLE 

KK1RQMWTRINSVEKSLKDLM 

ELKTMARELCDACTSFSSRFDQ 

VEERVSV1EDQMNEMKRKEKF 

REKRVKRNEQSLQVIWDYVKR 

PXNLRLIGIPESDEENGTKLENTL 

QDI1QENFPNIARQANWQIQEIQ 

RTPQRYSSRRATPRHIIVRFTKV 

EM KEK\MLRAA RQKGRVTHKG 

KPIRLTADLSAETVQARREWGP 

1 FNILKGKNFQPRISYPAK.LSFIS 

EGEIKYFTDKQMLKDFVTTRPA 

LQELLKLEALNMERNNWYQPLQ 


24166 


54534 


A 


24304 


1 


2394 




24167 


54535 


A 


24305 


1902 


2413 




24)68 


54536 


A 


24306 


2 


610 


WAPPAIH1RCMPEAYNFPRKPL 

SLIPSAIQSNELI1MNGMRALNIQ 

LLKRYQCTLD1RYKQTSMLNC 

YEGTV1TPSHIQYPCLSDSYGLY 

DIGIRNTDFLKGELSMNIRPLHD 

RVIVKRKEVETKSAGGIVLTGS 

AAAKSTRGEVLAVGNGRJLEN 

GEVKPLDVKVGDIVIFNDGYXG 

VKSEKIDYEEVLIMSESDILAIV 


24169 


54537 


A 


24307 


1 


801 




24170 


54538 


A 


24308 


1268 


1579 


TAIWSPSKSALYAAQTSGCSW1 
A LPS I STGSN A Wl PRRCR VG A RF 
SSTGCSRITSSRISQTTASSRSTIF 
FAALMVVARPRSSSLP*MNGLN 
SSSAIFFGRPH 


24171 


54539 


A 


24309 


583 


796 


1HICDIRFSATPAGGEFWQYIAS 
RQSIFHA1VETGHALIQPSSVPG 
LTPA M KAVATTSH * T VESCFRS 
ASR 


24172 


54540 


A 


24310 


1 


313 


MPNVDVVGEMVNTMSASRSY 
QANVEVLNTE1CAMSIAVTTTDP 
TNTG VSTTSSSSLTGVSN A A DLQ 
SSFLTLLVAQLKNQDPTNPMEN 
NELTSQLAQISTTLRAY 


24173 


54541 


A 


24311 


54 


323. 


SASAQVSALSIHSAAFQNEYLSP 
CPN*RLV\SAFTNSSRQSG*PEK 
SVSQTPVITASAFT*YADIAASV 
RNKl LRPGTN VFG DTIG FR VQ 


24174 


54542 


A 


24312 


816 


866 1 




24175 


54543 


B 


24313 


1 


985 




24176 


54544 


A 


24314 


1828 


2505 




24177 


54545 


A 


24315 


1 


1938 





3195 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 

\rl pcpiIUC 3vl|UCIItX 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
uciciiuii, i~|?vmii/ic iiulicuiiuc insertion) 


24178 


54546 


A 


24316 


4201 


4668 




24179 


54547 


A 


24317 


269 


503 




24180 


54548 


B 


24318 


1 


1702 




24181 


54549 


A 


24319 


829 


1584 




24182 


54550 


A 


24320 


1238 


1926 


IQAAYNR1APSSSPKFPRACGKP 

CLGERGRJRGPGPSFGL1NRPST 

PDPTITGVSTT/SSSSLTGSNAAD 

VQS/SFLTLLVAQLKNQDPTNP/ 

MENNELTSQLAQI STVS/G IEKL 

NTTLGSISGQI/DNSQSLQASNL1 

GHGVM/IPGTTVLAGTGSEEGA 
V/TTTTPFGVE\WDGTL/TDGST 
APNGSYNVAIS/ASNGGTQLVA 
QPLQFALAAERFCALSPGAPYR 
YDTWVRQWVASP 


24183 


54551 


A 


24321 


487 


1509 


F YLQGLRQQPQVRQPLN 1G VTA 

QGVNAAACHPHIAEQQLDHRH 

RTNVLRTNGVLRPAEGIQERGS 

FIVSTGFCDVFADFQERVFWRT 

TDVFNHiWRVAGNVLFQQVPH 

AARMLQRGIAFGEAVFVQFISP 

GGFIVLAFFRVVAGEQAIFKAVI 

LTHDQAGGGIGFGVFAVEFFIV 

QQVQQYA*QESNVSTGTNRGIV 

VSYRRRTRKARIDHNQLRAVV 

NFGFHRPAEPDRVSAHHHDEV 

GVLDVDPVVGHRKTFFDIWHD 

DQF1DQRVRRFSGDNRRLQDRE 

QVGLQSANNSPIDKSLFRGINQF 

QLYAAFTAQDVNIDIFKTRQQF 

FAV1GQTTGVQYGK 


24184 


54552 


A 


24322 


377 


749 




24185 


54553 


A 


24323 


140 


298 




24186 


54554 


A 


24324 


342 


1094 


MGAPWLHRPRRALQRWRLGS 

GFSCGSGLGLQENNGGRPVMV 

LALSTLPRRPTRCGCEFYCLIKP 

GFRLGMKSVKMEIRGLWAGGE 

DKIAVPAEPRSAGPERTLSDLH 

NESIF/1TGGGSGLGLALVERF/IE 

EGAQVATLELSAAKV/ASLR/Q 

RFGEHILAVEGN/VTCYADYQR 

AVDQILT/RSGK/LVNTPAETLE 

TGFHELFNVNVLGYLLGAKAC 

APALIASEGSMIFTLSNAAWYP\ 

GGGGPLYTASKHAATGR 


24187 


54555 


A 


24325 


I 


1785 




24188 


54556 


A 


24326 


2 


1760 




24189 


54557 


A 


24327 


2437 


2679 


TFQYIGQPHGDEFPHVAPVKHG 
DKLGEGKNHHDKSRHLFHRFN 
H*MR*IRLTSNCAGSDAISQRD 
NKEKKNDQWHDTFNKG 



3196 



WO 01/0750(57 PCT/US01/08631 



SCQID 

NO: 

-. 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40 217 


Nucleotide 
location of first 
codon for ncntide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24190 


54558 


A 


24328 


3 


415 




24191 


54559 


A 


~> y 


1 
l 


1932 




24192 


54560 


A 


24330 


1932 


2117 


RAISLGRTAAGYLNSDVAQRA 

ASGADPAGDFVVWH**1RKNLS 

GGARYAIPHLYQHLAWHP 


24193 


54561 


A 


24331 


1 

/ 


1017 


MRYREPPARGVEPNELHACRSE 

DKLSEDAFDDQCTGANPRYPLl 

SELKQILLDTYYGRDYVEDRLS 

FLL A V ATLNG ERLDGEMSEGK 

LVMPFRHVSDAFEQTRETIGVR 

GNNAINDMVRQRLLNVRFTSEQ 

AEGNA1YRLTPLGIGITDYYIRQ 

REFSTLRLSMQLSIVAGELKRA 

ADAAEEGGDEFHWHRNVYAPL 

KYSVAE1FDSI DLTQRLM DEQQ 

QQVKDDIAQLLNKDWRAA1SS 

CELLLSETSGTLRELQDTLEAA 

GDKLQANLLRIQDATMTHDDL 

HFVDRLVFDLQSKLDR1ISWGQ 

QSIDLW1GYDRHVHKFIRTGID 

MDKKPRPSRRCL 


24194 


54562 


A 


24332 


5 


220 


GLSWLNYC*ASTLTISLRCATR 
AVPLTRIRCRPRLLPSRRERTAL 
PCIYVKIAVTLLTATCASCVRR 
W1PA 


24195 


54563 


A 


24333 


3 


180 




24196 


54564 


A 


24334 


229 


564 


PGFKPRHSSWQRLPSLGHLPLY 

GSSVFTLLNLATAHSSGPCLLQ 

LELSFHSPSTTAVCRRHRPTADF 

HPSESGRVSHVLL1Q/QRCPLLL 

WIRLKACHCSCTAKCPGSSQLS 


24197 


54565 


A 


24335 


148 


404 




24198 


54566 


A 


24336 


213 


1306 


SCEHSVAHGRGIMDLSLLKALS 

EADA1ASSEQEVRQ1L\LEEADR 

LQKEVRVDGLGSVLIRLNESTG 

PKVMICAHMDEVGFMVRSISRE 

GAIDVLPVGNVRMAARQLQPV 

RITTREECKIPGLLDGDRQGND 

VSAMRVDIGARSYDEVMQAG1 

RPGDRVTFDTTFQVLPHQRVM 

GKAFDDRLGCYLLVTQLRELH 

DAELPAEVWLVASSSEEVGLR 

GGQTS\TRAVSPDVAIVLDTAC 

WAKNFDYGAANHRQIGNGPM 

LVLSDKSLIAPPKLTAWVETVA 

AEIGVPLQADMFSNGGTDGGA 

VHLTGTGVPTVVMGPATRHGH 

CAASIADCRDILHMQQLLSAFI 

HKSNELGGVLRLR1QICRDGNE 


24199 


54567 


B 


24337 


1 


1075 





3197 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SfcQII) NO: 
in USSN 

UV/r>4U,xl / 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


24200 


54568 


A 


24338 


438 


1462 

*. . i 


QIVQCLDVPSYTFIWFAVLDPIY 

GDSVSTGLVVAIISIIVNA1TIP1G 

LYLLNPSSGADGKKNSNLSAL1 

SAAKEPVVWAPVLATILVLVG 

VKIPAAWDPTFNLIAKANSGVA 

VFAAGLTLAAHKFEFSAE1AYN 

TFLKLILMPLALLLVGMACHLN 

SEHLQMIYTLASALPPAFSLKLIY 

CA A/ARLMCYTRTGTTSL A ITLT 

ETVTQKLTGSRPRISSYGRN LM 

WPLAWYkDNGKPHLCSQLETT 

RJHSTAAQGRSSGSLRRGLGAS 

PFYRQHDQARSEGQIP1TRIPMG 

L AQRAPKG R AQPRG LTAPFTN 

GALGQPQGRGTSKQASQTRPR 

ASAWPHTPT 


24201 


54569 


A 


24339 


30 


177 


GSGYQRCHNNAASDRLRSYRK 
QPAER/WLAPPIDSITSPPASRRA 
LILLY 


24202 


54570 


A 


24340 


3350 


3430 




24203 


54571 


A 


24341 


425 


824 


SISGSENACFNATVNHSGRYSQY 

GACLTSSSCRKGQLARRGLSYQ 

SPHAPADPAFPAARRSPVFCLS 

DDGGHKSPRDMSPDKPSRHPD 

QVALTRRIPSPPAVALPSVVKR 

TVHEGQGDDDESN PSPLSPDVH 


24204 


54572 


B 


24342 


1 


2118 




24205 


54573 


A 


24343 


1 


888 




24206 


54574 


A 


24344 


730 


1101 




24207 


54575 


B 


24345 


1 


1992 




24208 


54576 


A 


24346 


880 


1103 


TMMRRLISRQPVLPLQKCFSVLI 
SNPWRVFGGTGGGNQER/CRY 
AEESVAETRLCP*CRLYAEYDP 
GSGCAGLSL 


24209 


54577 


A 


24347 


1 


952 


MITLRKLPLAVAVAAGVMSAQ 

AMAVDFHGYARSGIGWTGSGG 

EQQCFQTTGAQSK YRLGN ECE 

TYAELKLGQEVWKEGDKSFYF 

DTNVAYSVAQQNDWEATDPAF 

REANVQGKNLIEWLPGSTIWA 

GKRFYQRHDVHM IDFYYWDIS 

GPGAGLENIDVGFGK.LSLAATR 

SSEAGGSSSFASNHIYDYS/NEN 

AND/VFDVRLARWDSPGGPLTG 

FPPSALACTSGVSGQKGVPGPP 

EAQVTFATPKKPGKEACSS1QV 

LNRGYRPPTFSYNTGVRRSARD 

YYPRRQRSISTNSPSRRWKGKL 

NSRRCSTGNRPLVGAVS 



3198 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

^a/1aii f/kr n*n tirl* 

vuuuu lur pcpiiuc 
sequence 


Nucleotide location of last 
codon Tor last amino acid 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /= possible nucleotide 

rtflftion \=nocsihl£ nucleotide in.sprtinnl 


24210 


54578 


A 


24348 


805 


1274 


ASFATTRPVTKLAMRVAIFDSV 
VGQRYWGSAASPEHSRFAVLW 
ILASIFR/DR1ASLRVQATVKS*K 
M S* A WY WQGC FRN WKSS P A * Y 
QFFSPARSASSHFAGEPVSLHSP 
I A LG Y RSS ESSSCHTSTASLS VH 
RDYAHLHGLRFDHSSSRRRLCY 
C 


24211 


54579 


A 


24349 


275 


490 




24212 


54580 


A 


24350 


1 


696 




24213 


54581 


A 


24351. 


1 


735 - 


MFTPDYRSVSRVLGSGPGYASR 

MNQPDVMPDIPGKRFYQRHDV 

HMIDFYYWD1SGPGAGLENIDV 

GFGKLSLAATRSSEAGGSSSFA 

SNNIYDYTNETANDVFDVRLA 

QMEINPGGTLELGVDYGRANL 

RDNYRLGKGLSQGSGVAFDNE 

KFAYNINNNGHMLR1LDHGAIS 

MGDNWDMMYVGMYQD1HWD 

N DH G\TK\ W WTVAG IRP\M FK WT 

PIMNTGMKF/GYE/NVESQGPG 

QNIRT1YLAKP*QPDVMPDIPGK 

RFYQRHDVHMIDFYYWDISGP 

GAGLEN1DVGFGKLSLAATRSS 

EAGGSSSFASNNIYDYTNETAN 

D VFD V RL AQMEIN PGGTLELG 

VD YG RAN LRDN YRLG KG LSQG 

SGVAFD1MEKFAYNINNNGHML 

RILDHGAISMGDNWDMMYVG 

MYQDIHWDNDHGHQVGGPAG 

IRPDVQVDAHHEHRDEIRYEKL 

MPRARJDKTFVQFTSQNPDRC 


24214 


54582 


A 


24352 


1 


3414 


MIVQPLAHGSHFDSIAAGNLAR 

P1AVYGRNEITAIFASLKTMQQ 

ALRGTVSDVRKGSQEMHIGIAE 

IVAGNNDLSSRTEQQAASLAQT 

AASMEQLTATVGQNADNARQ 

ASELAKNAATTAQAGGVQVST 

MTHTMQEIATSSQK1GDIISVID 

G1AFQTN1LALNAAVEAARAGE 

QGRGFAVVAGEVRNLASRSAQ 

AAKE1KGLIEESVNRVQQGSKL 

VNNAAATMID1VSSVTRVND1M 

GEIASASEEQQRGIE 


24215 


54583 


A 


24353 


1 


2493 





3199 



WO 01/075067 
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SEQID 

NO: 


SEQ IONO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*-Stop codon, /^possible nucleotide 
deletion, \~possible nucleotide insertion) 


24216 


54584 


A 


24354 


1 


1201 


MQPALLIVLNKVRQEARRRAR 

ACRIRRASGIVQFGKVRRQLAA 

VELRQRQTPERFVLLRGTRQQA 

TGQRIVKTEQRVIIITQRSFRRPG 

EGRRINDHFRFPAHLPSIRPIGK 

HQTPFG1SGHHFNFFTVAIGDD1 

AQLDRIGANQSVLKGFNKFVV 

QYATDSMTSQGKGLSQGSGVA 

FDNEKFAYN1/SFNGHMLRILDH 

GMNWDNDNGTKWWTVGIRPM 

YKWTPIMSTVMEIGYiDNVES^ 

RTGDKNNQYK1TLAQQWQAG 

DSIWSRPA1RVFATYAKWDEK 

WRYDYTGNADNNANFGKAVP 

A DFNGG S FG\RG DSDE WTFG AQ 

MEIWGLSRASGTLVTRAWRYK 

TTPTRHCLLMNHYAGEAAMR 

WKNYLKSTQKVQLQNFANWP 

K YSLSTLFH FPFSKSC 


24217 


54585 


A 


24355 


188 


406 


F1RSFDPSFVPSVLDRFFVLSTVF 
HSSSIFLVVIDRPSCVGEPSLF*V 
GGSCPTNSLYRCSGLAWYLMR 
SMD 


24218 


54586 


A 


24356 


I 


1798 




24219 


54587 


B 


24357 


1465 


7841 




24220 


54588 


A 


24358 


174 


3762 


TLNDAMRREKCLARINRTAKS 

GVVMPKLVTWMNNQRVGELT 

KLANGAHTFKYAPEWLASRYA 

RPLSLSLPLQRGNITSDAVFNFF 

DNLLPDRTI V RDRI V KRYHA KS 

RQPFDLLSEIGRDSVGAVTLIPE 

DETQHH YESLTITDEG EFVVFV 

GPSGCGKSTLLRMIAGLETITTG 

DLFIGEKRMNDTPPAERGVGM 

VFQSYALYPHLSVAENMSFGH 

ATGLAQHKEVAEVLPSRRICWI 

ANRKRSPVVSVSVWRL 


24221 


54589 


A 


24359 


364 


845 


RPLLDHGSSPRLNFLRFWYVVH 

AHTLMRMTEGWAGFDILRPYR 

WRRVIAFVVAFYFRHLIALLVV 

QMHFK^VKGNVDVVFTAQLID 

STVQLIDSTTTVTQFTHIQTQLM 

IQRAGTKCRKEDFRHWFVHHP 

WVL/MSPPSVTLYALFPDRSHR 

PRRDGSPDA 


24222 


54590 


A 


24360 


781 


1275 





3200 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


24223 


54591 


A 


24361 


1 


1185 


MDKf DANRRKLLALGGVALG 

A A IF DTD AC ATI CTDDDDM Tl XIX! 

/ trni>i a ■ fit i \ i ■ • iv< (Vt U> I i-il^ I ^ 

LHTGESIKAEFFDGRGYIQEELA 
KLNHFFRDYRANKIKSIDPGLF 
DQLYRLQGLLGTRKPSCGYVT 
TAPAARSYRLTSKFIAVGQKAL 
SSLNIIH 1 A APHLEA LI IG ESDTK 
NFASHDH AILI YKLEPTTGM LR 
TRAYIGQHMPLYCSAMGK1YM 
AFGHPDYVKSYWESHQHE1QPL 
TRNTITELPAMFDELAHIRESGR 
TMDRFFNFI fiVSCIAVPVFDIH 
GRVPYAVSISLSTSRLKQ/PRQH 
RFRLRERQPAGGTPPAGTNS VT 






GGASLHHARCQRRK*KPYRPER 
A/ESFLP A RG K.IC WP* AGTLT VC 
IMASASRLISGCTPDSTCWSTA 
HAPICRRRGRAINRCHCSS 


24224 


54592 


A 


24362 


1 


801 




24225 


54593 


A 


24363 


1523 


1950 


LLPA/AQKRRVDFLRATDFNAL 

MPGVVEIDGKNIYTQI1DLTTRE 

A V VNRPE VHRR Y 1 DIQFL A WG E 

EKIGIAIDTGNNKVSESLLEQRN 

I1FYHDSEHESF1EM1PGSYAIFFP 

QDVHRPGCIMQTASEFRKIVVK 

VALTALN 


24226 


54594 


A 


24364 


281 


997 


LTFARLKGITRKIGRLQSRRRKR 

CKAMGVDVNRVYSLDELVRG 

NDILFSATGVTGGELVNGIQQT 

ANGVRTQTLLIGGADQTPMAT 

LTEDDVLEQLDAQDNLRSFMK 

TAHTILLQGIRQFLPSLFVDNDE 

EIVEYAVKPLLAQSGQIDDIDV 

ALRLIYALGKMDKWLYADITH 

FSQF WH Y LNEQDETPG FA D DM 

TWDFISNVNS1TRNAMLYDALK 

AMKFADFSVWSEARFSGMVKT 



3201 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0y/>40,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=§top codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


24227 


54595 


A 


24365 


263 


1410 

i - . 3 


AMIS RRRFLQ ATA ATI ATSSG FG 

YMHY/CLNSDAIALGIEQRPDLI 

LLGGDYVLFDMS.LNSSAYSDV 

LSPLAECAPTFACFGNHDRPVG 

TEKNHLIGETLKSAVITGMLNQ 

ATV1AYANRPFELVGTGDLWS 

GQCKSASASETNLSRLVLAHNS 

CSKEVMRDEPCDLMLGSHTHR 

WQLSVPMAGEPFCHVADERYV 

LG LN A FCERH I YTI PRGG KR1PQ 

TFAADLPGKG1TVNPVQST1TEE 

TFQTLLVSRALEKLGYTVNKPS 

EVDYNVGYTSLASGDATFTAV 

NWTPLHDNMYEAAGGDKKFY 

REGVFVNGAAQGYLIDKKTAD 

QYKITNIRQLEDPEIAKLVDTNG 

DGKADLTGCNPGLGFEGAINH 

QLGAYELTNTVTHN 


24228 


54596 


B 


24366 


j 


2872 




24229 


54597 


B 


24367 


1 


1704 




24230 


54598 


B 


24368 


j 


1470 




24231 


54599 


B 


24369 


! 


2301 




24232 


54600 


B 


24370 


! 


900 




24233 


54601 


B 


2437 1 


26 


856 




24234 


54602 


B 


24372 




1743 




24235 


54603 


B 


24373 


! 


1410 




24236 


54604 


B 


24374 


j 


957 




24237 


54605 


B 


24375 


j 


2742 




24238 


54606 


B 


24376 


755 


1816 




24239 


54607 


B 


24377 


1 


1968 




24240 


54608 


B 


24378 


926 


6441 
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SEQ ID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknotvn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 








09/540 217 


melon for nenltde 

sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


24241 


54609 


A 


24379 


1 


1739 


MTWTHEAVNRREPLRGCEPNW 

DVDVKPAGCM!SR_R_NELPYTLG 

LRIDMLVDLGTPASLMGQSSVY 

NTTDRHSTHRMDGLEQLMQQA 

DFAADIAVVAPWDNWSPTAGR 

FGLIRLLDEQTAPYAWYTSPMH 

LMDEKCSCHRQRPVIGLNQPQ 

YQSGTIEVDNVSFAYRDDYLVL 

KNINLSVPSRNFVALVGHTGSG 

KSTLASLLMGYYPLTEGEIRLD 














GRPLSSLSHSALRQGVAMVQQ 

DPVVLADTFLANVTLGRDISEE 

RVWQALETVQLAELARSMSDG 

IYTPLGEQGNNLSVGQKQLLAL 

ARVLVETPQILILDEATASIDSG 

TEQAIQHALRRDCSPLIDHCDA 

DTILVLHRGQAVEQGTHQQLL 

AAQGRYWQMYQLQLAGEELA 

ASVQPLPNSDRRGSMKLVTVI1 

KPFKLEDVREALSSIGIQGLTVT 

EVKGFGRQKGHAELYRGAEYS 

VNFLPKAAYTGKIGDG/KIFVAE 

LQRVIRIRTGEADEAALYLWHT 

ATERDGPFRNFTAGAFRASLPH 

PARHGRRPILAAPFMPVNPSRLP 

PRRRHLASGRSLRFNCCTAGDE 

TCSARSGERRSLVF 


24242 


54610 


A 


24380 


547 


684 
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SCO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possibte nucleotide insertion) 


24243 


54611 


A 


24381 


1 


2208 


MLLVSASVNAMSISGQAGKEY 

TN I G VG FG TETTG L A L SG N WTH 

NDDDGDVAGVGLGLNLPLGPL 

MATVGGKGVYTNPNYGDEGY 

AAAVGGGLQWKIGNSFRLFGE 

YYYSPDSLSSGIQSYEEANAGA 

RYTICVQVFVVVMLIRMQLFTP 

VNTAIDGFATNYAIMPAYAVG 

EGVATHGLQFELMRTTGGNTQ 

HVFHHPLPLFAMWRYAAEMFP 

YQQMCQFVRYHFFNKSFTVFQ 

QQNGI E AN FIAFQPGRSGGGSA 

LGRNVFGFRYQPQCQQDKQYV 

QSRIHPEGVGVTQRVEHGQERC 

ANDHVQSSGTELMQEGVMSAS 

LKNQQGFSLPEVMLAMVLMV 

MIVTALSGFQRTLMNSLASRNQ 

YQQLWRHGWQQTQLRAISPPA 

NWQSGAAMLRVYHSNRLDVL 

EALMEFIVERERLDDPFEPEMIL 

VQSTGMAQWLQMTLSQKFG1A 

ANIDFPLPASFIWDMFVRVLPEl 

PKESAFNKQSMSWTCLMTLLPQ 

LLEREDFTLLRHYLTDDSDKRK 

LFQLSSKAADLFDQYLVYRPD 

WLAQWETGHLVEGLGEAQAW 

QAPLWKALVEYTHQLGQPRW 

HRANLYQRFIETLESATTCPPG 

YLRASLYAAIQHALASVREHTT 

LVVIAHRLST1VDADTILVLHRG 

QAVEQGTHQQLLAAQGRYWQ 

MYQLQLAGEELAASKGHAELY 


24244 


54612 


A 


24382 


2 


729 


DCSPLIDHCDADTILVLHRGQA 

VEQGTHQQLLAAQGRYWQMY 

QLQLAGEELAASVQPLPNSDRR 

GSMKLVTVIIKPFKLEDVREAL 

SS1GIQGLTVTEVKGFGRQKGH 

AELYRGAEYSVNFLPKAAYTG 

KIG DG/KI F V A ELQ R V 1 RI RTG E A 

DEAALYLWHTATERDGPFRNF 

T AG AFRA S LPH P A RH G RRPI L A 

APFMPVNPSRLPPRRRHLASGR 

SLRFNCCTAGDETCSARSGERR 


24245 


54613 


A 


24383 


683 


1161 


RTGHCH/SAFSFSTVLTSCSLSRF 

SFLAHRLQYLLRVAEPLPNSDR 

RGSMKLVTV 1 1 KPFKLED VRE A 

LSS1G1QGLTVTEVKGFGRQKG 

HAELYRGAEYSVNFLPKVKIDV 

AIADDQLDEVIDIVSKAAYTGKI 

GDGKIFVAELQRVIRJRTGEADE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


24246 


54614 


A 


24384 


631 


1149 


ffgi k eq v itann an snrn ktd 

rccrnwledhadnhchkhsev 

mpclrrhtvgdrdkkhdthh 

hqwgq*fpy11fwlvspl1aisrs 

kvsthglrqrdfillreasqsf 

rfvlrvydvadhiagkftvhd 

lqfigyhggqaqlvaqvfsk.es 

kaaggnrhfpaqrfqlehqlr 


24247 


54615 


A 


24385 


833 


1264 




24248 


54616 


A 


24386 


1 


1632 




24249 


54617 


A 


24387. . 


2Q7;8 


2371 




24250 


54618 


A 


24388 


1 


159 




24251 


54619 


A 


24389 


530 


811 


RPGTGTAAQVLNRRJKISRST*L 
TVVMGY WSIIPSVSLLKWDRR 
KSPKCSSALRVNISNTLLSTARR 
RKRYLIVIPALLVVRRCRPRGPS 
ACG 


24252 


54620 


A 


24390 


1806 


2115 


AAFQE1ELAFQDPQCVGLLTAP 
MLMPLFLDQLILQCFFW/W/TN 
LERA * TSFS ALFIDLQPPG YRTT 
TSKHKVSSSLIKGHVLLDHSFH 
DLNTQLWISTNAFRFGN 


24253 


54621 


A 


24391 


1476 


1751 


A LLL VSFASQRF1 S A/TVGNQN A 

GVDLLNLTLLVGGIFVLNNAGN 

FAVFTGDTSITGRJIQFHRQQTN 

ATLRFSITQTLECFDRDQRHVA 

VEH 


24254 


54622 


A 


24392 


606 


4519 


EEVVRAISAKRNEPEWMLEFRL 

NAYRAWLEMEEPHWLKAHYD 

KLNYQDYSYYSAPSCGNCDDT 

CASEPGAVQQTGANAFLSKEV 

EAAFEQLGVPVREGKEVAVDAI 

FDS V S VATTYREKLA EQG I IFCS 

FGEAIHDHPELVRKYLGTVVPG 

NDNFFAALNAAVASDGTFIYVP 

KGVRCPMELSTY FRTN AEKTGQ 

FERTILVADEDSYAAKRLTDYP 

HQLSGGERQRVMIAMALLTRP 

E LLI A DEPTTALDVS VQ 


24255 


54623 


A 


24393 


129 


256 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of las 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


24256 


54624 


A 


24394 

-• - V-.'- \ 


] 


1082 


MAMSKVKSITRESWILSTFPEW 

G S WLN E E I EQEQ V A PGTF AM W 

WLGCTGIWLKSEGGTNVCVDF 

WCGTGKQSHGNPLMKQGHQM 

QRMAGVKKLQPNLRTTPFVLD 

PFAIRQIDAVLATHDHNDHIDV 

NVAAAVMQNCADDVPFIGPKT 

CVDSWIGWGVPKERCIVVKPG 

DVVQVTALE1HAPDAFDRTAPI 

TWLADQKRRRTVKGRTTRPGN 

RSVTVRPRRRDAVIGRFYR11QS 

ITQKGLLLMVMPGCAFPLWIDS 

ELNLTFIDALFEGVSGITTTGAT 

VIDDVSSLPRAYLYYRSQLNF1G 

GLGVIVLAVAVLPLLG1GGAKL 

YQSEMP/AAI*G*QTHSPPGRYV 

TDTVDNLFF1RCRT 


24257 


54625 


A 


24395 


49 


281 


ASDHRYLCSQSVPLRGIPACYL 
LQAPLTRWR/RIPPSRRICAAIDS 
A1SRSPQRWLTAVCCGTVNFTN 
TCLLPDGVCA 


24258 


54626 


A 


24396 


737 


1419 


C1WHMYSHRLVAWRRCVKRR/ 

RYLTRFAKTRGVAIVMVGHVT 

KDGSLAGPKVLEHCIDCSVLLD 

GDADSRFRTLRSHKNRFGAVN 

ELGVFAMTEQGLREVSNPRGR 

GKRKFISPKKTPALAKJFRRNLL 

PPKVPGNGTSVRFRHSRICWMN 

PLPGAAWNCILTLKKPISPGVQ 

VFPESFTPARLEAFAGRSQACL 

VPAQNILHQKSQAWLFDFPEQE 

KELRELSAWMAGA 


24259 


54627 


A 


24397 


526 


1693 


STTGIRSIAMSNPILSWRRVRA\ 

LCVKETRQIVRDPSSWLIAVVIP 

LLLLFIFGYGINLDSSKLRVGIFL 

EQRSEAALDRTHTMTGSPYIDA 

TISDNRQELIAKMQAGKJRGLV 

VIPVDFAEQMERANATAPIQVI 

TDGSEPNTAN F VQG Y VEG I WQI 

WQMQRAEDNGQTFEPLIDVQT 

RYWFNPAA1SQHFIIPGAVTUM 

TV1GAILTSLVVAREWERGTME 

ALLST£ITRT\ELLLCKLIP\YYF\ 

LGMLAM\LLCM\LVSVFILGVP 

YRGSVLILFFISSLFLLSTLGMG 

LLISTITRNQFNAAQVALNAAF 

LPSIMLSGFIFQIDSMPAVIRAVT 

YIIPARYFVSTLQSLFLAGN1PV 

VLVVNVLFLIASAVMFIGLTWL 

KTKRRLD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ II) NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24260 


54628 


A 


24398 


655 


915 


IAVNVTLAFNGGKQLR*STSLL 
CCQEGLAFAVNLRQHFRVQT1S 
FFFLPVLRFWRPGIQQAKKCHP 
APRTAKGIPQQVIRAMRLLFK 


24261 


54629 


A 


24399 


549 


827 




24262 


54630 


A 


24400 


472 


626 


WRFFRPRKDNIRRTLFADGHQI 

AAQPGLNLSCTRTIF*IKRJNTFP 

GRWRK 


24263 


54631 


A 


24401 


333 


617 


SDQSETDYRFADGERHLENQPH 
AGQTGRGGAGPGCTLYQRFAQ 
LCEVSEVERSGCRTLSAQHVEQ 
NLPAAICGGDDADGAVVHLWT 
TA*RTRIGTLRSGPKMNDSAIS1I 
TATDSGWKILLHMLS 


24264 


54632 


A 


24402 


74 


265 




24265 


54633 


A 


24403 


1 


1005 




24266 


54634 


A 


24404 


1068 


1185 


SVAIRQASTGNRCQCLCPACA 
WA*VNADVK*SARVSRL 


24267 


54635 


A 


24405 


1 


2292 




24268 


54636 


A 


24406 


720 


2496 


RRAGYRKAADAMTTIVPEKLS 

REVGSHFHALDRTTAVHRQPVI 

SATTTVHEFLRCHQFPLVVCDG 

G RMTPRAM FLFSS A H 1 LMPLN Y 

HNSWNTLFPVAGTLMVEPTES 

ESKVELDRFIDAMLAIRAEIDQ 

VKAGVWPLEDNPLVNAPHIQS 

ELVAEWAHPYSREVAVFPAAL 

VTGGSRG1GRATALLLAQEGYT 

VAVNYQQNLHAAQEVMTMLITQ 

AGGKAFVLQADISDENQVVAM 

FTAIDQHDEPLAALVNNAGILF 

TQCTVENLTAERINRVLSTNVT 

G YFLCCREA V KRM ALKNGGSG 

GAIVNVSSVASRLGSPGEYVDY 

AASKGAIDTLTTGLSLEVAAQG 

IRVNCVRPGFIYTEMHASGGEA\ 

GRVDRVKSNIPMQRGGQAEEF 

AVQTFPVWRVAQHCAVRPFRQ 

RIGQLRDIFHLKGDQFTNPRKT 

GVTPQPPCSTYPDPSPPPVPAAG 

H I DRP A L APTFTPPI MCSKATVK 

PLSPSPPGTPDPASVLPFREQRA 

AVHRLRTVVTRHLLALRRDPF 

ANRHRQQDQRNGGFHHRQRHL 

HTGKTRSLHHHQFAALRQHPK 

TKQRRKQSRHREEDLHIFRHAQ 


24269 


54637 


C 


24407 


49 


186 




24270 


54638 


A 


24408 


470 


811 




24271 


54639 


A 


24409 


1 


1006 




24272 


54640 


B 


24410 


1 


2793 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 

Ao/c>in ^ * *t 
0y/540 t 217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno«vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24273 


54641 


A 


24411 

u 


463 


1258 


CCRSSWCNSDSETGLQIVASYF 

EDRNGDSXLALRPEGTAGCVRA 

GlEHGLLYNQEQRLWYIGPMFR 

HERPQKGRYRQFHQLGCEVFG 

LQGPD1DAELIMLTARW\WRAL 

GISEHVTLELNSIGSLEARANYR 

DALVAFLEQHKEKLDEDCKRR 

MYTNPLRVLDSKNPEVQALLN 

DAPALGDYLDEESREH FAG LC 

KLLESAGIAYTVNQRLLNYRLS 

ANLIENNLSLFDGEG1 YRFYHPK 

PTKNAERENRQCRNDLFFRCGF 


24274 


54642 


A 


24412 


221 


832 


TMAENQSTVENAK.EKLDRWLK 

DGITTPGGKLPSERELGELLGIK 

RMTLRQALLNLEAESKIFRKDR 

KGWFVTHPRFNYSPELSASFQR 

AAIEQGREPFAWGFTEKNRTSDI 

PETL APLI A VTPSTEL Y R ITG WG 

ALEGHKVFYHETYINPEVAPGF 

IEQLENHSFSAVWEKCYQKEPV 

VKKLIFKPVRMPGDISKYLGGS 

AGMP 


24275 


54643 


A 


24413 


158 


481 




24276 


54644 


A 


24414 


2201 


2350 




24277 


54645 


A 


24415 


621 


1830 


AGWKRGGAGEPDQGLQA\EME 

VLENLQELKDLNQRQAHAESK1 

FRKDRKGWFVTQPRFNYSPELS 

ASFQRAAIEQGREPSWGFTEKN 

RTSDIPETLAPLIAVTPSTELYRI 

TGWGALEGHKVFYHETYINPE 

VAPGFIEQLENHSFSAVWEKCY 

QKETVVKKLIFKPVRMPGDISK 

YLGGSAGMPAIL1EKHRADQQG 

NIVQIDIEYWRFEAVDLIINLCF 

MVTINNARKILQRVDTLPLYLH 

AYAFHLNMRLERVLPADLLDIA 

SENNLRGVKIHVLDGERFSLGN 

MDDKELSAFGDKARRLNLDIHI 

ETSASDKASIDEAVAIALKTGA 

SSVRFYPRYESNLRDVLS1IAND 

IAYVRETYQDSRLTFNIEWGKS 

SCCSPY VHPWAKLAA I YYRLQP 

HINDAF 


24278 


54646 


A 


24416 


83 


502 




24279 


54647 


A 


24417 


15 


95 




24280 


54648 


A 


24418 


500 


786 


LTQRFGTVPLLLQ\AYLYSAFFF 

TPEFLRPAPPLFSAAVLPEQRQR 

AQGIGGLVIRPTVELHQALQLF 

FGHQPKIQSLHALLRGSTGFQA 

SFRLPL 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
'-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24281 


54649 


A 


24419 


1 


2914 


MYYSHASCVADQYACGMHRT 

PS RTG RPRJ H A PRQ A R L KPQ VK 

VASKXRNARDKMQPPNEQQKT 

RAHACTPSSRFRAVVRTLTCPV 

VANVTRJFPRYFSNTRVLRRRR 

KQARGTWWRLRHLHLYVQPH 

KHTSYYIYRLYRVTYVMSAQV 

VDTGIYEFTTRKHDIGTIELPNS 

EIRYHGNPAMSRPRKTPTPPNSP 

ASERATGPTTLLPP1RQRRYAA 

RHTSTIAYTNSTSDIFEAPYNKA 

APIMRYTSVYCSLFSP 


24282 


54650 


A 


24420 


2 


420 


CPYPENRWRGKILARPLLFRAA 
*ASRFAGAGMPGRLIPTVRPRN 
SN SG RL V S ASRC A KES LT VTTC 
TPLPGSAVREASN 


24283 


54651 


A 


24421 


212 


497 




24284 


54652 


A 


24422 


1 


1149 




24285 


54653 


A 


24423 


535 


589 




24286 


54654 


A 


24424 


1 


1458 


MFDPETLRTFIAVAETGSFSKA 

AERLCKTTATISYRJKLLEENTG 

VALFFRTTRSVTLTA VGEH LLS 

QARDWLSWLESMPERAATVW 

MF VPTPLS V ASG LQRIGRAGHQ 

VGG VSKGLFFPRTRRDLVDSAV 

I VEC M F AGRLEN LTPPHNPLD V 

LAQQTVAAAAMDALQVDEWY 

SRVRRAAPWKDLPRRVFDATL 

DMLSGRYPSGDFSAFRPKLVW 

NRETGILTARPAAFAADSDIAD 

GQTQRFDFS1LQSMAHDLSQTA 

WR/GIQYDAEKSLWHNVE\NRQ 

LDAQFFHMGMGFRRRVRMFSV 

DPATHLAREIHFRPELFKYNDA 

GVDTKQLEGQSDLGFAGFRVF 

KAPELARRDVVSFLGASYFRAV 

DDTYQYGLSARGLAIDTYTDSK 

EEFPDFTAFWFDTVKLPGATTFT 

VYALLDSASITGAYKFTIHCEKS 

QVIMDVENHLYARKDIKQLGIA 

PMTSMFMPRKNASRLSKRCYDI 

RERDGREERK 


24287 


54655 


A 


24425 


157 


650 


PIRASTCLFKPLITQCFRQFGSE 
GVNDHLLGILLIDPARAQIEYLF 
IINTPHRRAVAAFHIIC1DFQLRF 
RI HFRQF A H QQI V VG H LT! RFDG 
V LRD VDQTV K Y RA A F V A DDS F 
VQLSAVTKTFIVFQPGTGITHLV 
FH RH RQAQ* PFK VPFSRRLRNG I 
HTHC 


24288 


54656 


A 


24426 


269 


2024 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


24289 


54657 

: - . ... . .. 


A 


24427 


1 

... ~ - * 


3548 


MPRSNYFSERCKGEIFLKFENM 

QRTGSFKIRGAFNKLSSLTDAE 

KRXGVVACSAGNHAQGVSLSC 

AMLGIDGKVVMPKGAPKSKVA 

ATCDYSAEVVLHGDNFNDTIA 

KVSEIVEMEARIFIPPYDDPKVl 

AGQGTIGLEIMEDLYDVDNVIV 

PIGGGGLIAGIAVAIKSINPTIRVI 

GVQSE1MVHGMAASFHSGEITTH 

RTTGTLADGCDVSRfGNLTYEI 

VRELVDDIVLVSEDEIRNSMIAL 

IQRNKVVTEGA 


24290 


54658 


B 


24428 


1 


2691 




2429 J 


54659 


A 


24429 


2174 


3315 


NLPKPDWARSAPHPASANYKS 

NTRRLPFAREQ/QDQHTLLAGT 

LFIAKILIPMQ1AQSAAYRRRCP 

DAQLHFLPLQLAPRGHRYKRV 

CQVRYPPIIALIPVVFRLMNDAN 

GLSQPADAGLAHHEMRNFLDF 

ASSNVAASRRRCVAALPCATG 

KGRQANEQAENKCSKDPQTHR 

TDN KETKTPPA RPTTTTQPHTK 

EEEPLSTPTQTKHPPTHVTGTGP 

HPTPASGQTEKHERKRPTQQKS 

NARQNSKDKRTPNKSKTTKPN 

RGYNQHPAGEPTMSTHEKVKP 

HQQNRKIQAPPKRQKTDHRHT 

HNTHPHPPHRAASTTTQAAPPP 

RRATRSGTSATAHNNTEPHGTR 

HTQPGDHKRAEEHDRTADEPT 

PPEHTLPSHTQLGP 


24292 


54660 


A 


24430 


1 


2925 




24293 


5466! 


A 


24431 


341 


689 


RPLAFRQRCTFYWR\PGSANCR 

LV*GASGTDPRLYSPCAAAADD 

CGRRQNAGRRRJ*ATSGD*SPHR 

RWENALLFDSRHRHCPRRAKN 

AGGEYRQRGIAGSDLQQRFTA 

AEKDHSRS 
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SEQID 


SEQ.1DNO: 


Met 


SEQ II) NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=llnknown. 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /=possible nucleotide 




•J *- m V IPV V 




09/540.2 1 7 


codon for peptide 
sequence 


of peptide sequence 


deletion, \ = possiblc nucleotide insertion) 


24294 


54662 


A 


24432 


1 


1931 


MGTLLGTLTVLTLVAEELPAET 

DYAADPAASPTCTAVNQTIGRA 

IVAADFFIIFQLWQNTVRQLVT 

HFKPHGQSEMSDTPELINRARY 

LT YL YC RQP A K A I RELS EQE L A 

WKKQ ATH E YQ V L VTRC KQTL 

HQVEPLRE1EPGRXRLVFDENL 

RPKQNPIPHLLDTCWPLTVDEH 

ANRSS1GN1MNISFVVNRAVVTN 

VLNTMRTACNSQATIQfYNADl 














A RD FGTRG I FS IN SG EST V IRGG 

VVTVDLSAGAAIGDSALAFVID 

DGLVAVNLDTDGLRIGDGHGA 

LVIHRCAVAGDINTVTAAADM 

DLEDPRIISARFGVPRTQVRTW 

VALYEKHGEKGLIPKPKGVSAD 

PECVLGRESCDRAAHVPYQAA 

AHFMLAGSGSVARWLKVYEER 

GEAGLRALKIGTKRNIA1SVDPE 

KAASALELSKDRRIEDLERQVR 

FLETRLMYLKKLKALAHPTKK 

AAEIPRSTFYYHLKALSKPDKY 

ADVKKRJSEIYHENRARYGYRR 

VTLSLH REG KQIM H K A VQRLM 

GPSHLKQRLRSSDTALTEERDF 

KATRPNEKWVTDVTEFAVNGR 

KLYLSPVIDLFNNEVISYSLSER 

PVMNMRRSRPG VG YFY A LTPV 

YLANRLQALLGVEQ/HHPDGEL 

FLTGYVADGGYHS 


24295 


54663 


A 


24433 


3 


158 




24296 


54664 


A 


24434 


1 


3432 





3211 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


24297 


54665 


A 


24435 


1298 


2649 


TFITRPTSNGTSIFKLMNRRRLE 

GGNVATLR/RLTIGMIFQDHHL 

LMDRTVYDNVAIPLIIAGASGD 

DIRRRVSAALDKVGLLDKAKN 

FPIQLSGGEQQRVGIARAVVNK 

P A VLL A D EPTGN LDDA LS EG I L 

RJLFEEFN R VG VTVLM ATH DIN L 

ISRRSYRMLTLSDGHLHGGFGG 

RLDRFRJCSVGGSGDGGRMAPK 

RAKSSPKPVNRKTNVFNEQVR 

YAFHGALQDLKSKPFATFLTV 

MVIAISLTLPSVCYMVYKNVNQ 

AATQYYPSPQITVYLQKTLDDD 

A AAGDPDRPSLQLRWRV 1 PG FS 

1AVAIYFLNESLGRPLM1TGYSA 

ECSLLAWPVRSGLRKAPMKTFP 

LQSLTIIEAQQKQFALVDS1CRH 

FPGSEFLTGGDLGLTPATELKPR 

RLPSGVEQVLADAFHAQAAAL 

VQGAGTGAIRAGLAALLKPGQ 

RLLVHDAPVYPTTR 


24298 


54666 


A 


24436 


546 


707 




24299 


54667 


A 


24437 


428 


1464 


RNSRSLAE1SRLRGQTRSGLPM 

LLNLQSMGAS/WYLSPVIDLFN 

NEVISYSLSERPVMNMDHHLL 

MDRTVYDNVAIPLIIAGASGDD 

1RRRVSAALDKVGLLDKAKNFP 

IQLSGACWHCRAVVNKPAVLL 

ADEPTGNLDDALSEGILRLFEEF 

NRVGVTVLMATHDINL1SRRSY 

RMLTLSDGHLHGGFGGRLDRF 

RKSVGGSGDGGRNAPKRAKSS 

PKPVNRKTNVFNEQVRYAFHG 

ALQDLKSKPFATFLTVMVIA1SL 

TLPTSCYMVYNIAKSERJSDIST 

QLNAFPGCEVAVSDAPSGQLIV 

VVEAEDSETLIQTIESVRNVEGV 

LAVSLVYHQQEEQGEETP 


24300 


54668 


A 


24438 


1 


429 




24301 


54669 


A 


24439 


307 


424 




24302 


54670 


A 


24440 


300 


468 




24303 


54671 


A 


24441 


946 


1558 


KGCVSIPFFSFSWAVMSNLTYL 

QGYPEQLLSQVRTLINEQRLGD 

VLAKRYPGTHDYATDKALWQ 

YTQDLKNQFLRNAPPrNKVMY 

DNKIHVLKNALGLHTAVSRVQ 

GGKLKAKVEMRVATVFRNAPE 

PFLRMIVVHELAHLKEKEHNK 

AFYQLCCHMEPQYHQLEFDTR 

LCNRJRLNGHDHFRRRYALFRV 

NTGRTASPVIQP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

3Clf UCIItX 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

rrvrlnn fnr npnftflf* 

sequence 


Nucleotide location of last 
cod on for last amino acid 

VI 1/1 IUC a^UUL"^^ 


Amino acid sequence ( X=Unknown, 
*=Slop cod on, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


24304 


54672 


A 


24442 


1 


774 










24443 


j 


452 


MELKKLMEHISIIPDYROAWKV 

EHKLSDILLLTICAV1SGAEGWE 

D1EDFGETHPDFLKQYGDFENG 

IPVHDT1ARVVSCICPAKFHESFI 

NWMLDYHSSDDKD/DHRM*W 

KNTP A FL * Q ESP* GS DSC H * C V L 

NNAQSGHRTDQDG*EIQ 


24306 


54674 


A 


24444 


486 


572 




24307 


54675 


A 


24445 


1 


683 


MHSLVIGQIKTDKKSNE1TA1PE 

LLNMLDIKGKHKTDAMGCQKD 

1AEKIQKQGGAVMNLQRFDDST 

LIR1FA LHELHRLKEHG LTRGAL 

LDYHSRYKLVFLVAHPQPESRK 

LGPFNVADIHQWQNLDDYSPQY 

RQRVVVLLSHPANARDHTNVL 

M H VQG YFRPH I DSTERQQLR A L 

IDSYRRGEQPLLAPLMRIKHYM 

A LYPDA WLSGQRYFELWPRVI 

NLRHSGVL 


24308 


54676 


A 


24446 


896 


1066 


WRLSPSSR* LMPK VPR1QAYFT 

T*YCS*V1QRSPC*FHCYSRSIPW 

AWGAGKQSLT 


24309 


54677 


A 


24447 


1 


3660 




24310 


54678 


A 


24448 


1 


1530 




243 1 1 


54679 


A 


24449 


1 


1890 




24312 


54680 


A 


24450 


746 


1872 


KHWRGSLISLSTPARFNGGPFW 

GANQGGDPKGRGGSQRALFRR 

KNNRGGETVSGAEDACIVNNN 

AAAVLLMLAATASGKEVVVSR 

GEL VEIGG AFRI PDVMRQAGCT 

LHEVGTTNRTHANDYRQAVNE 

NTALLMKVHTSNYSIQGFTKAI 

DEAELVALGKELDVPVVTDLG 

SG SL VDLSQ YGLPKEP\M PH ELI 

AAGVSLVSFSGDKLLGGPQAGI 

IVGKKEMIARLQSHPLKRALRA 

DKMTLAALEATLRLYLHPEALS 

EKLPTLRLLTRSAEV1QIQAQRL 

QDPL A AH YG AEF A VQ VM PCLS 

QIGSGSLPVDRLPSAALTYTPH 

DGRGSQLESLADRWRELPVPVI 

GRIYDERLWLDLRCLEDEQRFL 


24313 


54681 


A 


24451 


1358 


1419 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, Impossible nucleotide 
deletion, ^possible nucleotide insertion) 


24314 


54682 


A 


24452 


1 


1568 


MKGRNIDAQEIQKRYGMVGDP 

VIIGVVLGLIFGLAAGEGFKGC 

ASLMITVAAIMVLFPRMIRLIVE 

GLLPISDGARKFFQKYFKGREV 

YIGLDTAVTLGHPTTIAVGLLLI 

PIMLILASILPGNKVLPLADLPV 

APFFICMATVIHRGDLVRTLISG 

VIVMITVLLIATQFAPYFTEMAL 

KGGFSFAGESAQISALSVGNMF 

GWSISELMSLGHGRVVAVGIVA 

SVVLFLRVLSMSWLkEVIGTEK 

AVIAMCHLRALPGDPSFDAQLG 

MNWVIDKAWDDLMALQNGG 

VDAVMFSNEFSLPYLTKVRPET 

TAAMARIIGQLMSDIRIPFGVNV 

LWDPVASFDLAMATGAKFIREI 

FTGAYASDFGVWDTNVGETIR 

HQHRJGAGEVKTLFNIVPEAAV 

YLGNRDICS1AKSTVFNNHPDA 

LCVSGLTAGTRTDSALLKRVKE 

TVPDTWVLANTGVCLENVEEQ 

LS1ADGCVTATTFKKDGVFANF 

VDQARSNNPSA1PAAFVKSIDG 

DRYQINPNRHGVNDG 


24315 


54683 


B 


24453 


1 


3352 




24316 


54684 


B 


24454 


60 


2284 




24317 


54685 


B 


24455 


1 


2475 




24318 


54686 


B 


24456 


1 


2890 




24319 


54687 


A 


24457 


1065 


1139 




24320 


54688 


A 


24458 


282 


615 




24321 


54689 


A 


24459 


2657 


2919 




24322 


54690 


A 


24460 


1 


835 




24323 


54691 


A 


24461 


167 


338 




24324 


54692 


A 


24462 


834 


1515 


LRWCSMPCCRWSKDRAAPSPA 

YSRLSSHVIIAGYVGGGVARG\ 

HSWVFVALTLVLTAVLFSLAGL 

LNGVFAKTFDD1SLVPTFVLTPL 

TYLGGVFYSLTLLPPFWQGLSH 

LNPIVYMISGFRYGFPWLNHNR 

PGVAVDINRLLLPRKQEKLGIK 

LDKDQL1AGVQDAFADKSKLS 

DQEIEQTLQAFEA RVKSSAQA K 

MEKDAADNEAKGKEYREKFR 

QIPSVSSCQKQ 


24325 


54693 


A 


24463 


3 


557 




24326 


54694 


A 


24464 


255 


693 




24327 


54695 


A 


24465 


3 


242 


QKAPVLANQRQPRRPTGALLLE 
/SLPLVAESSDG*EPMTNATEPH 
SRPLP 
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SKQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Uoknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possiblc nucleotide insertion) 


24328 


54696 


A 


24466 


1 


2636 


MKNI1RTPETHPLTWRJLRDDKQ 

PVWLDEYRSKNGYEGARKALT 

GLSPDEIVNQVKDAGLK.GRGG 

AGFSTGRKW1LMPKDESMNIRY 

LLCNADEMEPGTYKDRLLMEQ 

LPHLLVEGML1SAFALKAYRGY 

IFLRGEYIEAAVNLRRA1AETTE 

AGLLGKMMGTGFDFELFVHTG 

AGRYICGEETPPLLKPQTGVWQ 

RHSC WKLQELA MN DRDFMR Y 

SRQILLDDIALDGQQKLLDSQV 

LIIGLGGLGTPAALYLA 


24329 


54697 


A 


24467 


506 


673 




24330 


54698 


C 


24468 


1 


3411 




24331 


54699 


A 


24469 


2455 


2694 




24332 


54700 


A 


24470 


1 


1081 


MGGLRDPWLHKLRSLWGLCR 

YGHKEQYDHIRIELNLAPGDTT 

LVPTGLAIHIADPSLAAMMLPR 

SGLGHKHGIVLGNLVGLIDSDY 

QGQLMISVWNRGQDSFTIQPGE 

RIAQM1FVPVVQAEFNLVEDFD 

ATDRGEGGFGHSGRVFCNMAE 

KQTAKRN RREEILQSLALM LES 

SDGSQRITTAKLAASVGVSEAA 

LYRHFPSKTRMFDSLIEFIEDSLI 

TRINLILKDEKDTTARLRLIVLL 

LLGFGERNPGLTRJLTGHALMF 

EQDRLQGRTNQLFERIEAQLRQ 

VLREKRMREGEGYTTDETLLA 

SQ1LAFCEGMLSRFVRSEFKYRP 

TDDFDARWPLIAA\SCSNMTPD 


24333 


54701 


A 


24471 


93 


475 


RCKCADAATRGKSRRDLPDVQ 
NS ARQYG/WI/GCATH ARSG* H 1 
VEAVQSG/TPPQPLRPRGTSRKV 
STDRYWRAASQLPAQYQDLTS1 
YDVYTVPDRVAKRAFKSPPDD 
GPVM WRMGHQPHL1 PRNVLAQ 


24334 


54702 


A 


24472 


254 


1150 


RFLTCRYGPGMAEDMQSLVGG 

TVTRSG*LSVVVNNNGE/LLAK 

ELSVQVGIRPEYLDRLLHAFSG 

GQRQR1A1ARALSSQPDVIVLDE 

PTSALDISVQAQILNLLVTLQEN 

HGLTYVLISHNVSVIRHMSDRV 

A VM YLGQI VELG DAQQE1 AQ A 

LRRTP APM V YIGN LG RELSLPA 

ANLKL ESKL AIMEQY VG KK.VI D 

AVIVGPKVDVSAVKERJVIQEV 

LEASDIPYRHDRQLLHNALEKA 

LQALGGLEVIQLYRRDSNLVPG 

QLLKTSEMGKTRLYAADSRLIA 

AKGSPIQPTLDSLK 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=Stop codon, /=jK>ssib!c nucleotide 
deletion, \=possible nucleotide insertion) 


24335 


54703 


A 


24473 


1874 


2927 

; ... 

1 

- 


KEDQVKGGMVCPKKLLCQGTR 

* RGG VVGG I SQ AS VTS V IG YS A 

SCQPTPAIMQLHL/ANAASRRL 

QPDRNRPNPGWHRPP1HAFTTP 

GLVSVSFLGYPCSTPTCLPFSES 

SVGESVNLWPQSNENLRRTLV 

GEGNLLLTFIGNGKHEI1ASIFFA 

FSEGISAQSHWQPRYISPASVCT 

LVTEIDIKANKITFS1FDENAGA 

WLPPFCKAVVPGWV.YKPNLGH 

EIACVDHWLMPNRLiENLCDIM 

LPIWVLTKFNDCCAGCVPCCVII 

VDDALHGAPKRMCCCITRGMR 

LLKLSVHAATRSTLQQASHGH 

CAWSAPGWLDTSGMDGDRLW 

WTLHEVLRDLCTSHGNIVESAR 


24336 


54704 


B 


24474 


1 


672 




24337 


54705 


B 


24475 


1 


2496 




24338 


54706 


A 


24476 


3260 


3363 


RPDSGGP*RQRRYLRCADHRRR 
AVRNQQQLTACA 


24339 


54707 


A 


24477 


112 


224 




24340 


54708 


A 


24478 


1614 


2326 


CTYSRKCRPDKRSASGNFALSS 

LK.SSPLTKNRRYWKVSPTHLLL 

SKRPKISLNAYFGACSLVRPVL 

AAASDWTLQGAWSPTRAKALP 

ICESWRJPYADSLSSLAASCDAV 

FVHSSTASHFDVVSTLLNAGVH 

ICVDKPLAENLRDAERLVEG\M 

REWREERGQGVVHKP1PGWQS 

TLEQRGFVGCARHFIECVQNQT 

VPQTAGEQAVLAQRIVDKICSS 

FNVVRVAPLGDP1QSKPVV 


24341 


54709 


A 


24479 


19 


885 




24342 


54710 


B 


24480 


1 


1704 




24343 


54711 


A 


24481 


974 


1156 
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SEQ II) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


24344 


54712 


A 


24482 


162 


1602 


HRRKRARGTPKATTTRXPARTI 

ETLSPLLAILAFAPKLAICTRSPL 

L/DDMTPFTQCTNAYSHSGIRNP 

TA I SS A A Y PRRJTG Y/KLG PTG E 

ERTVYGIYGISESNLAECEKGV 

KSAVALTPALQPIDGVAVSYID 

AAVALGNT1NEMDKYYTQENY 

KDDAFAKGKTLHQTFLKNLEA 

FEPVAESYHAAIQEINDKRQLA 

ELKN1EEREGKTFHYYSLAVMI 

SAKQIKNLISQDKFDAEAAMKK 

VSELETLVAQAKEADKGGMNF 

SFINSAGQYQLEAKKYVRRJRD 

KVPYSDWDKEQLQDANSSWM 

V EDSFPRA LRE YN EMLMTRIGG 

GAGDQDMVNDFSYSPQLVGRG 

WFNDQVATGCTRDSTFNQQQV 

ALSVNAYYVVNRFGKIDWKPM 

YAEADKLLAKPNMRFKSDKLV 

GDLSIGDQQMVEIAKVLSYESK 

VIIMDEPTDALTDTEAESLFRVI 

REM KSQ A PR YCL YLP PH ENN L 


24345 


54713 


B 


24483 


1 


1263 




24346 


54714 


B 


24484 


148 


894 




24347 


54715 


B 


24485 


1 


1071 




24348 


54716 


B 


24486 


168 


1088 




24349 


54717 


B 


24487 


1 


1236 




24350 


54718 


B 


24488 


1 


849 




24351 


54719 


B 


24489 


1 


1548 




24352 


54720 


B 


24490 


1 


1372 




24353 


54721 


B 


24491 


1 


2469 




24354 


54722 


B 


24492 


1 


1917 




24355 


54723 


B 


24493 


1 


1159 




24356 


54724 


B 


24494 




2294 




24357 


54725 


B 


24495 


217 


2476 




24358 


54726 


A 


24496 


477 


916 


SLPECEDRVQYRRSLFADPSYR 

YG LA RHGDPRRAG RLRD V* PL 

HE*YRHWHDQS/RLLIASVLPQ 

VWHGACNAMTSSCIARQVS*N 

TALI1RMRKGDLSAVMSSQTGL 

IM1VRRGLLLSCFRLTAMKISTV 

SPFRPQM PSIVRS VWC 


24359 


54727 


A 


24497 


1136 


1317 




24360 


54728 


A 


24498 


3 


317 




24361 


54729 


A 


24499 


1 


1245 





3217 



WO 01/075067 



PCT/US01/08631 



SEQID 


SKQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of First 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


24362 


54730 


A 


24500 


85 


1293 


ITVATTQHQAGLTLRRAGIRQP 

DMAVQRDHLPFRVAGV1RHIM 

LMLHSQRRTGLL1TAKNRLLFF 

QRRSVPKFHSfCLNQAYCLIAAT 

DCPRRLLLICRYPHHFLHQLIIL 

AIGIGSAVFEPHQIIGVSRCCPR 

HLGVERVLFLFLNDFIEQVI1RC 

HVVCQSAPAAANIQYAHPWF* 

LQFFTNHFELRLLGRFQIIG1FPV 

SAGILHEGIKHAAEQVITQ1VML 














FADYPGTFFTL/RD*RDERRQY 

AACL*NDGGVGSRDLRVRLC* 

KTYPVGHIPTSHPYN/CSPNPKE 

PSCRTRLKKSGFFTRISAGAEPL 

MAIPARLSNSLACGARDSAAKE 

VLLWFRFVLLLKQTLLNWTTK 

NVTSLWRTLGSPVGVKEVRAW 

TI PV/VSNRAAG SGQNPY * F* KR 


24363 


54731 


A 


24501 


2794 


3531 


SPRDSPTFWTKGGPGGSRGKAL 

RLVVGTDFHQAADNfPDHMMY 

KSIRFNIYHHIRTVTRDINMHNV 

APRGSGLALHRTERGEI1LAQQ 

ALRSPMHPFSVQRFVKMGYPFT 

QYRRAQPM1VDDVAITASRGA 

KSGMK11RYSFNPTHSDVTR*IRI 

YAQGPRRVFAQRGCFEMHNLP 

GTVYPCVSTPGAEDGDGFVRH 

LGERLFQLLLHTADFVLPLPAVI 

LTGGVLNAQRNFINRRLLPYVE 


24364 


54732 


A 


24502 


1 


1767 




24365 


54733 


A 


24503 


1 


1275 


SNPTAIGGRPRRPYQAEDRSLD 

FVDTALNRKILKDSIFHALQTIM 

VGIKDFLRLTQVFFDLATRIPRH 

LYHPVDITTHYGRFCRHRRHHF 

QLLQLCFRFLFCLFRHLRRVDF 

ALQGFVFVRRVVHFTEFFLNSF 

HLLVQIVLTLGFLHLLFNAVAN 

AFLNLQQIDFRFHHCHQIFQTFV 

NVGHLQNRHRK1GIVIFRSDVL 

EHPHRNNTIKLVVQVTI1LQQN 

GD1QAFTAFLSHFLLFGRNGDA 

HHAYVIIRCHVVCQSAPAAANI 

QYAHPWF* LQFFTN HFELRLLG 

RFQIIGIFPVSAGILHEGIKHAAE 

QV1TQIVMLFADYPGTFFTLQIE 

ETSAGNTQRVFEMMGELVLET 

RLRSPAGFTQWIPHQGCRWSCL 

PVPRGTLALLSPWVVDGTGRR 

GAGGGTPQGGSSCTGAHGGGG 


24366 


54734 


A 


24504 


1 


2052 
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SEQID 

NO: 


SEQ ID NO; 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24367 


54735 


A 


24505 


1 


1060 


MNARQQVAALRVPGVEKATIV 

YRRSLQEMPAWREEYEEALHD 

GFRFLNNPERFDADGTLTLRVM 

SLGEPDEKGRRRPVETNETVTL 

L V DSL1TA 1 G EQQDTE ALN A MG 

VPLDKNGWPDVDHNGETRLTD 

VFMIGDVQRGPSSIVAAVGTAR 

RATDAILSRENIRSHQNDKYWN 

NVNPAE1YQRKGD1SITLVNSDD 

RDAFVAQEAARCLECNYVCSK 

CVNDVCPNRANVSIAVPGFQNR 

FQTLHVLEA\YCNECGNCAQFCP 

WNGKPYKDKITVFSLAQDFDN 

SSNPGFLVEDCRWVPHRGLYH 

RLYREPTWRSEWPRRH1CPEGS 

TFPERHCDHLSANNSRNKLLPL 

QKPGFIN 


24368 


54736 


A 


24506 


1316 


2678 




24369 


54737 


A 


24507 


2172 


5242 


IYFSERLPALCTPDAHYREPCQ 

YNCTRLDYDSALNIRELKKVAL 

EKGWDEYKQRWHKPAGSGSR 

HPVAVIGAGPAGLAAGYFLAR 

AG H PVTLFEREAN AGG VVKNI 

VPQFRIPAELIQHD1DFVAAHGV 

KFEYGCSPDLT1EQLKNQGFHY 

VLIATGTDKNSGVKLAGDNQN 

VWKSLPFLREYNKGTALKLGK 

HVVVVGAGNTAMDCARAALR 

VPGVEKATIVYRRSLQEMPAW 

REEYEEALHDGVEFRFLNNPE 


24370 


54738 


A 


24508 


192 


484 


RGLVHRGRYRWRQKWSAGSP 
ARHPV/SQSTTDTPATHALSTK 1 1 
SPIPNAP! 5 ALARTTATRL* RSM 
NQPPVKRPTVIPRVKPA*ISEPE 
VGP1ILGP 


24371 


54739 


A 


24509 


1 


1713 




24372 


54740 


A 


24510 


1 


651 




24373 


54741 


A 


24511 


3 


783 


PVLSKTPLTAKAIDAAQPQDKP 

Y KLTDSLTPG LFLL VHPNGSK Y 

WRFRY WLNKREFLQAIG V YPLI 

TLKEARRRATESRSLIANG1NPV 

EQARKEICAIDALNMAAGFKK.V 

AEDWFATRVGGWSESYAKQV 

RSALEKDVYPVLGKRSIVDITA 

RDVLALLQKKERTAPEQARNV\ 

AGASVRSSSLPLSPNWGGWLA 

RAAFPHHITIAARMTKHPPCW 

WCTILACRQASLAVRGSTHYSL 

ELLIRRH1LSLLRSP1CASPLTV 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 

f 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlcnown, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


24374 


54742 


A 


24512 


746 


2387 


WTALPARLKQIRSGRKLPLTVM 

PALRETDTFDTFMESSWYYAR 

YTCPQYKEGMLDSEAANYWLP 

VDIYIGGIEHAIMHLLYFRFFHK 

LMRDASMTNPSSVPRAGGPAL 

LFENPKGYSMPVLCNLFGTPKR 

VAMG MGQEDVSALREVGKLL 

AFLKEPEPPKGFRDLFDKLPQF 

KQVLNM PTK RLRG APCQQKI V 

SGDDVDLNRIPIMTCWPEDAAP 

LITWGLT^TRGPHKERQNLGIY 

RQQLIGKNKLIMRWLSHRGG\A 

LDYQEWCAAHPGERFPWSVAL 

GAVPATILGAVTPVP\DTLSEYA 

FAGLLRGTKTEVVKCISNDLEV 

PASAE1VLEGYIEQGETAPEGPY 

GDHTGYYNEVDSFPVFTVTHIT 

QREDA I YHST YTGRPPDEPA VL 

GVALNEVFVPILQKQFPEIVDFY 

LPPEGCSYRLAVVT1KKQYAGH 

AKRVMMGVWSFLRQFMYTKF 

V 1 VCDDDVN ARDWNDVI W AIT 

TRMDPARDTVLVENTPI DY LDF 

ASPVSGLGSKMGLDATNKWPG 

ETQREWGRPIKKDPDVVAHIDA 


24375 


54743 


A 


24513 


576 


878 


NLGSVWHYFRRSPEPATHHDA 
ANLERSPAA*RLSGARYRJLAV 
* ADQSQTGSG DGSPDLQTGR V 
GDEARHRKRGLHVPQPRSEPPV 
GARGFPYRFATRWR 


24376 


54744 


A 


24514 


2 


878 




24377 


54745 


A 


24515 


1 


735 




24378 


54746 


A 


24516 


1 


1992 




24379 


54747 


A 


24517 


721 


1239 





3220 



wo 



01/075(167 



PCT/US01/08631 



SKQ ID 


SEQIDNO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 








09/540.217 


f fwtnn fnr n^nfifl# 

sequcoce 


Af npnfiftp cpniipnre 




24380 


54748 


A 


24518 


1 


1954 


RQLNGVQLAFRESFHTVTRVTE 

QHAAGAVAIHOHRNQLLTGAL 

GIFAVAVCCLQQRLDILLADHL 

AEHVQFVIAQFVTCQQHGNGV 

RNRTIIFLLFNELRKIVETVRVQ 

QTQTGEVAFHPQLFRGRVVYG 

PDLNARRGNGVINCSTLEDPQF 

G LI LF V YTIG IQ VGPGFF ASLRV 

SGLRLNLFAVLIVIIGGLVTAIL 

HKLFD1 PLPV VLG IFSG A VTNTP 














ALGAGQQILRDLGTPMEMVDQ 

MGMSYAMAYPFGICGILFTMW 

MLRVIFRVNVETEAQQHESSRT 

NGGALIKTINIRVENPNLHDLAI 

KDVPILNGDKIICSRLKREETLK 

VPSPDTI1QLGDLLHLDSRGSPL 

DTQDI DLQFNSS VEKQFGDAIRT 

TILDVLARYNVRGVQLNVDDK 

GALDCILRARLEALLARASGLP 

MISASLQQRKTRTRRSMLFVPG 

ANAAMVTMNSFIYPADALMFDL 

EDSVALREKDTARRMVYHALQ 

HPLYRDIETIVRVNALDSEWGV 

NDLEAVVRGGADVVRLTKTDT 

AQD VLDIEK\EI LRJ EKACGREP 

GSTGLLAAIESPLGITRAVEIAH 

ASERLIGIALGAEDYVRNLRTE 

RSPEGTELLSARCPIWQAARSA 

GIQAFDTVYSDANNEAGFL/QE 


24381 


54749 


A 


24519 


5121 


5492 




24382 


54750 


A 


24520 


2520 


3525 




24383 


54751 


A 


24521 


1 


1263 


MAINSPLNIAAQPGKTRJLRKSL 

KLWQVVMMGLAYLTPMTVFD 

TFGIVSGISDGHVPASYLLALAG 

VLFTAISYGKLVRQFPEAGSAY 

TY AQKSrNPH VGFM VG WSSLL 

DCLLAVVIIAAIYVGFSLAGFHV 

YIGMLFVPGANAAMVSNSFIYP 

ADALMFDLEDSVALREKDTAR 

RMVYHALQHPLYRDIETIVRVN 

ALDSEWGVNDLEAVVRGGAD 

VVRLPKTDTAQDVLDIEKEJLR1 

EKACGREPGSTGLLAAIESPLGI 

TRAVE1AHASERLIG1ALGAEDY 

VRNLRTERSPEGTELLFARCSIL 

QAARSAGIQAFDTVYSDANNE 

AGFLQEAAHIKQLGFDGKSLFN 

PRQIDLLHMLYAPTQKEVDHAR 

RVVEAAEAAAREGVLGVVSLN 

GKMVDGPVIDRARLVLSRAELS 


24384 


54752 


B 


24522 


62 


405 





3221 



wo 



01/075067 



PCT/US0 1/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X-Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


24385 


54753 


A 


24523 


891 


3240 


RYRKSPGSWR/CMSCILTSWITT 

MFPI*RLGQWC*NPCVTMAL/L 

APIDVHLMVKPVDRJVPDFAAA 

GASIITFHPEASEHVDRTLQLIK 

ENGCKAGLVFNPATPLSYLDY 

VMDKLDVILLMSVNPGFGGQS 

FIPQTLDKLREVRRRIDESGFDl 

RLEVDGGVKVNNIGEIAAAGA 

DMFVAGSAIFDQPDYKKVIDE 

M RSE L A KFEDI RG V A FDL DG TL 








* r ' ■ ' 






VDS A PG L A A A V DM A'L Y-A LEjlP 

VAGEERVITW1GNGADVLMER 

ALTWARQERATQRKTMGKPPV 

DDDIPAEEQVRILRKLFDRYYG 

EVAEEGTFLFPHVADTLGALQA 

KGLPLGLVTNKPTPFVAPLLEA 

LDIAKYFSVVIGGDDVQNKKPH 

PDPLLLVAERMGIAPQQMLFVG 

DSRNDIQAAKAAGLDAQARRK 

NAGYYYYLRLAKRQMRAGVA 

EALRDDLLAAKLNVKLVTMAGD 

YKFKQ1ASEKLLIVVTSTQGEGE 

PPEEAVALHKFLFSKKAPKLEN 

TAFAVFSLGDSSYEFFCQSGKD 

FDSKLAELGGERLLDRVDADV 

EYQAAASEWRARVVDALKSRA 

PVAAPSQSVATGAVNEIHTSPY 

SKDAPLVAWRLPNVEGRARAG 

GASSFLADRVEEEGEVRVFIEH 

NDNFRLPANPETPVJMIGPGTGI 

APFRAFMQQRAADEAPGKNWL 

FFGN PH FTEDFL YQ VE WQR Y V 


24386 


54754 


A 


24524 


950 


2124 


MSLISSVIAATWLHVKSYRLSC 

GFYACQSLVLVS/IFPTLSCLFA 

AEQLLIWSASAFITKVLLVPLIM 

TYAARNIPQNIPEKALFGPAMM 

ALLAALIVLLCAFVVQPVKLPM 

ATG LK P ALA V ALGH FLLG LLCI 

VSQRNILRQIFGYCLMENGSHL 

VLALLAWRAPELVEIGIATDAIF 

AV1VMVLLARKIWRTHGTLDL 

TPLLFSLLCFACRKRRLSATRTV 

TVLHSLGITLLLILALWVVQTA 

A DAG EIF A A G L WLH I DG LGG LF 

LAILGVIGFLTGIYSIGYMRHEV 

AHGELSPVTLCDYYGFFHLFLF 

TMLLVVTSNNLIVMWAAIEAT 

TLSSAFLVG1YGQRSSLEAAWK 

YIIICTVRVAFGLFGTVLVYANA 

ASVMPQAEMA1FWSE 



3222 



WO 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


24387 


54755 


A 


24525 


! 


757 


RWRLPGVPPFNGFFSKFPLFAP 

GFALSVEYW1LLPAMILLMIESV 

ASFAWFIRWFGRVVPGKPSEAV 

ADAAPLPGSMRLVLIVLIVMSLI 

SSVIAATWLHVKSYRJLSCGFYA 

CQSLVLVSIFATLSCLFAAEQLL 

IWSASAFITKVLLVPLIMTYAAR 

NIPQNWPEKALFGPAMMALLA 

ALIVLLCAFVVQPVKLPMATGL 

KPAL/AGLATDAIFAVIVMVLL 

ARHX1WRTHGTLDVNNLHALK 

GIMSCSYSS 


24388 


54756 


A 


24526 


249 


3943 




24389 


54757 


A 


24527 


1 


1278 




24390 


54758 


B 


24528 


48 


144 




24391 


54759 


B 


24529 


27 


239 




24392 


54760 


A 


24530 


1 


551 




24393 


54761 


A 


24531 


3 


258 


MLFDEPTSALYPEMIN*VLDVM 
VELANEGMTMMVVTHEMGFA 
RKEANRVIFMDEGKIVEYSPKD 
AFFDDPKSDRAKDFLAKILH 


24394 


54762 


A 


24532 


2 


979 




24395 


54763 


A 


24533 


1 


4116 




24396 


54764 


A 


24534 


1 


1195 


MLIAEGLMTAKNITVITNSLPA 

AFALSENKDITLVVCGGTVRHK 

TRSMHGSIAERSLQDINADLMF 

VGADGIDAVNGITTFNEGYSIS 

GAMVTAANKVIAVLDSSKFNR 

RGFNQVLPIEKIDIIITDDAVSEV 

DKLALQKTRDTSLVYVLSLADF 

FRTASTIGERDGTQ VEMI LFAG F 

VYLVISLSASLLVLTDCSTEVK 

KGEVVVVCGPSGSG1CSTLIKTV 

NGLEPVQQGEITVDGIVVNDKK 

TDLAKLRSR VGM VFQH FELFPH 

LSIIENLTLAQVKVLKRDKAPA 

REKALKLLER/VSGFFAHANKR 

PAQLSGGQQQRVAIARALCMD 

PIAMLFDEPTSALDPEMINEVLD 

VMVELANEGMTMMVVTHEM 

G FARKV ANRKHTTRSTI A LQSL 

ATCT 


24397 


54765 


A 


24535 


383 


962 


TDNDRPG LGTDM KKA S A I VTN 

VAVVLSGRYRRERASGEWAAL 

SFLRPHTLTVFVIPHIQWDDPQ 

MSRPVSGRHLFRCRTVQRKHAL 

QVVEKFRPFFPSDRYRYGAPGD 

YAQSFGGQIDDVVKAIQTPSKF 

RRFLRVSFD*1RLPILHSGKSPLR 

RMPNLMRRHSHTARHYPALGT 

RGPQPTDRQERPAVASGQ 



3223 



WO 01/075067 PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=$top codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


24398 


54766 


A 


24536 


1477 


2387 




24399 


54767 


A 


24537 


1 


1560 




24400 


54768 


A 


24538 


305 


718 




24401 


54769 

r 7**- 4 


A 


24539 

> *-. ***** * ■ 


1 


216! 


MNDVDRVGGK.NASLGEMITNL 

SGMGVSVPNGFATTADAFNQF 

LDQSGVNQRJYELLDKTDIDDV 

TQLAKAGAQIRQW1IDTPFQPEL 

ENAIREAYAQLSADDENASFAV 

RSSATA EDM PDASFA ACTL VPG 

QNLSTSNKDVIELPDNQYDLDK 

MVNIYPVTPGLIDQL'RAKPIMS 

QA1MPELEQQIANYEYRIG1GDV 

LM VT V WDHPELTTPAGQYRSA 

SDTGNWVNADGAIFYPYIGRLK 

VAGKTLTQVRNEITARLDSVIE 

SPQVDVSVAAFRVSQKAYVYTA 

EVSKSGQQPITNIPLTIMDAINA 

AGGLTADADWRNVVLTQNGV 

KTKVNLYALMQRGDLRQNKLL 

HPGDILFIPRNDDLKVFVMGEV 

GKQSTLKMDRSGMTLAEALGN 

A EGMNQDV AD ATG I F VI RATQ 

NKQNGKIANIYQLNAKDASAM 

ILGTEFQLEPYD1VYVTTAPLAR 

WNR V I SLLKKLERLTS I A ITLPGI 

IDTENG I VHRMPFYEDVKEMPL 

GEALEQHTGVPGEAKGLVGAP 

PGARDVIQVVSIPNVGRAVIPN 

GHLLPQGSSSLVEIAHTQGGPL 

MGKRCYCGNHGCLETIASVDSI 

LELAQLRLNQSMSSMLHGQPL 

TVDSLCQAALRGDLLAKDIITG 

VGAHVGRILAIMVNLFNPQKILI 

GSPLSKAADILFPVISDS1RQQA 

LPAYSQHISVESTQFSNQGTMA 


24402 


54770 


C 


24540 


1 


1389 




24403 


54771 


A 


24541 


405 


576 


C EMG A PP WPGC WLSVLFDVDG 

RFVLAWMLFQGSYLAGALGDQ 

PVHIHLGQLLALWRPL 



3224 



WO 01/075067 PCT/US0I/0863I j, 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=|>ossible nucleotide insertion) 


24404 


54772 


A 


24542 


1 


1127 


MARTLAHELIDFGEIKRGLLGIK 

GTEMSAD1AKAFNLDVQRGAF 

VSEVLPGSGSAKAGVKAGDMT 

SLNGKPLNSFAELRSRJATTEPG 

TKVKLGLLRNGKPLEVEVTLDT 

STSSSASAEMITPALEGATLSDG 

QLKDGGKGIKIDEVVKGSPAAQ 

AGLQKDDVIIGVNRDRVNSIAE 

MRKVLAAKPAIIALQIFPVDHR 

GAIGGQTTD1PPDPSGINHDRC 

MKGLSFAGEMVTYTNTAHRRA 

FTNQPRDFMSVAWLGKGIAILP 

SVGEVRSPVAGRIASLFATLHAI 

GIESDDGVEILIHVGIDTVKLDG 

Q1FSAHVNGEAGLKRVVKKEH 

AD/VQRHAESV*RRGQAQGTD 

G1RRQDNRVQPGCERCTHQLLR 


24405 


54773 


A 


24543 


95 


599 


QIMRMLNGSSTPNTSLPTPQAF 
DRSLPIMATSARPSSTSTRHSAE 
SS1SRDCVSNVS/HSGGTGGIK 
G*CHAHPADLTACHEADSRGSP 
SHAVAAVALHVID/GWYLGDQ 
TA A Y ATGS A VSC PSSGNQFSRP 
SAAGRFSAVSAPQGAQRHPGR 
A RRRPRRRRTAGGCRR 


24406 


54774 


A 


24544 


640 


890 

i 


LANAQLGSNE1SIFQCFAA1QRFI 
KLHRDASVINHPLAE/TRK*YPV 
SVYHLRHPPAIIR*PAIRDNA**I 
LPVTPGYSCSRHQ 


24407 


54775 


A 


24545 


-* 


257 


ETDIF1CDSREFFHHFAKASVH1* 
PVVSIANFAIQSGKILALGAEN1 
ATTSDRRAQRQKAVCKAHDAS 
SVSFRTLSVRPTNDCP 


24408 


54776 


A 


24546 


332 


1047 


RTRPYCPGMGNEPMTGWMAA 

AVVTLM1RMCFSVYTMLSESC 

QRMVIVGYGRCFADRQNLMVC 

LRSMPNVFTGSCARMRCCLSEN 

LLYRHRNGHIQAEWP*KKAISD 

VKQYRTSCWERWNAASAT1FR/ 

LSPVEWLTDNGSCYRANETRQ 

FARMLGLEPKNTAVRSPESNGI 

AESFVKTIKRDYISIMPKPDGLT 

AAKNLAEAFEHYNEWHPHSAL 

GYRSPREYLRQRACNGLSDNR 

CLE1 


24409 


54777 


A 


24547 


1200 


1544 


LTGVADGNVDKPCYKFARLW 

YWIYPAFPP1RRVKVAYREYRP 

PTTPRVRQVRDLTFCHRPAIPDR 

MHRY*SSHRALPGCWSKVPAQ 

KSSRTVSGTD*VDLLSPRAQRA 

PSPLQG 



3225 



WO 01/075067 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn v 
*-Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


24410 


54778 


A 


24548 


263 


625 




24411 


54779 


A 


24549 


742 


851 


VSAQQRVILNK1AVLNRK*RYG 
CWRLWICPY1SRHLLSLNPLQA 
RCRRYSRGER 


24412 


54780 


A 


24550 


I 


532 


MKTLLIIDANLGTRLYGEDPAG 

AAARKAKLEIIDNPNDAEMAIV 

LGDSIPNDSALNGKNVWLGD1S 

RAVAHPELFLSERKGHAKPYTA 

PVAATAPVGASGPKRVVAVTA 

CPTGyAHTFMALKPLKPKRKN 

VAGIPDTGQYGETVQTSCW/AA 

VETPLRQRSSVVSSGVADG*WF 

MLPG 


24413 


54781 


B 


24551 


1 


888 




24414 


54782 


A 


24552 


1 


2283 




24415 


54783 


A 


24553 


992 


1662 


KKAISDGALTGSSSAV1TERDC 

VSRSRWTAVIVRHCTGRSLPAA 

STVKQYRTSCWERWNAASATI 

FR/LSPVEWLTDNGSCYRANET 

RQFARMLGLEPKNTAVRSPESN 

G I A ESF VKTIKRDY I S 1 MPKPDG 

LTAAKNLAEAFEHYNEWHPHS 

ALGYRSPREYLRHGLVSFISSLQ 

KFINDFAFEDGLFSGYDAEKRQ 

YEKSSWNYQLDENGYAKRDET 

LTHPRC 


24416 


54784 


A 


24554 


1 


2262 




24417 


54785 


A 


24555 


158 


410 




24418 


54786 


B 


24556 


1 


2607 




24419 


54787 


A 


24557 


715 


10)6 


KSAAVPRSGASSQSDSAHFAQP 

EYAAFSRFPRGSFRHPRAA*YF 

GRLNHHVRSERGINP*YHRFNL 

HWRYVADAISADGAFRTVSGG 

GGRRSGAGRVDWQ 


24420 


54788 


A 


24558 


652 


1214 


RTDHCVSRSRWTAVIVRHCTG 

RSLPAASTVKQYRTSCWDRWN 

AASATIFR/LSPVEWLTDNGSCY 

RANETRQFARMLGLEPKNTAV 

RSPES1MGIAESFVKTIKRDY1SIM 

PKPDGLTAAKNLAEAFEHYNE 

WHPPSALGYRSPREYLGQRACT 

GHAIGSGPSSAFFGAPVRRVSRT 

SVTAKACPRGLL 


24421 


54789 


A 


24559 


647 


1976 




24422 


54790 


A 


24560 


289 


574 


ETPASSPTLRTSIPS1SWMTRGSL 
RRVMLLCPFPSESGTVSEKAWP 
EWSSFSSSPPSCRTSASSPPSHLR 
/NIDVSPKHVVFATIPRMYTMSF 
LPR 


24423 


54791 


A 


24561 


816 


1375 





3226 
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SEQID 
NO: 


SKQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
inUSSN 

09/540.217 


Nucleotide 
location of first 

f nfton ff\r ru>nli<l» 
iuuuii hp i |icpnuc 

sequence 


Nucleotide location of lasl 
codon for lasl amino acid 


Amino acid sequence ( X=linkno\vn, 
*=Stop codon, /=possible nucleotide 

uciciiuu, \~|nj3r*ioic iiuticuiiuc insertion) 


24424 


54792 


A 


24562 


1 


3993 


MSQKLKVVTIGGGSSYTPELLE 

GFI KRYHELPVSEL WLVDVECG 

KPKLDIIFDLCQRMIDNAGVPM 

KLYKTLDRREALKDADFVTTQ 

LRVGQLPARELDERIPLSHGYL 

GQETNGAGGLFKGLRTIPVIFD1 

VKDVEELCPNAWVINFTNPAG 

MVTEAVYRHTGFKRFIGVCNIS 

IGMK1LKTRTLDTTG STSTG DTL 

LTQSLLMELSALCRVEVEEGLA 

LVALIGNDLSKACGVGKEVFG 

VLEPFNIRMICYGA 


24425 


54793 


A 


24563 


1136 


3608 


KKAISDGALTGSSSAVITERDC 

VSRSRWTAVIVRHCTGRSLPAA 

STVKQYRTSCWERWNAASATI 

FR/LSPVE WLTDNG SCYRAN ET 

RQFARMLGLEPKNTAVRSPESN 

GIAESFVKTIKRDYISIMPKPDG 

LTAAKNLAEAFEHYNEWHPHS 

ALGYRSPREYLRQRACNGLSD 

NRCLEIYGQIQLGTGELNITTGV 

VVTARDTHIALNFQKRRTTGLA 

TQSRQRCQNRRRVMGKIVIYRD 

AIRFTTQLQTATSINKRTQRVSG 

ICRRYTNMASRCNRHQAIVHIM 

FAYQRPFHFAHFFAIQQNFPFGS 

1GGQLFRLP VTLLTHQLLL A PA 

AHRHGLFQVDVIFRPDNTALPR 

N DTHQM VELFLDRFQV VKDIG 

VIELKVVEDQRTRAVMNKFRA 

FVEKGAVILIRFDKKKDIFLQYR 

FHTR1STGHGVANNHQIRLRLE 

LAGIVPLNQLNPLPLNSVPMIN1 

MNGGENADNNVDIQEFM1QPV 

G AKTVKE A I RMGSEVFHHL A K 

VLKAKGMNTAVGDEGGYAPN 

LGSNAEALAVIAEAVKAAGYE 

LGKD1TLAMDCAASEFYKDGK 

YVLAGEGNKAFTSEEFTHFLEE 

LTKQYPI VS1 EDGLDESDWDGF 

AYQTKVLGDKIQLVGDDLFVT 

NTKILK.EGIEKGIANSILIKFKAQ 

HAGLLHMYTCAMLGVGGQCW 

RYCMSQAFKEDRFAQDQRVAV 


24426 


54794 


B 


24564 


83 


2851 




24427 


54795 


B 


24565 


1 


1578 




24428 


54796 


A 


24566 


574 


753 




24429 


54797 


A 


24567 


1 


2112 




24430 


54798 


B 


24568 


27 


969 




24431 


54799 


A 


24569 


1 


1773 
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SEQIO 
NO; 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


24432 


54800 


A 


24570 


822 


984 


PSALCGCHSL*CSNASARFFAA 

VT4PSGAFGCRADHPDGELFLTG 

YVADGGYHS 


24433 


54801 


A 


24571 


1 


4287 




24434 


54802 


A 


24572 


1 


2384 




24435 


54803 


A 


24573 


3 


3682 


ACSARPSEAELLEL1DTLNADN 

TIDGILVQLPLPAGIDNVKVLER 

IHPDKDVDGFHPYNVGRLCQR 

APRLRPCTPRGIVTLLERYNIDT 

FGLNAVVIGASNIVGRPMSMEL 

LLAGCTTTVTHRFTKNLRHHVE 

NADLLIVAVGKPGFIPGDWIKE 

GAIVIDVGINRLENGKVVGDVV 

FEDAAKRASYITPVPGGVGPMT 

VATL1ENTLQAMSNMATFSLGK 

HPHVELCDLLKLEGWSESGAQ 

AKIAIAEGQVKVD 


24436 


54804 


A 


24574 


i 


1382 


MLRGVNVLADAVKVTLGPKG 

RNVVLDKSFGAPTITKDGVSVA 

REIELEDKFENMGAQMVKEVA 

SKANDAAGDGTTTATVLAQAII 

TEGLKAVAAGMNPMDLKRAS 

RSRKGYGPARIRQELNQKGISR 

EATEKAMRECDIDWCA**RF*S 

DKHHHRT*RQ/PTRHRYPDESV 

PGSHNHRSAHALSSAQGYILLP 

RAVLSGWRFENVHPTPGYPAG 

SGSVFVPPPMTSRRLPAPDNFA 

APHRYRVLKTGLLSPGCHVRN 

ADTL 


24437 


54805 


A 


24575 


466 


1215 




24438 


54806 


A 


24576 


1104 


1923 


LAIPMKDFITEAWLRANHTLSE 

GAEIHLPADSRLTPSARELLESR 

HLRIKFIDEQGRLFVDDEQQQP 

QPVHGLTSSDEHPQACCELCRQ 

PVAKXVPDTLTHLSAEKMVAKS 

DPRLG FRA VLDSTI A L A V WLQI 

ELAEPWQPWLADIRSRLGNIMR 

ADALGEPLGCQAIVGLSDEDLH 

RLSHQPLRYLDHDHLVPEASHG 

RDAALLNLLRTKVRET\ETVAA 

Q\VFITRSFVEVLRP\DILQALNRL 

SSTVYVM M 1 LS VTKQPLTVKQI 

QQRLGETQ 


24439 


54807 


A 


24577 


243 


644 


HAGSVCPSLYRCQRTAKRSGFY 

LLLKRLWSFSGNI*IHSGQQNPG 

RNQQLGLPRSRKGESSRAHPSC 

QRRPQV WPH PL AGSRPPRP W A 

ACARLGPIAPARQ1PERWPGQV 

PVLADAHVLPCLAGSLRPALYD 

F 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
bod 


SKQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 

rftrinn fnr n^ntiuV 

sequence 


Nucleotide location of last 
codon for last amino acid 
of ne nfifle crniirnce 


Amino acid sequence { X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24440 


54808 


A 


24578 


237 


454 


RSRLPEG VPVCWCNHSVR* RDC 
pcpvr.i/'i udi \xn n ai Dr.\/pi ic 

RASTKRITGYINARSASIASASA 
RNRLV 


24441 


54809 


A 


24579 


377 


1155 


KAYSFATMKSLAISCRWQNA*S 

HVSTFVMVRW/LK.GVQFRNHEI 

IGDIVPLAKRYAEEGADELVFY 

DITASSDGRVYPTLITRLADRFG 

VQCIVVGIDTWYDARNLKDISV 

VGLLGAQVPSVRAGMPQSRRQ 

TEGAQGMVRNEEGGSL.RLSHH 

QACKATHTQQWTLEVTAQSSY 

NLFPEQWVKLFWGIRQGDLPL 

AFSQKLSRQTFQQQQTQTPRP1 

VGQAPKDLQTGTGTPQTHAVH 

SGDHAAGEQSCKSCKAPIYPLT 

AQFSLETRSFWGSEWGYSTHG 

ELRRRDKGRRRFY 


24442 


54810 


A 


24580 


1107 


1458 


RTFWWTTCNSLAPCAGGYPST 

GAALPVSRKLPGRGLLLSGWG 

EHNARYRAGTFLWALFCAAAV 

AYWRRCXWGQYGMWFLRJRRG 

TLGDGTIRRVFVGSLWAAVV1V 

EIGVEHIGVFKA 


24443 


54811 


A 


24581 


171 


352 


PPAPPAESDGLPAHTTRARTTA 
DDLRNKRRQHVGC*YRTRGSP 
RPNRTWWRVCRYRSPHR 


24444 


54812 


A 


24582 


5 


226 




24445 


54813 


A 


24583 


476 


1939 


RPESQHNTA KPAMK VLEQARR 

FLGIRWLSAPASLAN/PVILLVV 

GNILNIVLDVWLVMGLHMNVQ 

G A ALATVI A EY ATLLIGLLMVR 

KILKLRGISGEMLKTAWRGNFR 

RLLALNRDIMLRSLLLQLCFGAI 

TVLGARLGSDIIAVNAVLMTLL 

TFTAYALDGFAYAVEAHSGQA 

YGARDGSQLLDVWRAACRQSG 

IVALLFSVVYLLAGEHIIALLTS 

LTQIQQLADRYLIWQVILPVVG 

V WCYLLDG M FIGATRATEMRN 

SM A VA A AG FA LTLLTLP WLGN 

HALWLALTVFLALRGLSLAAI 

WRRHWRNGRPGTGCLNTKGS 

QQQHRH DSTTQH1 H LQLL VI R V 

K1TITNNSQQTPQYPCQQYHT 

DSRQH RQQNRM VCQRIPHALPS 

PRFRQISRGSTAKVPCAKARAF 

LRVKSDPTLITRLADRFGVQCIV 

VGIDTWYDAETGKYHVNQYTG 

DESRTRVTQWETLDWVQEVQK 

RGAGEIVLAYVSE 
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SEQ ID 

NO: 


SEQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24446 


54814 


A 


24584 


I 


50 




24447 


54815 


A 


24585 


354 


456 


HLFSEACCSPGVLRELCRPF*SP 
GTDRNLVMHGH 


24448 


54816 


A 


24586 


494 


835 


ITWLPGFRPPFQGSEQFCLAGVP 

GATGGSESVLHTRNSYKMLEV 

RREVAAL1SALKVSAKCRNCGS 

SHALTEP/ASSPCWRETSTRPTG 

APAPT1PPPAASPSPGPMCVQPH 

GED 


24449 


54817 


A 


24587 




726 




2445CF 


54818 y - 


A\ 


24588' 


i 


1635 




24451 


54819 


A 


24589 


1614 


2454 


RTTH APASTPNTGTM LCRPY PC 

CWRRKTPMIFRATPQWFVSMD 

QKGLRAQSLKEIKGVQWIPDW 

GQARIESMVANRPDWCISRQRT 

WGVPMSLFVHKDTEELHPRTL 

ELMEEVAKRVEVDGIQAWWD 

LDAKEILGDEADQYVKVPDTL 

DVWFDSGSTHSSVVDVRPEFA 

GHAADMYLEGSDQHRGWFMS 

SLMISTAMKGKAPYRQVLTHG 

FTVDGQGRKMSKSIGNTVSPQD 

VMNKLGADILRLWVASNDYTG 

EIAGSDENLKRACHYNACSISL 

ARRRH 


24452 


54820 


A 


24590 


362 


517 


TK.SLISSMSSISSPPVVLICRNSS 

PEV**RKI*LGTELEFVIMVIAVS 

AWP 


24453 


54821 


A 


24591 


250 


930 




24454 


54822 


A 


24592 


1388 


1912 


VCPAAMTGFAGSPFCTAVVTFP 

DITPLLWILMC*LAILMAESEPK 

AISPPTISVVP*YAAESLLRVRIP 

VPSFVTSPLPLILCVIAQLRSVE 

MVSRPLLITEASPRFFCSLTLSA 

LPVSMLNCPTK.RLLSPSNSTSVL 

AVALTIPFPLMLLRSSPVTFFSV 

NRPSWAIFPLPNP 


24455 


54823 


B 


24593 


1 


6018 




24456 


54824 


A 


24594 


510 


1003 


VALQADQKHKHERPLPPPIPTM 

FQLAQPGVQLHAKPVYQVP/V 

MMQATEPTGI*VR1PVLSISTNA 

PSITSIWPLFVRKISVLTLASVV 

AASHAASSPRQCAIRCKIWGRW 

AGSLRRDDGFGVRSRGSRYGA 

SVSISNFSAGFNGKSSRSSSPRRS 

SQTQPVMPI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
couod lor pcpiiuc 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
ui pcpiiuc sequence 


Amino acid sequence ( X=Unkn6wn, 
*=$top codon, /^possible nucleotide 

fl^lpfinn V=nnccihl^ nnrlfMifiilp ine^rtirtnl 


24457 

. *i 


54825 


A 


24595 


197 


4314 


RASTELSLRCCAPSLQ/ALLHFL 

YLACFTWMLLEGLHLFLTVRN 

LKVANYTSTGRFKKRFMYPVG 

YGIPAVI1AVSAIVGPQNYGTFT 

HCWLKLDKGFIWSFMGPVAVH 

LINLVFYFQVLW1LRSKLSSLNK 

EVSTIQDTRVMTFKAISQLFILG 

CSWGLGFFMVEEVGKTIGSI1A 

YS FT1 FNTLQG VLLF V VHCLLN R 

QINSLLLTWTLWILRQRLSSVN 

AEVSTLKDTRLLTFKAFAQLFI L 

GCSWVLGIF 


24458 


54826 


A 


24596 


1409 


1573 




24459 


54827 


A 


24597 


1283 


1563 




24460 


54828 


A 


24598 


281 


839 


CVPTTDLVVQSQI*PRWRNWPR 

CSCSHVSMKAASSPERTFTYCS 

GIYWLISGSGIGVSVPLLISIGES 

VINLAVRPVIAHAIRVAITTRQT 

TRVAVTVVVALPVFRAVEHHV 

FQHLTQTRTGFRWHQFFFNRRQ 

REQSFTQGEGQRWANFQNGKV 

VNHQLAQRLRRLI1GRVRFENQ 

RFVVFDHLA 


24461 


54829 


B 


24599 


1 


5652 




24462 


54830 


A 


24600 


559 


1665 


RVERKATIEMKSQRTTSDSWLII 

LAKQTGIIRAAKKGKKTFILHD 

GPPYANGSIHIGHSVNKILKD1I 

VKSKGLSGYDSPYVPGWDCHG 

LPIELKVEQEYGKPGEKFTAAE 

FRAKCREYAATQVDGQRKDFI 

RLGVLG DWSHPYLTMDFKTE A 

NIIRALGKIIGNGHLHKGAKPV 

HWCVDCRSALAEAEVEYYXDK 

TSPSID V/AHPFMG FDVPAILGD 

HVTLDAGTGAVHTAPGHGPDD 

YVIGQKYGLETANPVGPDGTY 

LPGTYPTLDGVNVFKAND1VVA 

LLQEKGALLHVEKMQHSYPCC 

WRHKTPIIFRATPQWFVSMDQK 

GCDIGFHASSNGKRRADDSTDN 

HVRRLCARQRGQPHPHQFQRT 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in I ISSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




OV/540,2 1 7 


codon for peptide 
sequence 


of peptide sequence 


deletion, \~possible nucleotide insertion) 


24463 


54831 


A 


24601 


1 


1190 


MTDFRESDTMSLFDKKHLVSP 

ADALPGRNTPMPVATLHAVNG 

HSMTNVPDGMEIAIFAMGCFW 

GVERLFWQLPGVYSTAAGYTG 

GYTPNPTYREVCSGDTGHAEA 

VRJVYDPSV1SYEQLLRK.YRCV 

AVAL LG YFKCKPI LLN PS YKSM 

QDDLAFIARFHFKDLKFRRFSL 

KADQKSRIYERVLSIAGVNSWK 

DKQHQPRLVEHLLVCAESWVA 












i 


PRAllFDAAIEYLAHQKIAIPAYL 

VAFLVLGPLVLSLIPSQMLPSLT 

WSSITYSIVVIVEAGYQYHSRLR 

RFGRVEVNEQIEYLIHNPIRTRA 

RAVNF VDNNNRLQAPR1 LRQDS 

WWITRPLPGLTWAIIGSPGILPQ 

VVKSARVMKQAVAYLEPFIEA 

SKEQGKTNGKMVIATVKGDVH 

DIGKNIVGVVLQCNNYEIVDLG 

VMVPAEKILR*KLGGTPRTL*R 

SNRVPGPPEDRHSCLFGCWYW 

FLVP*CCLSSLRRCCRR*RGQAS 

R1Q* LLSSKLAISTIL/GLRRFGR 

VEVNEQIEYLIHNPIR/IARQGG 

QLC**QQSASGPTDITAGFMVD 

HQTFTGADVGDNRVARNPATG 

GQIGARHETGGGLPRTVY*SQQ 

RAGQNQRQDGDRHREGRRPRH 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
uciciiuii t \— pusMuic iiuticuuuc insertion J 


24464 


54832 


A 


24602 


1 


1591 


MGILVSPLLAPLIGGLLDTMWN 

WRACYLFLLVLCAGVTFSMAR 

WMPETRPVDAPRTRLLTSYKTL 

FGNSGFNCYLLMLIGGLAG1AA 

FEACSGVLMGAVLGLSSMTVSI 

LFILPIPAAFFGAWFAGRPNKRF 

STLMWQSVICCLLAGLLMWIP 

DWFGVMNVWTLLVPAALFFFG 

AGMLFPLATSGAMEPFPFLAGT 

AGALVGGLQNIGSGVLASLSA 

MLPQTGQGSLGLLMTLMGLLI 

VLCWLPLARGYRLSSWTSTTAS 

EDI DCEEG DG EGNETHGLQLA V 

EPEGLQPNYMGRGKIRFRDTCL 

LFCTQSRGSQWGFARTELVALL 

PPFLSGAADYRAGLALWLARG 

ADCDVDERHRADRQSNLARSS 

GGFIALAAGAKSDRRLRELNQS 

LQKELARNQHLAERLLETEESV 

RRDVARELHDDIGQTITAIRTQ 

AGIVQRLAADNASVKQSGQLIE 

QLSLGVYDAVRRLLGRLRPRQ 

LDDLTLEQAIRSLMREMELEGR 

GiVSHLEW\QSMNQR*AKTSA* 

RCFVSARKG 


24465 


54833 


A 


24603 


1 


1752 




24466 


54834 


A 


24604 


1 


699 




24467 


54835 


A 


24605 


965 


5516 




24468 


54836 


A 


24606 


84 


3760 




24469 


54837 


A 


24607 


27 


278 
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PCT7US01/08631 



SEQ ID 


SEQ ll> NO: 


Met 


SEQ II) NO: 


Nucleotide 


Nucleotide location of Inst 


Amino acid sequence ( \= Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


24470 


54838 


A 


24608 


311 


2529 


REWGSTRRCERRJSLSRNIARW 

RTI WRJTRPCR.RCVFR.fi ASTLR 

LHLHLIMNDLPLEEYPCVRDLV 

PGRFLKFL/HRDPKGTTLVLASD 

LPGRIPVDPRSIIVMLFLAVRWL 

QRQLAGQELLETRATRILNGER 

GSNVLGTIYEWPPRTSSALDTL 

LREIQNAREQHSRLDTLIRSYA 

AQDVKTGLNNRLFFDNQLATL 

LEDQEK VGTHG I VMM I RLPDFN 














MLSDTWGHSQVEEQFFTLTNL 

LSTFMMRYPGALLARYHRSDF 

AALLPHRTLKEAES1AVFRALS 

RLPDLWHRSIGTLTEALPQTDK 

RQEQIAVALTSYSGLYGLGYGS 

KEIQLTYSGTAGDLISPGLSAIH 

GRCILNTLVFIVKLRWMENTLH 

RFGTHHGCSAVRSSHLDSGSPR 

RSSWHMARARNHIHVLEENMA 

LLMEQAIANEGLFYRLLYLQRS 

LTAASSLDDMLMRFHRWARDL 

GLAELLVVLPEAKAVGSVAMS 

MLGSDADWGVVLFTSRDASHY 

QQGQGTQLLHEIALMLPELLER 

WIERGWEQQVWRYGFLRYVAF 

LTGWSAQNELKANPAKGVSAP 

KAPRHLPKN 1 D VDDMNRLLD1 D 

INDPLAVRDLMYGAGLRLSELV 

GLDIKHLDLESGEVWVMGKGS 

KERRLPIGRNAVAWIEHWLDL 

RDLFGSERERRQHAGTNVLQT 

ADQRASRARQEGERLHRAAGR 


2447 1 


54839 


A 


24609 


1 


1749 




24472 


54840 


A 


24610 


1 


2911 


MNIDAKILNKILANR1QQHIKKL 

IHHNQVSFIPGMQGWFNIHKSM 

K VI QHFNRTKDKN YM 1 1 S 1 D A EK 

AFDKIQQPFMLKTLKKLVAGM 

MAVAAPDDPPPPSVSSSKPSTV 

APPGRISPSGRALCTSLPSALSSS 

SKFSLLRJFQVPAKLGMVAVAA 

AAGVNAMLRKVAVAAASKPH 

VEIRQDGDQFYIKTSTTVRTTEI 

NFKVGEGFEEETVDGRKCRVR 

PQSHYSVPVSPLGAHGPLLLEE 

PVSPFAACGAPS 


24473 


54841 


A 


24611 


249 


609 


QIEVCVRIKPICAGTVLAYS*RSR 

QERPPAPGMTSLSLAAVSSDNP 

VSGDEHIRLARASGRFGIGRVA 

QPKRJQRRSSTPRAATDLGNPG 

HRPCTVRKSALLVVSVCRRHSS 

RSLRFRSC 
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KFCi in 




IVfCl 


cm in imo* 


Nucleotide 


^) ■■'"1 £>-f\t 1 f\ & 1 O ilAffl / \ ■ 1 * 1 C t 

pfucicouuc locanun ui laai 


/viii iiiu dviu dci|ucucc \ s\ — uiiHiiuvvn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 








09/540.217 


mdon for rM»nfir1f* 




deletion, \— possible nucleotide insertion) 










sequence 






24474 


54842 


A 


24612 


942 


1121 




24475 


54S43 


A 




i m A 

1 VIV 


1 v./o 


EiSSSKRSRTVCKRRAPMFSVDS 














FTCHAASAMRLIPESVNSIFTPS 














VA1SALYCTVIEAFGSVRJRSKS 














LVVSACSSTRIG\DDLAVPGSGQ 














TVSQSGTRQKR*TECGQF*PSR 














VWWKRCNLLPAAAGHAERLH 














EKHPDRKTRRVRLVWLAGPPT 














RLLGTMGAGTLVLGACCLPWP 














REGAHNVATAACGGWRARCD 














LRFRLSCKLGLSRQFFGWNA 


24476 


54844 


A 


24614 


l 


1995 




24477 


54845 


A 


24615 


l 


2853 




24478 


54846 


A 


24616 


l 


1755 




24479 


54847 


A 


24617 


2942 


3454 


SVPDWLMCTAFLSLSRJNSPRL 














LKAELLLTSSIPVLLPSLLLPRFQ 














VPSLFATAVPVSAAPLHAPSV*L 














LKTPPADIIRPVTLPLLLNTPAFC 














TILLMVPVLFTNELSAPAFMVIC 














AVISPALLRIPPLTSTLFVITPAF 














LMTAPLSSFTKLLMMPPLVFSR 














RPLDTVI 


24480 


54848 


A 


24618 


1 


2959 


MKRYRPREILPWKVPPGNYTPK 














IFKIKGTGHNPMSAIENFDAHTP 














MMQQYLRLKAQHPEILLFYRM 














GDFYELFYDDAKRASQLLDISL 














TKRGASAGEPIPMAGIPYHAVE 














NYLAKJLVNQGESVAICEQ1GDP 














ATSKGCCRSGNRNGGRKIVAVS 














LKK VSG A A KPCGHFRSTRYR V 














AYSTIINNKAGIWSAFEGVSAT 














RPNPTPRASPAVRTLSRGTPEPR 














KISTDADNLAQGSLKERLPAWL 














WG KJCENSK WE VLD 


24481 


54849 


A 


24619 


441 


1425 




24482 


54850 


A 


24620 


1 


2574 




24483 


54851 


B 


24621 


1 


1725 




24484 


54852 


A 


24622 


160 


390 




24485 


54853 


A 


24623 


892 


1183 




24486 


54854 


A 


24624 


1 


2493 




24487 


54855 


A 


24625 


435 


829 


ASDVLVSEGCR/YRGASALTST 














SVICINTDKALRKIIRLPLNGLR 














KPLNAMTPLPG1TWPLCITTEKE 














DLSISDRLSTCIVKFSHPEPEMS 














VRKFVPPAILLCSVCLRFSCPTR 














HQKAP AK Wl LKSCS A WMR 


24488 


54856 


A 


24626 


763 


1863 




24489 


54857 


A 


24627 


1423 


1712 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0V/>40,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


24490 


54858 


A 


24628 


1 


2792 


MTYLSAQDHELIQVVQNGHLQ 

MCGKSETGNEASPVKCIVLQVL 

RGLQYLHRNFIIHSQEQTIPDPSI 

SDQQETPLLAGDMAQRGRRGG 

FYYVTAYIYVDKKAPVHMRTA 

AQGLITLCCQGFGSLLGYRLGG 

VMMEKMFAYQEPVNGLTFNW 

SG M WTFG A VM 1 A 1 1 A VLFM IFF 

RESDNEITAIKVMEDSMSSATT 

LTTPQEQVDSLIMQIAEENGLE 

VLDQLSQLPEGASAVGESSVRS 

QEDQLSRSFICLMAMM 


24491 


54859 


C 


24629 


213 


345 




24492 


54860 


A 


24630 


1 


474 


mhqttaktphtsypnnyeehn 

rranrsknydrirhtti1lkrtn 

paqtitnllksrfnrynyvqpr 

scrs1fih1pgerdlnlciapnpp 

a1fptsigylgpdlnnlptyapfi 

ttnltgpapttthpvgnlgttg 

npepggcg1livwccvnwacl 

wdsvvaaprepympagllrhr 

rhyrhrredl1avpaarqtde 

nrrpalcheyavghrkiktnv 

ehtepyilplithsqplnrgaff 

cpgvrflvvsvldfek:rl**rr 

WRRSPAGPGSRGAATTLSQRQ 
AQLTQHQTIRJPHPPGSGLPVVP 
KFPTGCVVVGAGPVRFVVING 


24493 


54861 


A 


24631 


1 


924 




24494 


54862 


B 


24632 


177 


468 




24495 


54863 


B 


24633 


592 


883 
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SEQID 

NO: 


SfcQ ID NO: 
of peptide 
sequence 


Met 
bod 


SKQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /-possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


24496 


54864 


A 


24634 


1 


1926 


MATA KANQEIQEWLG KYGTAR 

VKLNVDKDFSLK.DSSLFMLYPI 

YDTPTNMLFTQGAIHRTDDRTQ 

SNIGFGWRHFSGNDWMAAVIT 

FIDHDLSRSHTRIGVGAEYWRD 

YLKLSANGY1RASGWKKSPDIE 

DYQERPANGWDIRAEGYLPAW 

PQLGASLMYEQYYGDEVGLFG 

KDKRQKDPHAISAEHSPEFRSE 

ALKLVNASVLLPQPVNSACMN 

HNSTTGAVNSK1SRRLLN VN W 

RCLPRLHVSNASWQNGMKSWL 

SSKRPRHTSEAPEMKYVFIEKH 

QAEFSIKAMCRVLRVARSGWY 

TWCQRRTRINIAVVRRADGSRT 

SFVYTSYLAKVNEEWKNNVGT 

GSTVKWP1GLGGKGNDGIAAF 

VQRLPGA1GYVEYAYAKQNNL 

AYTKLISA*NEVCLY*KTSG*V 

QHQSNVPR/RSGWPAAAG1RGV 

SGGQG*TLL*YAAQMAPELPSS 

TPATWRK*TKSGKTTLV/HGST 

VKWPIGLGGKGNDG1AAFVQR 

LPGA1GYVEYAYAKQNNLAYT 

KLISADGKPVSPTEENFANAAK 

GADWSKTFAQDLTNQKGEDA 

WITSTTFILIHKDQKKPEQGTE 

VLKFFDWAYKTGAK.QANDLD 

YASLPDSVVEQVRAAWKTNIK 

DSSVNFDMANVFFRVTPGNFL 

VNREASHQRRVFAVRAGVDFI 

YRASSDG LRRCRDRRTRFKJUN 


24497 


54865 


A 


24635 


1387 


1639 


ESKPLNLGRGSGFLLTRALSAQ 
PLWQSPDQHLTPQAGLRSRL* A 
QRQA*QKTASRVV*PKPLWAL 
VKATSED1SVVL* ESACQC 


24498 


54866 


A 


24636 


1570 


2516 


1EVAMSIVVKNNIHWVGQRDW 

EVRDFHGTEYKTLRGSSYNSYF 

IREEKNVL1DTVDHKFSREFVQ 

NLRNEIDLADIDYIVINHAEEDH 

AGALTELMAQIPDTP1YCTANAI 

DSINGHHHHPEWNFNVVKTGD 

TLDIGNGKQLIFVETPMLHWPD 

SMMTYLTGDAVLFNYDAFGQH 

YCDEHLFNDEVDQTELFEQCQ 

RYYANILTPFSRLVTPKITE1LGF 

NLPVDMIATSHGVVWRDNPTQ 

IVELYLKWAADYQEDR1TIFYD 

TMVNNTPMMADAIAQG 1 A\ETG 

PRLAGENFNVXARNDKHEDPDL 

LSFRSERGA 



3237 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

AAV JA ^ 1 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \~possible nucleotide insertion) 


24499 


54867 


A 


24637 


24 


363 




24500 


54868 


A 


24638 


2 


366 


RATPRH II VRFTKVEMKEKMLR 

AAREKGRVTLKGKPIRLTADLS 

AETLQARREW*QNLSAFACL*R 

ILFLLHL*SLVWLDMKCWVENS 

FL*EC*ILAPTLFWLVGFLPRDP 

LLV*WASL*G*PDLSLWLPLAF 

FPSFQLW*I*QLCVLELL 


24501 


54869 


A 


24639 


232 


292 




24502 


54870 


A 


24640 


4 


911 




24503 


54871 •*• 


A 


24641 - - 


2795V-.— 


3226 


SWWiSFLMCCWIWFASILLRJFA 

SMFIKDIGLKFPFLVVSLPGFGl 

RMMLAS*NELGRIPSFSIGWNSF 

RRNGTSSSLYLW*NSAVNPSGP 

GLFLVGKLLVIASISEPVIGLFTD 

STSSWFSLGRVYVSRNLSISSRF 

SSLFA 


24504 


54872 


A 


24642 


1 


3285 




24505 


54873 


A 


24643 


1 


4368 




24506 


54874 


A 


24644 


200 


335 


YALLNKDSSPWYPFSVPVLASN 
TRYL WPLSST* *GSLS V WLSPD 
V 


24507 


54875 


A 


24645 


174 


263 




24508 


54876 


A 


24646 


1244 


1354 





3238 



WO 01/075067 PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540 217 

v/' *J**V^* ■ ' 


Nucleotide 
location of first 

roflnn far n^nfiil^ 

sequence 


Nucleotide location of last 
codon for last amino acid 

of fwntirlf* c^niifitrp 


Amino acid sequence ( X=lfnkno>vn, 
*=Stop codon, /=possible nucleotide 

nVlrttfin V=wwt<cihfp ntirlrotiil^ tnc#»rfinn\ 


24509 


54877 


A 


24647 


194 


2481 


GMFRMNLMEPLTQCINAGHEM 

TKAIAIAQFNDDSPEARKITRR 

WRJGEAADLVGVSSQAIRDAEK 

AGRLPHPDME1RGRVEQRVGY 

TIEQINHMRDVFGTRLRRAEDV 

FPPV1GVAAHKGGVYKTSVSVH 

LAQDLALKGLRVLLVEGNDPQ 

GTASMYHGWVPDLHIHAEDTL 

LPFYLGEKDDVTYA1 KPTC WPG 

LDIIPSCLALHRIETELMGKFDE 

G KLPTDPH LMLRLAIETV A HD Y 

DVIVIVDSAPNLGIGTINVVCAA 

DVLIVPTPAELFDYTSALQFFD 

MLRDLLKNVDLK.GFEPDVRILL 

TKYSNSNGSQSPWMEEQIRDA 

WGSM \AIKN VVRETN E VG KA A 

PMVDSLIARVGVMARGNAITLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDLI 

PSFLLTGQQTPAFGRRVSGVIEI 

ADGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGNDYRPT 

SAYERGQRYASRLQNEFAGNIS 

A L ADAENISRKIITRCINTAKLP 

KSVVALFSHPGELSARSGDALQ 

KAFTDKEELLKQQASNLHEQK 

KAGVIFEAEEVITLLTSVLKTSS 

ASRTSLSSRHQFAPGATVLYKG 

DKM VLN LDSPQSFSPG AG DHA 

NSPQSSSPSTGVHINSPQLSSLS 

AGVHTISPQSSNPSVGVTALSHP 

DLVWVFTLTAHSRPVLVWVFT 


24510 


54878 


A 


24648 


1361 


1694 




24511 


54879 


A 


24649 


1 


3852 


MKLMETLNHCINAGHEMTKAV 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHRAQ 

DLALKGLRVLLVEGNAPQGTA 

SVYHGWVPDLHIHAEAALLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALPRIEPELMGK/FDEGRS 

FMPGPP/HHHPLGRSSQ*QVSNS 

LDRAA KGN*KPLCHC 
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WO 01/075067 PCT/US01/08631 
ii «- 



SKQ ID 


SKQ ID NO: 


Met 


SEQ II) NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-linknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


24512 


54880 


A 


24650 


1 


1720 


MEKLLLENDSLSKDVSRLETVF 

VPPEKHEKEIIALKSNIVELKKQ 

LSELKKKCGEDQEK.1HALTSEN 

TNLKKMMSNQYVPVKTHEEV 

KMTLNDTLAKTNRELLDVKKK 

FEDIMQEFVKIKDKNEILKRNLE 

NTQNQIK.AEYISLAEHEAKMSS 

LSQSMRKVQDSNAEILANYRK 

GQEEIVTLHAEIKAQKXELDTIQ 

ECIKIMKRAPVIPKHTLNTQPVE 














DTSLSTPAAPMVDSL1ARVGVM 

ARGNAITLPVCGRDVKFTLEVL 

RGDSVEKTSRVWSGNERDQEL 

LTEDALDDLIPSFLLTGQQTPAF 

GRRVSGVIEIADGSRRRKAAAL 

TESDYRVLVGELDDEQMAALS 

RLGNDYRPTSAYERGQRYATR 

PQNEFAGNISAMADAEN1SRK1I 

TRCINTAKLPKSVVALFSHPGE 

LSARSV1DSAPNLGIGTINVVCA 

ADVL1VPTPAELFDYTSALQFFD 

MLRDLLKNVDLKGFEPDVR1LL 

TKYTNINASQSPXWMREKFGMA 

WESMVLKNVVRETDEVGKGQI 

RMRA DF VXQA1DQRSSTG A WRN 

ALSIWEPVCNE1FDRLIKPRSE1T 


24513 


54881 


A 


24651 


1094 


2271 


APFHRPHTKQSLQEQTDVVSIN 

EFLKQMAF*AQKLKE/WRTSAA 

SDITP AGFCSCRA 1 K.DAEKPGRL 

PHPD\MEFRDRVDQ\RVVSPFGQ 

1 IXHMRN VFGPRLPRAKDVFPPV 

1GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGN\DP\QGT 

ASMVSREGDPALHIWQEAPFLP 

FYLGEKDDVTYAIKPTCCPGLN 

1 1 PSCL ALPRI ETELMGKFDEG K 

LPTDPHLMLRLAIETVAHAHDY 

DVIVIDSAPNLGIGTINVVCAAD 

V\LIVLTPVE\MFDYTSARQFFD 

MLRDLLKNA\DLKGFEPEVR1L 

LTKYSNSNGSQFPWVMEEQIRD 

AWGSMVLKNVVRETGVEVGKG 

\QI RM RTWFEQ AIDQRSSTDTSL 

STPAAPMVDSLLARVGVMASR 


24514 


54882 


A 


24652 


1 


1415 





3240 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion. \— nossihle nucleotide intpriinnt 


24515 


54883 

- - 


A 


24653 


3008 

. ~± -. 


8165 


ILIPFFIGLQNRFTQFRLSETKEIT 

NPYAMRJLYESLFQSSKTNGSG ! 

VSLKIDW11ERYQLPQSYQRMP 

DFRRRFLQVCVN EINSRTPMRL 

SYIEKKKGRQTTHIAIRDAEKA 

GRLPHPDMEIRGRVEQRVGYTI 

EQfNHMRDVFGTRLRRAEDVFP 

PV1GVAAHKGGVYKTSVSVHL 

AQDLALKGLRVLLVEGNDPQG 

TA\SM YHE WVQN LH 1 H A EDTLL 

PFYLGKKDDVTYAIKPTCWPGL 

DIIPSCLALHR1 


24516 


54884 


A 


24654 


1 


848 




24517 


54885 


A 


24655 


2354 


3640 


NVICNQELVYSSRHQFAPGATV 

LYKGDKMVLNLDRSRVPTEYR 

YGVFLNVLLPATKYFQLHDPSL 

RNMELNYSLASEDLVLKGLRV 

LLVEGNDPQGTASMYHGWVP 

DLHIHAEDTLLPFYLGEKDDVT 

YAIKPTCWPGLD1IPSCLALHR1 

ETHLMGKFDEGKLPTDPHLM L 

RLA1ETVAHDYDVIVIDSAPNL 

GIGTINWCAADVLIVPTPVE\L 

FDYAS ARQFFHM LRPLLKNVD 

LK.GFEPDVRILLTKYSNSNGSQ 

SPWMEEQIRDAWGSMVLKNV 

KEFAGNISALADAENISRKHTR 

CINTAKLPKSVVVFFLTPVNYL 

PGDALQKAFTDKEELLKQQAS 

NLHEQKXAGVIFEAEEVITLLTS 

VLKTSSASRTSLSSRHQFAPGA 

TVLYKGDKMVLNLDRSRVPTE 

CIEKIEAILKELEKPAP 


24518 


54886 


A 


24656 


667 


870 


Q1VSSEPKYTDFLSKIPFEQRVR 
DVQRNGDHTEGAVR*LSIAFFS 
ALLKLLAFFTEEVRAAAVVRFV 


24519 


54887 


B 


24657 


1 


1086 




24520 


54888 


A 


24658 


2 


250 


WRTKSLDIPPLIYPNGIVKNILR 
HLSQLLNVPITRPFSWILRPF*RP 
*RKJSTSFIRPLFTFLPA**MLIRS 
SVWQ*KTVSW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

r\(\ ir All i *7 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24521 


54889 


A 


24659 


I 


1608 


MAETAVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLLYMTYRKPDGS 

GIVSLKIDWIIERYQLPQSYQRM 

PDFRRRFLQCINAGHEMTKAIAI 

AQFNDDSPEARK1TRRWRIGEA 

ADLLGVSSQAIRDAEKAGPLPH 

PDMENRG R VEQRGG YTI EPKN 

HMRDGVGTRWRRAEDVRPPLI 

GWAGHKGGRVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGtA 

SMYHG WVPDLH I H AEDTLLPF 

YLGEKDDVTYAIKPTCWPGLD1 

IPSCLALHR1ETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDVI 

VIDSAPNLGlGTfNVVCAADVLI 

VPTPAELFDYTSALQFFDMLPD 

LVKNRDLKGVEPDMRKQRHR 

KAKDLLAQDPTAMTTDELLKE 

ATRCPICTAYLEKPMSLECECV 

FCLSCTNSLQKEPQGEGVLCPF 

CLEASQKNN1RLNRQLGRLVSH 

IKELEPKLKKILKMNFKDAEVP 

RFSSPKPCSSFFSTCYLSKNCSN 

HPCYSPYPGSGWG 


24522 


54890 


A 


24660 


I 


1128 




24523 


54891 


A 


24661 


1035 


1208 


SLIDRIEALGIFRFAAV*GSAAY 
HGV*YERRRTFLCMLFGYFLSR 
RLESLLLPEVQS 


24524 


54892 


A 


24662 


1 


1316 


MEIRGRVEQRVGYTIEQINHMR 

DVFGTRLRRAEDVFPPVIGVAA 

HKGGVYKTSVSVHLAQDLALK 

GLRVLLVEGNDPQGTASMYHG 

WVPDLHIHAEDTLLPFYLGEKD 

DVTYAIKPTCWPGLDIIPSCLAL 

HRIETELMGKFDEGKLPTDPHL 

MLRLAIETVAHDYDVIVIDSAP 

NLGIGTINVALQNFQRYTGIQH 

VHRIGMAERMWCDRNRERHT 

VSSSGGNRLPNPGPDRSDLALK 

GLRVLLVEGNDPQGTASMYHG 

WVPDLHIHAEDTLLPFYLGEKD 

DVTYAIKPTCWPGLDIIPSCLAL 

HRIETELMGKFDEGKLPTDPHL 

MLRLAIETVAHDYDVIVIDSAP 

NLVFRJCFVIWAQERIDIKGFEP 

DVRILLTKYSNSNGSQSPWMEE 

QIRHAWGSMVLKN/VVRETDE 

VGKDTGVRSKSIWCHRNSRWE 



3242 



WO 01/075067 



PCT/US01/08631 



SRQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540 217 


Nucleotide 
location of first 

cndon fnr nrntirfo 

sequence 


Nucleotide location of lasl 
codon for last amino acid 

nf n^nttftp <pfinpnri* 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

deletion \~nn^ihl* mtrlentirle incerfinnl 

Uilillvll) 1 pilJ Jl Ul\ IIUVIIVIIUC lll^vl Ill/Ill 


24525 


54893 


A 


24663 


504 


1254 


SYVKYFPHQPAQKYFQQIHSAI 

GLHNADHVHrCHLLGDNRYPIW 

IMQPSAHHPARQPEHDIAFGfCC 

SSSVSVHLAQDLALKGLRVLLV 

EGNDPQGTASMYHGWVPDLHI 

HAEDTLLPFY\DPHLMLRLAIET 

VAHDYDVIVIDSAPNLGIGTINV 

VCAADVLIVPTPAELFDYTSAL 

QFFDMLRDLLKNVDLKGFEPD 

VRILVVRVSQRMVVAGC11AFID 

KLLNVLICFPFSVKNRFVIFHSV, 

DFECV1RF 


24526 


54894 


A 


24664 


1 


3216 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPG 

FGDFADFGTTIKQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRL/VKRAPTC 

WPGLDIIPSCVLALPRIETELMGK 

FDEG K L PTDPHLM LRL A I ET V A 

HDYD V I V I DSA PNLG 


24527 


54895 


A 


24665 


1 


419 


MSSSDKDFDFSVANMVNFFAP 

VFPMGKYYTQADKVLIPLAIQE 

HDGICEIHVAKYAEIFGLTSAEA 

SKDIRQALKSFAGKEVVFYRPE/ 

VGCRR*KRL*IFSLVYQTCAQSI 

QRALQCTYQPISHSLLYRVTEP 

VYAVSA 


24528 


54896 


A 


24666 


1 


2598 
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SEQID 


SEQID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


24529 


54897 


A 


24667 


1 


2027 


MRGHRJEKAAACKPRTRASEGT 

TPASTFILDFQPPNCNYTSGDNH 

TLRDPHYVEDKGHKYLVFEAN 

TGTENGYQGEESLFNKAYYGG 

GTNFFRKESQKLQQSAKKRDA 

EL ANG A LG ! 1 ELNNDYTLKK VM 

KPLITSNTVTDEIERANVFKNfN 

GKWYLFTDSRGSKMTIDGINSN 

DIYMLGYVSNSLTGPYKPLNKT 

GLVLQMGLDPNDVTFTYSHFA 














VPQAKGILGEEDNYTAGDNHM 

MRAPHCEEDRAHKFVVFDANA 

GTESGHQGESSLFNRACGGGGT 

FFFSKESQKLQQSAKKRDCINA 

GHEMTKAJAIAQFNDDSPEARK 

ITRRWRIGEAADLVGVSSQAIR 

DAEKAGRLPHPDMEIRGRVEQ 

RVGYTIEQFNHMRDVFGTRLKR 

AEDVFPPVIGVAAHKGGVYKT 

SVSVHLAQDLALKGSLLLPKND 

FLFKLGLEGHLPLGKIHSPPTGA 

DVARGSSGLPKSELFLPERNTQ 

ELQQDSEEGPLALQVLQSNLM 

DF ADFGTTI KQDFRLLGQTS VD 

RLLQLSQGQAVKGNQLLPVSL 

V KRKTTL A PNTQTA SPRA LA DS 

LMQLARQVSRLESGQNNDGIC 

EIHVAKYVEIFGLTSAEASKDIR 

OALKSFAGKLVVFYRPE/VGCR 

R*KRL*IFSLVYQTCAQSIQRAL 

QCTYQPISHSLLYRVTEPVYAV 


24530 


54898 


A 


24668 


1 


989 


PWISAPVPVDVVEGAMDSVTV 

LSFGG LML YFC AG WPPARR WC 

FPESISCGSMERDQWWGLQVA 

KRAGLAGGQSGRTVLRERVRIE 

IASTHIALAARHSDWRCCRNGR 

YPARGPAALQNFQRYTGIQHV 

HRJGMAERMWCDRNRERHTVS 

SSGGNRLPNPGPDRSCDNLKTC 

HTSHGSVMAETAVINHKKRKN 

SPRIVQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVAKYAEIFGLTSAEASK 

DIRQALKSFAGKEVVFYRPE/V 

GCRR*KRL*IFSLVYQTCAQSIQ 

RALQCTYQPISHSLLYRVTEPV 



3244 



WO 01/075(167 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 

J V U k M ^ V 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

flplftfifkn mirtrof inv»rtiftn\ 


24531 


54899 


A 


24669 


350 


1203 


LLTARLTWVSARLMSDFADFG 

TTIKQDFRLLGQTSYDRLLQLS 

QGQAVKGNQLLPVSLVKRKTT 

LAPNTQTASPRALADSLMQLA 

RQD/LALKGLRVLLVEGNDPQG 

TASMYHGWVPDLHIHAEDTLL 

PFYLGEKDDVTYAIKPTCWPGL 

DI 1 PSCL ALHRJETELMG KFDEG 

KLPTDPHLMLRLAI ETVAHDYD 

VIVIDSAPNLGIGTINVVCAADV 

LIVPTPAELFDYTSALQFFDMLR 

DLLKNVDLKGFEPDVRJLLTKY 

SNSNGSQSPWMEEQIRDAEGSR 


24532 


54900 


A 


24670 


1 


936 




24533 


54901 


A 


24671 


1070 


1324 


LGTPGGCSRMTCALVPLIPNDD 
TPTRRTRPLLGQGVFSVRS*TVP 
ADQSTSGDGDSTCNVRGSCPCR 
IAITILITPATPAAACV 


24534 


54902 


A 


24672 


1 


1212 




24535 


54903 


A 


24673 


2373 


3381 


FKRGQYGQLLRPRFHHGQILYA 

RRQGADAAGDSG1W/HGIWTEP 

MTM*KKDER*PSPTQAS*DNW 

KSIRGSCWQALSITRN/CKNSPR1 

VQSNDLTEAAYSLSRDQKRML 

YLFVDQIRKSDGTLQEHDGICEI 

HVAKYAEIFGLTSAEASKDIRQ 

ALKSFAGKEVVFYRPEEDAGD 

EKGYESFPWFIKRAHSPSRGLY 

SVHINPYLIPFFIGLQNRFTQFRL 

SETKEITNPYAMRLYESLCQYR 

KPDGSGIVSLKIDWIIERYQLPQ 

SYQRMPDFRRRFLQHIFVLRER 

PETVLIDLIQRTKDAVRELDNL 

QYRKMKKLLFQEAHNGPAVEA 

QEEEEDD 


24536 


54904 


A 


24674 


31 


811 


RRGLLGTRLRLSEDVFPPVLGV 

AAHKGGVDKTSVSVHLAQDLA 

LKGLRVLLVEGNDPQGTASMY 

HGWVPELHIHAEDTLLPFYLGE 

KDDVTYAIKPTCWPGLDJIPSCL 

ALHRJETELMGKFDEGKLPTDP 

HLMLRLAIETVAHDYDVIVIDS 

A PNLG IGTIN V VCA ADVL1 VPTP 

AELFDYTSALQFFDMLRDLLKN 

VDLKG FEPDVRILLTKYSNSNG 

SQSPWMEEQIRDAWG\SMVLK 

NVVAFQNLEFLFILLRIWL 


24537 


54905 


A 


24675 


1004 


1105 





3245 
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SKQ ID 

NO: 


SEQ 11) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


24538 


54906 


A 


24676 


1 


1139 


MEKKITGYTTVDISQWHRKEHF 

EAFQSVAQCTYNQTVQLDIKK 

KLKTVKKNKHKFYPAFIHILAR 

LNfNAHPEFRMAMKDVAEYMG 

YHVVFALAGSPKDADDTSIYM 

FYQKVGDNSIDSWKNAGRVFK 

DSDKFDANDPILKDQTQEWSGS 

ATFTSDGKIRLFYTDYSGKHYG 

KQSLTTAQVNVSKSDDTLKING 

VEDHKTIFDGDGKTYQNVQQFI 

DEGNYTSGDNHTLRDPHYVED 

KGHKYLVFEANTGTENGYQGE 

ESLFNKAYYGGGTASSIRKSDG 

TLQEHDGICEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPE/VGCRR*KRL*IFSLVYQT 

CAQSIQRALQCTYQPISHSLLYR 

VTEPVYAVSA 


24539 


54907 


A 


24677 


1 


930 




24540 


54908 


A 


24678 


1 


2486 


MNMN1KKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QV PQFDQSTIKN 1 ESAKGLD V W 

DKWPLAMADGTVAEYNGYNV 

VDKFDANDPILKDQTQEWSGS 

ATFTCDGKIRLFYTDYSGKHYG 

KQSLTTAQVNVLKSDDTLKING 

VEDHKA I FDGDGKTYQN VQQL 

IDEGNYTSGDNHTLRDPHYVED 

KGHKYLVFEANTGTENGYQGE 

ESLFNKAYYGGGTNFFRKESQK 

LQQSAKKRDAELANGALGIIEL 

NNDYTLKKVMKPLITSNTVTDE 

IERANVFKMNGKWYLFTDSRG 

SKMTIDGINSNDIYMLGYVSNS 

LTGPYKPLNKTGLVLQMGLDP 

NDVTFTYSHFAVPQAKGNNVV 

ITSYMTNRGFFEDKKATFAPSF 

LMNIKGNKTSVVKNSILEQGQL 

TWLQVAKRAGLGGGQSGRTVL 

RERLPN Y KN FKGTIQELG QNQ Y 

AVSGEIFVVDRNTVEITELPVRT 

WTQVYKEQVLEPMLNGTDKTP 

ALISDYKEYHTDTTVKFVVKM 

TEEKLAQAEAAGLHKVFKLQT 

TLTCNSMVLFDHMGCLKKYET 

VQDILKEFFDLRLSYYGLRKEW 

LVGMLGAESTKLNNQARFILEK 

IQGKITIENRSKKDLIQMLVQRG 

YESDPVKAWKEAQEKCDNLKT 

CHTSHGSVMAETAVINHKKRK 



3246 
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PCT/USO 1/08631 



SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /^possible nucleotide 
deletion, Y=possible nucleotide insertion) 


24541 


54909 


A 


24679 


5 


253 


SAPKVWRGLRQQGAGISVLP*V 
CAQP/VQVAKAPELILN'FDLPK 
K Y FDKL/R/DTH FFSPHTG KFPT 
VKILMAPFANSASRGVALC 


24542 


54910 


A 


24680 


334 


842 


PDKEGN EI WVDMYTV K PSG WT 

VRTFDKPRKRFIAFFIAGILFRAI 

KNHFLPRETLQCLPYILTGFRRG 

QSEYFS1FSNMDLADTVMFLVG 

GHKIFVFHCHTELRMSIHQAGK 

NVNKGRIKLVLIFLYGL*/QRP* 

YPAERSGYRYIEQLTEMPQNYL 

YDAIGIYQRWYIQ 


24543 
* 


54911 


A 


24681 


676 


1169 


DNLKTCHTSHGSVMAETAVIN 
HKKRKNSPRIVQSNDLTEAAYS 
LSRDQKRM L YLF VDQIRKSOGT 
LQEHDGICE1HVAKYAEIFGLTS 
AEASKDIRQALKSFAGKEVVFY 
RPE/VGCRR* KRL* IFSL V YQTC 
AQS1QRALQCTYQP1SHSLLYRV 
TEPVYAVSA 


24544 


54912 


A 


24682 


1 


783 




24545 


54913 


A 


24683 


1 


1884 




24546 


54914 


A 


24684 


1 


1131 




24547 


54915 


A 


24685 


1 


2856 




24548 


54916 


A 


24686 


528 


725 




24549 


54917 


A 


24687 


1 


898 




24550 


54918 


A 


24688 


1879 


2343 




24551 


54919 


A 


24689 


1 


1254 




24552 


54920 


A 


24690 


1 


1113 




24553 


54921 


B 


24691 


1 


1156 




24554 


54922 


B 


24692 


1 


1980 




24555 


54923 


B 


24693 


1 


1932 




24556 


54924 


A 


24694 


1 


663 




24557 


54925 


A 


24695 


1123 


1764 




24558 


54926 


A 


24696 


2 


1772 




24559 


54927 


A 


24697 


1 


1040 


MELKTKARELREECRSLRSRCN 

QLEERVSAMEDEMNEMKREG 

KFREKRJKRNEQSLQE1WDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQDIIQENFPNLARQANVQIQE 

IQRTPQRYSSGRETPRHIIVRFT 

KVEMKEKMLRAAERKCDNLK 

TCHTSHGSVMAETAVINHKKR 

KNSPRJVQSNDLTEAAYSLSRD 

QKRMLYLFVDQIRKSDGTLQE 

HDGICE1HVAKYAEIFGLTSAEA 

SKDIRQALKSFAGKEVVFYRPE 

EDAGDEKSYEQPSKD1RQALKS 

FAGKEVVFYRPE/VGCRR*KRL 

♦1FSLVYQTCAQSIQRALQCTYQ 

PISHSLLYRVTEPVYAVSA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


24560 


54928 


A 


24698 

t 


1683 


4289 


RVFKDSDKFDANDPILKDQTQE 

WSGSATFTSDGKIRLFYTDYSG 

KHYGKQSLTTAQVNVSKSDDT 

LKINGVEDHKTIFDGDGKTYQN 

VQQFIDEGNYTSGDNHTLRDPH 

YVEDKGHKYLVFEANTGTENG 

YQGEESLFNKAYYGGGTNFFR 

KESQKLQQSAKKRDAELANGA 

LGIIELNNDYTLKKVMKPLITSN 

TVTDEIERANVFKMNGKWHSK 

1LVSGTHRARTEVEVTDPIHQQ 

RMGCCFTVGAGE1CEKPTGCFF 

TPLPNCNCQWTGSAILDRRSHS 

HPHSPASGSWVKVVTGSYQLT 

HSPGIGLRDFADFGTPHQTGFSP 

AGANQRGPLVATLSGPGGEGQ 

SAVARLTGEKKNHPGAQYANR 

LSPRVGRFINAAGTTGFPTGKR 

AVSATQLMHFKILVSRAHRART 

ELEVTDPGSSAENGLLFPVVLL 

LRKARKTLMPPHSTCF1KRSAP 

TQSTAGKTRPRVLKDSDKPDA 

NDPILKDQTQEWSGSAPFTSDG 

KIRLFYTDYSGKHYGKQSLTTA 

QVNVSKSDDTLKINGVEDHKTI 

FDGDGKTYQNVQQFIDEGNYT 

SGDNHTLRDPHYVEDKGHICYL 

VFEANTGTENGYQGEESLFNKS 

VLRRRHELLPDFADFGPT1KQD 

FRLLGQTSVDRJLLQLSQGQAV 

KGNQLLPVSLVKRKTTLAPNTQ 

TASPRALADSLMQLARQVSRLE 


24561 


54929 


B 


24699 


1 


2034 




24562 


54930 


A 


24700 


1 


1038 




24563 


54931 


A 


24701 


1 


1149 




24564 


54932 


A 


24702 


2 


823 


WPLQNADGTVAEYNGYHVVF 

ALAGSPKDADDTSIYMFYQKV 

GDNS1DSWKNAGRVFKDSDKF 

DANDPILKDQTQEWSGSATFTS 

DGKIRLFYTDYSGKHYGKQSLT 

TAQCDN L KTCHTSHGS V M A ET 

AVIMHKrCRKNSPRlVQSNDLTE 

AAYSLSRDQKRMLYLFVDQIR 

KSDGTLQEHDGICEIHVAKYAE 

1FGLTSAEASKDIRQALKSFAGK 

EVVFYRPEEDAGDEK/ML* 1FSL 

VYQTCAQSIQRALQCTYQPISH 

SLLYRVTEPGYAVSA 


24565 


54933 


B 


24703 


1 


1206 




24566 


54934 


A 


24704 


2 


1037 




24567 


54935 


B 


24705 


1 


1389 





3248 



WO 01/075067 PCT/US01/O8631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

»ct|urnvc 


(Vict 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

sequence 


Nucleotide location or last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, A=possib!e nucleotide 

rfolMinn V=nn»i^ihlr niirlcntirfo inc^rrinnl 

UllCIIUII) l^JIWMIUH UUtlVVIlUC III9CIIIUI1/ 


24568 


54936 


A 


24706 


1 


602 


MGTGDFICISMTGGAPWGFRLQ 
GG KEQKQPLQ V AK W ANLKPG P 
PSHGSVMAETAVINHKKRK.NSP 
RIVQSNDLTEAAYSLSRDQKRM 
LYLFVDQIRKSDGTLQEHDGIC 
EIHVAKYAEIFGLTSAEASKDIR 
QALKSFAGK E V VF YRPE/VGC R 
R* KRL* IFSL V YQTC AQSIQRA L 
QCTYQPISHSLLYRVTEPVYAV 


24569 


54937 


A 


24707 


| 


774 




24570 


54938 


A 


24708 


1479 


1947 ^ 




24571 


54939 


A 


24709 


1 


696 




24572 


54940 


A 


24710 


1 


1773 




24573 


54941 


A 


2471 1 




1509 




24574 


54942 


A 


24712 


1 


891 




24575 


54943 


A 


24713 


156 


242 


VAGRGIGYRLSPNKGLTWSAL 
CKPIAE 


24576 


54944 


A 


24714 


1441 


1866 




24577 


54945 


A 


24715 


1 


1098 




24578 


54946 


A 


24716 


1 


1989 




24579 


54947 


B 


24717 


126 


848 




24580 


54948 


B 


24718 


58 


688 




24581 


54949 


A 


24719 




542 




24582 


54950 


A 


24720 




675 




24583 


54951 


A 


24721 




1209 


MKMPEKHDLLAAILAAKEQGI 

GAILAFAMAYLRGRYNGVLEA 

RSLKSRCQQSHALAEGSRGGPP 

VTGRFKSTFTADSWNRYSLPSL 

TGGGNILHSRTHRRTVSRLLGR 

RWQELLRDVFGTRLRRAEDVF 

PPVIGVAAHKGGVYKTSVSVH 

LAQDLALKGLRVLLVEGNDPQ 

GTASMYHGWVPDLHIHAEDTL 

LPFYLGEKDDVTYAIKPTCWPA 

LDIIPSCLALHRJETELMGKFDE 

GKLPTDPHLMLRLAIETVAHDY 

DVIVIDSAPNLGIGT1NVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRILLT/ 

KYSNSNGSQSPWMEEQMRDAW 

GSMGLKNV/VRETDEIG\KGQIR 

MRTVFETAMDKRLLTG A WEK 

AFFFLEPGFEEKSNR 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


24584 


54952 


A 


24722 

■ • ■ . . f • 


1 


743 


MIGMELPGLEGTELEGCHEREV 

VYDRVRVFEKRGEARHVEARS 

PGGGSEKRGWGGARHQRMCR 

KGADNGGAGRARRVARLRQL 

ASRA1GRRKGAVLYQTPVIMHK 

KRKNSPRIVQSNDLTEAAYSLS 

RDQKRMLYLFVDQIRKSDGTL 

QEHDGICEIHVAKYAEIFGLTL 

WREASKDIRQALKSFAGKEVV 

FYRPE/yGCRR*KRL*IFSLVY.Q 

TCAQSIQkALQGTYQPISHSLLY 

RVTEPVYAVSA 


24585 


54953 


A 


24723 


1157 


1471 




24586 


54954 


A 


24724 


1 


824 


MEENERDLEINMINMSKELKVE 

NIKKHIGMLEKDEIEIIVTKSILI 

EIEIPTQCLRNLNTLHLAASAGN 

HMSNTACWYGCEDFTSVSTFA 

HQGVGSWDAYEPAASLLLSCD 

NLKTCHTSHGSVMAETAVINH 

KKRKN SPRI VQSN DLTE A A YSL 

SRDQKRMLYLFVDQIRKSDGTL 

QEHDGICEIHVANYAEIYGLTS 

AEASKDIRQALKSFAGKEVVFY 

RP E/ VG CRR* KRL* I FS L V YQTC 

AQSIQRALQCTYQPISHSLLYRV 

TEPVYAVSA 


24587 


54955 


A 


24725 


996 


1169 


SLIDRIEALGIFRFAAV*GSAAY 
HGV*YERRRTFLCMLFGYFLSR 
RLESLLLPEVQS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40 217 


Nucleotide 
location of first 

CAftnri tnr n^ntirlr 

sequence 


Nucleotide location of last 
codon for last amino acid 
of nenfirfi Cfnurnce 


Amino acid sequence ( X-llnknown, 
*=Slop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


24588 


54956 


A 


24726 


3 


1743 


DSPEVARKI TRRWRIGEAADLV 

GVSSQAIRDAEKAGRLPHPDME 

IRGRVEQRVGYTIEQINHMRDV 

FGTRLRRAEDVFPPVIGVAAHK 

GNDPQGTASMYHGWVPDLHIH 

AEDTLLPFYLGEKDDVTYAIKP 

TCWPGLDI1PSCLALHRIETELM 

GKFDEAQPNLGIGTINVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRILLT 

KYSNSNGSQSPWMEEQIRDAW 

GSMVLKNVVRETDEVGKGQIR 

M RTV FEQ A I DQRSSTDTSLSTP 

AAPMVDSLIARVGVMARGNAI 

TLPVCGRDVKFTLEVLRGDSVE 

KTSRVWSGNERDQELLTEDAL 

DDLIPSFLLTGQQTPAFGRRVSG 

VIEIADGSRRRKAAALTESDYR 

VLVGELDDEQMAALSRLGNDY 

RPTSAYERGQRYASRLQNEFAG 

KYFLRWLMRKIFHIITRCINTAK 

LPKSVVALFSHPGELSARSGDA 

LQKAFTDKEELLKQQASNLHE 

QKKAGVIFEAEEVITLLTSVLKT 

SSASRTSLSSRHQFAPGATVLY 

KGDKMVLNLDRSRVPTECIEKI 

EAILKELEKPAP 


24589 


54957 


A 


24727 


1 


1623 




24590 


54958 


A 


24728 


1 


1863 




24591 


54959 


A 


24729 


1 


2622 




24592 


54960 


A 


24730 


1 


1338 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
\}y/T*4\3yZ 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkn»wn, 
*==Stop codon* /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


24593 


54961 


A 


24731 


1 


1823 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKCAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNJESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTS1YMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPJLKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKfNGVED 

HKTIFDGDGKTYQNVQQFIOfeG 

NYTSGDNHTLRDPHYVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRfCESQKLQQ 

SAKKRDAELANGALGI1ELNND 

YTLKKVMKPLITSNTVFIRDKL 

MERRNRRTGRTEKARIWEVTD 

RTVRTWIGEAVAAAAADGVTF 

SVPVTPHTFRHSYAMHMLYAG 

IPLKVLQSLMGHKSISSTEVYTK 

VFALDVAARHRCDNLKTCHTS 

HGSVMAETAVINHKKRKNSPRI 

VQSNDLTEAAYSLSRDQKRML 

YLFVDQIRKSDGTLQEHDGICEI 

HVAKYAEIFGLTSAEASKDIRQ 

ALKSFAGKEVVFYRPE/VGCRR 

* KRL* I FSL V YQTC AQSIQRALQ 

CTYQPISHSLLYRVTEPVYAVS 


24594 


54962 


A 


24732 


1476 


2221 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
inUSSN 


Nucleotide 
location of first 
couvii iur pcpiiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

Ul pcpilUC aCtfUCPCC 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

H»Ufinn \=nrtccihl^ nitrlfntiflf' incj»rttnn\ 
uciciiuiiy \~|M#aAiuic imiicuiiuv iu>ci iiuii/ 


24595 


54963 


A 


24733 


1 


815 


MRVGRKA VG A I WWSSKQELFQ 

QLFLRTELEDIGPGIVKRELGRE 

GSKDTGSSDDWEQLPDWKTKR 

VGNERDQELLIEDALDDL1PSFL 

LTGQQTPAFGRRVSGVIEIADG 

SRRRKA AALTESDY R VLVG EL 

DDEQMAALSRLGNDYRPTSAY 

ERGQRYASRLQNEFAGNISALA 

DAENISRKIITRCINTAKLPKSV 

V ALFSHPGELS A RSG DALQKAF 

TDKEELLKQQASNLHEQKKAG 

VIFEAEEVITLLTSVLKTVQSKN 

LSHFTWICHAETAVINHKKRKN 

SPRJVQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVAKYAEIFGLTSAEASK 

D1RQALKSFAGKEVVFYRPEED 

AGDEKGYESFPWFIKHWVTISP 

QTSAYERGQRYASRCKNEFAG 

N1SALADAENISRKIITRCINTAK 

LPKSVVALFSHPGELSARSGDA 

LQKAFTDKEELLKQQASN LHE 

QKKAGVIFEAEEV1TLLTSVLKT 

SSASRTSLSSRHQFAPGATVLY 

KGDKMVLNLDRSRVPTECKRK 

LRPF*SGQRTDTAYVFDPGRDY 
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SEO ID 

NO: 


SKQ ID NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
UVo4U,2!7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino aeid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


24596 


54964 


A 


24734 


2 


1249 


DFA DFGTTIKQDFRLLGQTSVD 

RLLQLSQGQAVKGNQLLPVSL 

VKRKTTLAPNTQTASPRALADS 

LMQLARQVSRLESGQLAISGRJ 

LFLPMLNSINKLAAPSQPCTEPF 

FRRJ3PTLHPKSEVRLPPKVTTIT 

V I SN PI LITPQEKS V AQCT YNQT 

VQLDITAFLKTVKKNKHKFYPA 

FIHILARLMNAHPEFRMAMKD 

GELVIWDSVHPCYTVFHEQTET 

FSSL WSE YH DDFRQFLHIYSQD 

VACYGENLAYFPKGFIENMFFV 

SANPWVSFTSFDLNVANMDNF 

FA P V FTMGKYYTQG DK VLMPL 

AIQIRKSDGTLQEHDGICEIHVA 

KYAE1FGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVH1N 

PYLIPFFIGLQNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS 

G I VSLPI DWI I ER YQLPQS YQRM 

PDFRRRFLQVCVNEINSRTPMR 

LSYIEKKXGRQTTHIJRJSDGTL 

QEHDGICEIHVAKYAEIFGLTSA 

EASKDIRQALKSFAGKEVVFYR 

PEEDAGDERGYESFPWFIKRAH 

SPSRGLYSVHINPYLIPFFIGLQN 

RFTQFRLSETKEITNPYAMRLY 

ESLCQYHLCGTLRNSRFCEIHV 

AKYAEIFGLTSAEASKDIRQAL 

KSFAGKEVVFYRPE/VGCRR* K 

RL*IFSLVYQTCAQSIQRALQCT 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=posstble nucleotide 
deletion, \= possible nucleotide insertion) 


24597 


54965 


A 


24735 


1 


2286 


MLTLILLDLQFMAQLAGYQMS 

FN STKSKQTKNNFA VG YRTG D 

FQLHTNVNDGAEFGGSVYQKV 

CEELDALIMLAWTSSTSCTRFG 

LAAKFQLKPIAFISTKVNHWLT 

GVSYTPPLEAGVKLMLSALCDN 

LKTCHTSHGSVMAETAVFNHK 

KRKNSPRIVQSNDLTEAAYSLS 

RDQKRMLYLFVDQIRKSDGTL 

QEHDGICEIHVAKYAEIFGLTSA 

EASKDIRQALKSFAGKEVVFYR 

PEEDAGDEKGYESFPWFIKRAH 

SPSRGLYSVHINPYLIPFFIGLQN 

RFTQFRLSETKEITNPYAMRLY 

EIPVVS1RKPGMGSGIVSLKIDW 

IIERYQLPQSYQRMPDFRRRFLQ 

CINAGHEMTKAIAIAQFNDDSP 

EARXITRRWRIGEAADLLGVSS 

Q A I RD AEKAG PLPHPDMENRG 

RVEQRGGYTIEPNNHMRDGVG 

TRWRRAEDVRPPLIGWAGHKG 

GRWKTSVSVHLAQDLALKGLR 

VLLVEGNDPQGTASMYHGWV 

PDLH1HAEDTLLPFYLGEKDDV 

TYAIKPTCWPGLDIIPSCLALHR 

IETELMGKFDEGKLPTDPHLML 

RLAIETVAHDYDVIVIDSAPNL 

GIGTTNVVCAADVLIVPTPAELF 

DYTSALQFFDMLPDLVKNRDL 

KGVEPDVFfRDKLMERRNRRT 

GRTEKARIWEVTDRTVRTWIGE 

AVAAAAADGVTFSVPVTPHTF 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


24598 


54966 


A 


24736 


1 


1400 


MDAKMHSGGTAPPGTLSQRQP 

SSNSKTNGSKLNPLKDTLLSTPS 

CPEGELVNAARRSNGSGNAITL 

PVWGRDVKFTLEVLRGDSVEK 

TSRVWSGNERDQELLTEDALD 

DLIPSFLLTGQQTPAFGRRVSGV 

IEIADGSRRRKAAALTESDYRV 

LVGELDDEQMAALSRLGNDYR 

PTSAYERGQRYASRLQNEFAG 

NISALADAENISRKIITRCINTAK 

LPKSVVALFSHPGELSARSGDAr 

LQKAFTDKEELLKQQASNLHE 

QKXAGCDNLKTCHTSHGSVMA 

ETAVINHKKRKNSPRIVQSNDL 

TEAAYSLSRDQKRMLYLFVDQI 

RKSDGTLQEHDGICEIHVAKYA 

EIFGLTSAEASKDIRQALKSFAG 

KEVVFYRPEEDAGDEKSYEQPS 

KDIRQALKSFAGKEVVFYRPE/ 

VGCRR*KJIL*1FSLVYQTCAQSI 

QRALQCTYQPISHSLLYRVTEP 


24599 


54967 


A 


24737 


1 


1628 


MLHITNDQGNASQNHNAMPPY 

SCKNGHNLKTVDGGMDAVNG 

EHFYTAGLSQGPLKGSFLLFFNl 

LILVCPPIFRVSGNEVFIRDKLM 

ERRNRRTGRTE1CA R[ WEVTDRT 

VRTW1GEAVAPLLLTCDNLKTC 

HTSHGSVMAETAVINHKKRKF 

SPRIVQSNDLTEAAYSLSRDQK 

RM L Y LF VDQ1 RKSDGTLQEHD 

GICEIHVAKYAEIFGLTSAEASK 

DIRQALKSFAGKEVVFYRPEED 

AGDEKGYESFPWFIKRAHSPSR 

GLYSVHINPYL1PFFIGLQNRFT 

QFRLSETKEITNPYAMRLYESL 

CQYRKPDGSGIVSLKIDWIIERY 

QLPQSYQRMPDFRRRFLQVCV 

NEINSRTPMRLSYIEKKKGRQT 

THICDNLKTCHTSHGSVMAETA 

VINHKKRKNSPRIVQSNDLTEA 

AYSLSRDQKRMLYLFVDQIRKS 

DGTLQEHDGICEIHVAKYAEIF 

GLTSAEASKDIRQALKSFAGKE 

VVFYRPE/VGCRR*KRL*IFSLV 

YQTCAQSIQRALQCTYQPISHSL 

L YRVTE P V YT1 SAY 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

rrwtnn for n^ntidf* 

sequence - • 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


24600 


54968 


A 


24738 


1295 


1675 


SVTSCLKVTSVCLTSGRRFLQIR 

ISOGTLQEHDG1CEIHVAKYAEI 

FGLTSAEASKDIRQALKSFAGK 

EVVFYRPEEDAGDEKGYESFP 

WFIKRAHSPSRGLYSVH1NPYLI 

PFFIGLQNRFTQFRLSETKEITNP 

YAMRLYESLCQYRKPDGSGIVS 

LKIAWVIERYQLPQSYQRMPDF 

RRRFLQVSDFLMAPYRN1DGIC 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIKRAHSPSRGL 

YSVHINPYLIPFFIGLQNRFTQFR 

LSETKEITNPYAMRLYESLCQY 

RKPDGSGIVSLKIDW1IERYQLP 

QSYQRM PDFRRRFLQVC VM E1N 

SRTPM RLS Y I EKKKGRQTTH I E 

HDGICEIHVAKYAEIFGLTSAEA 

SKD1RQALKSFAGKEVVFYRPE 

EDAGDERGYESFPWF1KRAHSP 

SRGLYSVHINPYLIPFF1GLQNRF 

TQFRLSETKEITNPYAMRLYQS 

LCQYRKPDGSGIVSLKIDWIIER 

YQLPQSYQRMPDFRRRFLQ1RK 

SDGTLQEHDGICEIH V A KYAEIF 

GLTSAEASKDIRQALKSFAGKE 

VVFYRPEEDAGDEEGYESFPWF 

IKRAHSPSRGLYSVHFNPYLIPFF 

IGLQNRFTQFRLSETKEITNPYA 

MRLYESLCQYRKPDGSCIVSLK 

IDWIIERYQLPPRYQRMPDFRRR 

FLRVWVQEFNSRTPMPPLLPWE 


24601 


54969 


A 


24739 


1 


1986 





3257 



WO 01/075067 
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SEQ ID 


SEQ II) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( \=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


24602 


54970 


A 


24740 


1 


398 


MVDSLIARVGVMARGNAITLP 

VCGRDVKFTLQVLRGDSVEKT 

SRVPPGNERJDQEMLTEDALDD 

L 1 PS F L LTG QQTP A FG RR VSG V 1 

HTADGSRRRKAAALTEKFCIVD 

NPPGEIRKRACLFIPTHALNLNR 

FEDICYAHQLPDGGLLSARVGV 

MARGNPILSPVCGRNVKFTLKV 

LRGDSVENPSRVWSGNERAQE 

LLTEHALDDLTLSFLLTGQQTP 










- 




AFGRRVSGVIEIADGSRRRKA'A 
ALTESDYRVLVGELDDEQMAA 
LSRLGNDYRPTSPYERGQRYAS 
RLQNEFAGNISALADAENISRKI 
ITRCINTAKLPKSVVALFSHPGE 
LSARSGNERDQELLTEDALDDL 
IPSFLLTGQQTPAFGRRVSGVIH 
TADGSRRRKAA/DTYRKILYR** 
PPGGD*KKSVPFYSNTCAQSQP 


24603 


54971 


A 


24741 


1450 


3699 


RN PLQI PKQQQN EK YQ VPQFDQ 

STIKNIESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSIYMFYQKVGDNSIDS 

WKNAGRVFKDSDKFDANDPIL 

KDQTQEWSGSATFTSDGKIRLF 

YTDYSGKHYGKQSLTTAQIFQ 

MITVFITSLCNTTSSHICLHISWV 

TTMHGAMPHPGHIPTAPASLPA 

KVKGSGKVCWLAFPLSELTPPS 

ALQVNVSKSDDTLKINGVEDH 

KTIFDGDGKTYQNVQHFIDEGN 

YTCGDNHTLRDPHYVEDKGHK 

YLVFEANTGTENGYQGEESLFN 

KAYYGGGTNFFRKESQKLQQS 

AKKRDAELANGALGIIELNNDY 

TLKKVMKPLITSNTVTDEIERA 

NVFKMMGKWYLFTDSRGSKM 

TIDVPQAKSTNVVITSYMTNRG 

FFEPEGSKGSITAAVMAKGLSV 

ASGNSTPERRRATANENVQPRA 

IRDAEKAGRLPHPDMEIRGRVE 

QRVGYTIEQINHMRDVFGTRLR 

RAEDVFPPVIGVAAHKGGVYK 

TSVSVHLAQDLALKGLRVLLV 

EGNDPQGTASMYHGWVPDLHI 

H A EDTLLPFYLG EKDDVT Y AI K 

PTCWPGLDIIPSCLALHRJETEL 

MRKFDEGNLPTDPHLMLRLAIE 

TVAHDYDVIVIDSAPNLGIGTrN 

VVCAADVLIVPTPAEQLDIS\SS 

RQFFDMLRDLLKNVDLKGFEPD 



3258 



WO 01/075067 PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24604 


54972 


A 


24742 


1 


3899 


MVDSLIAPVGVMARGNAITLPV 

RATNYKFTLEELRGDSVEKTSR 

VWSEKKDRGGQEAEVSGEGSS 

QTKSLQKRQHSNGSDFTARGF 

HTGQALVRSKGTYWNPTGLGL 

SHGTEDPNLIGEELDAGEWDK 

NTRKELAVLNVRRDFADFGTTI 

KQDFRLLGQTSVDRLLQLSQG 

QAVKGNQLLPVSLVKRKTTLA 

PNTQTASPRALADSLMQLARQ 

VSRLESGQFWVFEGGLRVLVR 

ERVTTPKGT\ASMYQGW\VPD 


24605 


54973 


A 


24743 


268 


2617 


RMFRMKLMETLASQCINAGHE 

MTKAIA1AQFNDDSPEARKITR 

R WRIG E A ADL VG VSSQ A 1 RD AE 

KAGRLPHPDME1SGRWKHGVG 

YTIEQIYL\TRDVFGTRLPRAED\ 

VFPPVIGVAAHKGGVYKTSVSV 

HLAQDLALKGLRVLLVEGNDP 

QGTASMYHGWVPDLHIHAEDT 

LLPFYLGEKDDVTYAIKPTCWP 

G\LDIIPSCLALHRIETELMGKFD 

EGKLPTDPHLMLRLAIETVAHD 

YDVIVIDSAPNLGIGTINVVCAA 

DVLIVPTPAELFDYTSALQFFD 

MLRDLLKTVDLKGFEPDVRILL 

TKYSNSNGSQSPWMEEQIRDA 

WGSMVLKNVVRETDEVGKGQI 

RMRTVFEQAIDQRSSTDTSLSTP 

AAPMVDSLIARVGVMARGNAI 

TLPVCGRDVKFTLEVLRGDSVE 

KTSRVWSGNERDQELLTEDAL 

DDLIPSFLLTGQQTPAFGRJIVSG 

VIE1ADGSRRRKAAALTESDYR 

VLVGELDDEQMAALSRLGNDY 

RPTSAYERGQRYASRLQNEFAG 

NISALADAENISRKIITRCINTAK 

LPKSVVALFSHPGELSARSGDA 

LQKAFTDKEELLKQQASNLHE 

QKKAGVIFEAEEV1TLLTSVLKT 

SSASRTSLSSRHQFAPGATVLY 

KGDKMALNLDRSRVPAYIIRSY 

IRCGRKGFASAGVGGCRGWLN 

YAASEQIVLRVHHMRCEIPHRC 



3259 



WO 01/075067 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ »> NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-l)nknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 






codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


24606 


54974 


A 


24744 


1 


2624 


MTPQKRGYLCKAGARNLDVLL 

EGCE1FLLIPMGMRSESGVSDA 

DTVSAPRKKHSLEQGIFRAQVE 

ASKPSSVPACIVVGNVSGYQFP 

PGTSYGPDSESELGYREKFMSF 

VGTMNEAGNPPFSANYSKAKK 

PKPRMFSLIERMSPSPRVGSQSV 

QSSCFRDI PFEQDQMFPHPSLVL 

RSKEQQPLLTQSIGVNSARKAM 

AKRRRHRRRRRVSGVLPIA\VG 














VPS*SVHLPKVLSCSGASWI*QS 

CISRLGRLSPTRLMNVAXGNDP 

QGTASM YHG WVQI LH IH AEDT 

LL/PF Y/LG EKDD VT Y A I K PTC W 

PGLDIIPSCLALHRIETELMGKF 

DEGKLPTDPHLMLRLAIETVAH 

DYDVIVIDSAPNLGIGTINVVCA 

ADVLIVPTPAELFDYTSALQFFD 

MLRDLLKNVDLKGFEPDVRJLL 

TKYSNSNGSQSPWMEEQIRDA 

WASMV*K\NNVRNANEVGKDT 

LKG F YSLKERPLGN HFLG PNNR 

PFGKIMKHKTPAFGRRVSGVIEI 

ADGSRRRKAAALTESDYRVLV 

GELDDEQM A ALSRLGN D Y RPT 

SA YERGQRY ASRLQNEFAGN 1 S 

ALADAENISRKHTRCINTAKLP 

KSVVALFSHPGELSARSGDALQ 

KAFTDKEELLKQQASNLHEQK 

KAGGFCRFRNHHQTGFSPAGA 

NQRGPLA ATLSG PGGEGQSA V 

ARLTGEKKNHPGAQYANRLSP 


24607 


54975 


A 


24745 


1 


385 


MWQAISRLLSEQLGEGEIELRN 
ELPGGE VHAA WH LR Y AG HDFF 
VKCDERELLPGFTAEADQLELL 
SRSKTVTVPK\AFILGQQIARLH 
Q WSDHAVLK 1 VTTG VL*G A YV 
GAPSIWKCPERITLPGYHQ 


24608 


54976 


A 


24746 


1 


1209 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \- possible nucleotide insertion) 


24609 


54977 


A 


24747 


1 


857 


MHACRSELLGEGEIELRMELPG 
r.cvuAAU/m PVAr.unrn/^Q 

DERELLPGFTAEADQLELLSRS 

KTVNRALKVWAWGADRELTV 

FLV\MDYLPPRPLDAHSAFILGQ 

Q1ARLHQWSDQPQFGLDFDNA 

LSTTPQPNTWQRRWSTFFAEQR 

IGWQLELAAEKGIAFGNIDAIVE 

HIQQRLASHQPQPSLLHGDLWS 

GNC ALG PDG PY I FDP AC Y WGD 

RECDLAMLPLHTEQPPQIYDGY 

QSVSPLPADFLERQPVYQLYTL 

LN RARJLFGGQH L V I AQQSLDRL 


24610 


54978 


A 


24748 


1 


2094 




24611 


54979 


A 


24749 


1 


1209 


MVREDLYTYYSCNTSREQQQL 

ENPMESPLCSKEINQGGVFMLA 

GKASDTLLAGGTMNNLGGEDS 

DTIVENGSIYRLGTDGLQLYSS 

GKTQNLSVNVGGRAEVHAGTL 

ENAVIQGGTV1LLSPTSADENFV 

VEEDRAPVELTGSVALLDGAS 

MIIGYGAELQQST1TVQQGAPP 

V KLRF A L YGRPG FTKCG WMLG 

Y KPAHDKTLLRITRG H DFAC YQ 
RTTQLARQRGLKVCSHLIVGLP 
G EG Q AECLQTLER V V ETG V DG I 
KLHPLHIVKGSIMAKAWEAGR 
LNGIELEDYTLTAGEMIRHTPPE 
V1YHRISASARRPTLLAPLWCE 
NRWTGMVELDRYLNEHGVQG 
SALGRPWLPPTENSLMKQIRLL 
AQ Y Y VDLMM KLGL VRFSMLL 
A\WPSSFLPLWYKWR 


24612 


54980 


A 


24750 


200 


310 




24613 


54981 


A 


24751 


1 


4398 


MCIPVPPIATGDRHFIAVAHIHQ 

NSRRSPVDSDESSTRSAVAAHP 

ATRDFNVRALYTVTSSVSPTKP 

PLPATFRQGRYRPAEPCVGSIG 

VIPQSSCVLANGSTGAQSAFGDI 

IRAGPPSAGLVPVAQATVIETFL 

RYQTINERDFWAARNRLLKQP 

YGSRJLRFTEAYAIAERAAQSV 

LRISLADAFNVDGPRPAEDSIFR 

LLRMPGSAVQRPDRRHNRRCQ 

YRPAMAFPAGSKANKQRQYMG 

GRQFYRKRICWL 



3261 



wo 
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SKQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEOIDNO: 
in LJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnkno\vn, 
*=Stop codon, /=possibte nucleotide 
deletion, \= possible nucleotide insertion) 


24614 


54982 


A 


24752 


939 


2169 


RPASPPARDGARWSTGLHSSYS 

AMRCRNASTCAEDSQLS/DPLA 

R/PSVASGPYRVTSWKLGQNIV 

YCRVKDYWPATLTVNRGRWN 

FDTIRSDYYLDDNVAFEAFKAG 

AFDLRMENDAK\NWATRYT/G 

DRRVREA1TLAFDFEWMNKAL 

FYNAWSRTNSYFQNTEYAARN 

SPPPPEL\VLLPPIKKVLPSEVFP\ 

QJYQPPVSKGDGYDRDNLLKA 

DKLLNEAGWVLKGQQRVNAT 

TGQPLSFELLLPASSNSQWVLPF 

QHSLQRLGINMD1RKVDNSQIT 

NRMRSRDYDMMPRVWRAMP 

WPSSDLQ1SWSSEY1NSTYNAP 

GVQSPVIDSL1NQIIAAQGNKEK 

FLPLGRALDRVLTWNYYMLPM 

WYMAEDRLAWWDKFSQPAVR 

PI Y S LG I DT W W Y DVNKTA KLPS 

ASKQGE 


24615 


54983 


A 


24753 


3 


450 




24616 


54984 


A 


24754 


2 


203 


PLPDAARYLRRQCQKPARVHD1 

FAAMHTAHRSRPDRPSLPDDAF 

SSLRL* FFQPEH YPRQYQHRH L 

CS*ERYQHQALSRTRFRSG*PTP 

SVPETSTGSRYFCGNAHSAPKP 

PRPPI TTG RR V FFTTPL I L PTR A L 

PASISTPASL 


24617 


54985 


A 


24755 


1016 


1219 




24618 


54986 


A 


24756 


1695 


2021 


PDTFSMLPATRFLPPLQFPDLQH 

PEAAQYAHWLPASGCFLFLPPP 

GSGTVFLLPYPSPRLCRSTSETP 

LPAITR*HFPVTDRVQK*ITRRR 

KPRHKPFYPDDLQRDAR 


24619 


54987 


A 


24757 


1671 


1911 




24620 


54988 


A 


24758 


513 


1104 


CWRNCARCERNLVFRCQYGIY 

WCDNAANRSCRTKRDQPRLVE 

W*KSACSHHR*LH\PCGHCRQF 

MNELNSGLDLRIHLPGREAHAL 

RDYLPDAFGPKDLEIKTLLMDE 

QDHG Y A LTG DA LSQ A A I A A AN 

RSHMPYSKSPSGVALECKDGRJ\ 

LVAATLKTPH/INPTQICGQPWS 

MHRRALTSKFGAHGDRRTSAG 

FRRN 


24621 


54989 


A 


24759 


131 


759 




24622 


54990 


A 


24760 


662 


889 


LPIKCRAARGVPARCLRWTRW 
ALRRJLPPLRNRSRAASRWRAS 
PGARK*WMPSLQAVWAAPMR 
VTRLPAWLRWKC 



3262 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-llnknown, 
*=Slop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


24623 


54991 


A 


24761 


I 


1518 


MQRRDGDIALIYRSKIGPRTSIT 

FTARRANPVQRIAARILLRDHLI 

CRMSCTAARHANTFDLIQGSG 

ADNFAAIYGGANDRITRADAA 

VAGAGNWHRFG1SNGKLSPRSI 

TRTSSP A RA M TKM P Y"N PQ A SG 

GSNLAVSNPELDKL1AARVAAL 

RAANPDASASVPVELVTASASY 

PRSLMRCNRILSPGSARGQMIIT 

ALFIYAGNP1ACVAALEVLKVF 

EQEN LLQKANDLGQK L KDGLL 

AISF WRAK WLKIFV VCG AEI FV 

EYVLKNKV1WLLCFANIFLYVV 

RJG1DQWSTVYAFQELKLSKAV 

AIQGFTLFEAGALVGTLLWGW 

LSDLANGRRGLVACIALALHAT 

LVIPFHMVFHPNEQYAYCVNEL 

NSS VD V WELKDPHGN I ECVQT 

LDMMPENFSDTRWAADIHITPD 

GR\HLYACDRTASL1TVFSVSED 

GSVLSKEGFQPTETQPRGFNVD 

HSGKYLIAAGQKSHHISVYE1V 

GEQGLLHEKGRYAVGQGP\MW 


24624 


54992 


A 


24762 


3 


486 


ACRRALKDVAGVEADEVLEVV 

MVGGSTRVPLVRERVGEFFGRP 

PLTSIDPDKVVAIGAAIQADILV 

GNKPDSEMLLLDVIPLSLGLET 

MGGLVEKVIPRNTT1PVARAQD 

FTTFKDGQTAMSAGGAHIRVTF 

QVDADGLLSVTAMEKSTGVEA 

SIQVKPSYG 


24625 


54993 


B 


24763 


1 


2469 




24626 


54994 


A 


24764 


1255 


1761 


ESFQVRTHGTGEPVNKTRTSQA 

VSHHNQSCQVDQCVPCAVIAG 

NVFPRHNVQGQH*RNCQQTNR 

SSINDFTKLSNTRPISVHSLGIKQ 

SRPDRHAKASPVVTAVKACEQ 

VIAAVTnIQIADDHQPDRTKQRN 

A1VVADDLPDLFPVHFFGVDHQ 

QHNHRDKKQPGEDLLCC 


24627 


54995 


A 


24765 


1 


3141 




24628 


54996 


B 


24766 


1 


3969 





3263 



wo 
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SEQ ID . 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


24629 


54997 


A 


24767 ' 


643 


2082 


GAHAMDKHFSTTPAEKNLPVL 

LALIGIWYNNFFDKNDALVMV 

DDFPRRSGLSWKIVVVPHEYW 

VGGSTRVPLVRERVGEFFGRPP 

LTSIDPDKVVAIGAAIQADILVG 

NKPDSEMLLLDVI PLS LG LETM 

GGLVEKVIPRNTTIPVARAQDF 

TTFKDGQTAMSIHVMQGEREL 

VQDCRSLARFA\CVVFRRYRL/A 

GAHIRVTFQVDADGLLSVTAM 

EKSTGVEASIQVKPSYGLTDSEI 

ASM 1 KDSMSYAEQDV KA RML A 

EQKPGQQEAKLALKTFHWQQA 

IADKRVIGAG1TGVTAGTDHRA 

DVTEVASDFRVQTTNADSALF 

H VRS AQQH I HQLLHFTTHLLCQ 

LAGLDHVVFQQIATNPADQVQ 

AVGFTRTGKDLCHFHGGFTHA 

EELHKAGVEAGKVTGQAKVEQ 

MRVQAFYLQQNGADHLRTFW 

HLNTHRVFHRRGVGGAVGKA 

ADPAHTVREEGHFVITHTGFRQ 

FFHAAMDVEQ 


24630 


54998 


A 


24768 


1 


502 





3264 
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SEQID 
NO: 


SKQ II) NO. 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


24631 


54999 


A 


24769 


1 


2345 


MFMIGALVLALVMTLITFMVL 

RR1VIRPLQHAAQRIEKIASGDL 

TMNDEPAGRNE1GRLSRHLQQ 

MQHSLGMTVGTVRQGAEEIYR 

GTSEISAGNADLSSRTEEQAAAI 

EQTAASMEQLTATVKQNADNA 

HHASKLAQEASIKASEGGQTVN 

GVVKTMGAMSTSSKJCISE1TGR 

HQQG 1 RTPVTAVKG RCPG PLDE 

GDTDTAYYALRDIFALTPNRKR 

LAIPVSTDNPGKPCKDPSLSKD 

VSNRVPQRVPCYDSPRSSSVNG 

NRLPGKDFHDDERSMGRSGSY 

VLALAYPPKIALSDADSVTVNV 

AGWQGEISREQFNELIAPLVKR 

TLLACRRALKDVAGVEADEVLE 

V V M VGG STRVPL VRE R VG EFF 

GRPPLTSIDPDKVVA1GAAIQAD 

ILVGNKPDSEMLLLDVIPLSLGL 

ETMGGLVEKV1PRNTTIPVARA 

QDFTTFKDGQTAMSIHVMQGE 

RELVQDCRSLARFACVVFRRYR 

LAGPVDLFLRPWEVDISRRTSL 

DSPLPVQVLEASPKGHYTQLVV 

QPLGWYNEPLTVVMHGDDAP 

QRG ERLF VGLQH ARL YNGDER 

ASRDPGFLMARFVTCRPDKTRK 

LRIRQHHVWIEIVSTLEQTIGNT 

PLVKLQRMGPDNGSEVWLKLE 

GNNPAGSVKDRAALSMIVEAE 

KRGEIKPGDVLIEATSGNTGIAL 

AMIAALKSYRMKLLMPDNMSQ 


24632 


55000 


A 


24770 


313 


676 


DCQPRSSAFTKPDATTAGHYLA 

GSGGRMTQLAIGKPASLGAHLE 

REGGENFTFFSLNADGEKL/CVF 

DANGQ/EHRYDLPGHSGDIWH/ 

G/YLPDARPALRMVSRH/GP/WQ 

PAGGMLTPAVVMILPRK 


24633 


55001 


A 


24771 


1760 


2053 


FRVHGKNAFSH*IKPAAMLLPS 
SPVTRSVKPTQCGSAPSKRPNL 
TLLPS ITL M PPLPVTDLK LGCI A 
PCSSDCFSFITFSISCATRLSVNW 
LPAAGQ 


24634 


55002 


A 


24772 


296 


732 




24635 


55003 


A 


24773 


606 


695 




24636 


55004 


A 


24774 


1520 


1737 


PVHGLCGTRRDAGSVPAIYPFHS 
L M L/RF WLR/TCT VPG WPLDDS 
SLAGEAFSAFTTDAAVWSLISA 
TAMLAVQAG 


24637 


55005 


A 


24775 


1 


1049 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

AQ/CJft "Jin 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24638 


55006 


A 


24776 


248 


933 


RTTMRAVSRPKYCSRERWL/HY 

DFTVARFDENASCGTFAATSAV 

VLIFSHCLRLLCRVVVLVTRVN 

FQFTEHSTTQRAFWQHAFNRDF 

NHTLRTASNHLFKGRLFDTTDV 

AGVVIVHFVSTLVAGYSNFVSV 

QNDDVITGIYVRSVFRFVLTAQ 

ATSQFSSQTAQSFTGRVNNIPV 

AFYGFWFSCAKYYRHGARWCS 

NGRKIDQRHTHCFFCPCIRTDFA 

VEIGKEEFIT .< 1 


24639 


55007 


A 


24777 


219 


3441 


DCQPRSSAFTKPDATTAGHYLA 

GHSGD1WHGYLPDARPGLRYG 

YRVHGPWQPAEGHRFNPAKXLL 

I DPC A RQ 1 DG EFKDNPLLH A G H 

NEPDYRDNAA1APKCWVVDH 

YDWEDDAPPRTPWGSTIIYEAH 

VKGLTYLHPEIPVEIRGTYKAL 

GHPVM1NYLKQLGITALELLPV 

AQFASEPRLQRMGLSNYWGYN 

PVAMFALHPAYACSPETALDEF 

RDAIKALHKAGIEVILDIVLNHS 

AELDLDGPLFSLRGl 


24640 


55008 


A 


24778 


454 


586 




24641 


55009 


B 


24779 


130 


1557 




24642 


55010 


B 


24780 


92 


2808 




24643 


55011 


A 


24781 


2 


1051 


WRLRPITPLWRWQKIFFPDA/R 

YGIRFRNLETGNWYPELLDNVE 

PSFVWANDSWIFYYVRKHPIFI 

DLTTEELAASSYHESWVLEDRJI 

KDGSYN1DQGVGVRAISGEKTG 

FAYADQISLLALEQSAQAART1 

VRDSGDGKVQTLGAVEHSPLY 

TSGRSGWQSMSREEKLDILRRV 

DKVAREADKRVQEVTASLSGV 

YELILVAATDGTLAADVRPLGK 

VLLVGQSPNAELSARAKQIAM 

G VDG ANE V YN EI RQGQPIGLGE 

ASNDTWITTKVRSQLLTSDLVK 

SSNVKVTTENGEVFLMGLVTE 

REAKAAAD1ASRVSGVKRVNR 

TLFLGYAVMFSELILAPVTPSNS 


24644 


55012 


B 


24782 


1 


2079 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/340,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


24645 


55013 


A 


24783 


1 


3214 


MGAEKQLIPDGCGVSY1PSSGP 

LDKWRALLFIQPDYRADPVYR 

QIITITDLRILYDYTENFVLPLSH 

DEVVHGKKSILDRMPGDAWQK 

FANLRAYYGWMWAFPGKKLL 

FMGNEFAQGREWNHDASLDW 

HLLEGGDNWHHGVQRLVRDL 

NLTYRHHKAMHELDFDPYGFE 

WLVVDDKERSVLIFVRRDKEG 

NEI 1 VASNFTPVPRH DYRFG INQ 

PGKWREILNTDSMHYHGSNAG 

NGGTVHSDE1ASHGRQHSLSL 


24646 


55014 


A 


24784 


1 


1079 


MKQIKELQRLLGKKTWKMMSS 

KKPLNMDGPKVDSARAL1GRG 

WGTHKFYRCDCIKPTIKTNTSS 

RGNEKNPDGSHNNIHNSWFRL 

LTSQNMCKVPESPA1LVDVGQS 

AETVQSVLTVKVEHP1LRIAVA 

GYACQRQSCLLAMRHPQYAIN 

SSKV V KPCSTARQPFQKA Y A YP 

PVVRAFPAINVGJSGNKLTNDR 

RYGRTSNKAWGSGDGHTLSEC 

GWAPLAAGDNVGKVSYQTLG 

YYQR1LGYIFYPIAW/VMGVPSS 

EALQVGSIMA/TICLVSNEFVAM 

MDLQK/IASTLSPRAEGIISVFL/ 

VSFANFSSIG1IAAAAECRDWFG 

ILAAQTLAVRAALRVVQAERD 

C V LSMEQHQC A RG RQR 


24647 


55015 


A 


24785 


121 


258 


LTEPRHYCRSIQFFGLTNMGQN 
CYQLS* E* FIGTLNH I RR1 PQPLS 


24648 


55016 


A 


24786 


1 


470 


WG SG DG HTLSECG W APL A AG 

DNVGKVSYQTLGYYQRJLGYIF 

YPIAW/VMGVPSSEALQVGS1M 

A/TKLVSNEFVAMMDLQK/1AS 

TLSPRAEGIISVFL/VSFANFSSIG 

IIAAAAECRDWFGILAAQTLAV 

RAALRVVQAERDCVLSMEQHQ 

CARGRQR 


24649 


55017 


A 


24787 


1324 


1539 


GWCGCEVPFK1TDGLACLLQSP 
QGHQTFCFT*HNLGLQPFWIPM 
CLCSVNVFKTRLILTQVEEGCR 
AVSMTQ 


24650 


55018 


A 


24788 


71 


403 


RTTF1FDLSSGWPFILWQVLSPN 
♦RCLQVGLFAQ1PTGRMGCLHR 
FLTCRMGVCTDSSPAGWAVTLI 
RMSPIFPASSKSTLSAALLNTSC 
LHSRDLEPPGAFRSGGPVLL 



3267 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 1!) NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possiblc nucleotide 
deletion, \ = possible nucleotide insertion) 


24651 


55019 


A 


24789 


309 


1653 


SVLM DESDI YRNN RERFFCVFL 

LVGVPARGACLGGGGGCGLCV 

RYLRSAGWGCGRRJFPCVGDN 

WSAILAHIGKPEELDTSARNAG 

ALTRRREI RDAATLLRLG L A YG 

PGGMSLREVTAWAQLHDVATL 

SDVALLKRLPKCRHWFGILAG 

QTLAHIRVLPVIIRAIGFLLSKV 

NGMGKLESFNAVSSLILGQSEN 

FIAYKD1LGKISRNRMYTMAAT 

AMSTVSMSIVGAYMTMLEPKY 

VVAALVLNMFSTFIVLSLINPYR 

VDASEENIQMSNLFEGQSFFEM 

LGEYILAGFKVA11VAAMLIGFI 

AL1AALNALFATVTGWFGYSIS 

FQGILGYIFYPIAWVMGVPSSE 

ALQVGSIMATKLVSNEFVAMM 

DLQK 1 ASTLSPCAEG 1 1 S VLLDSF 

ANFSS IG 1 1 ARA VKG LNEEQGNE 

GSRFGLKLVYRSTLVSWLSASI 

AALVLSDHT 


24652 


55020 


A 


24790 


754 


957 




24653 


55021 


B 


24791 


75 


3707 




24654 


55022 


B 


24792 


75 


264 




24655 


55023 


B 


24793 


344 


461 




24656 


55024 


A 


24794 


1 


2203 




24657 


55025 


A 


24795 


20 


198 




24658 


55026 


A 


24796 


1239 


1409 


RGPPTPFFHVWEWQQRPLSVW 
EADHV*RRDEGACPRMVARAR 
NCRPKLLELRAESQ 


24659 


55027 


A 


24797 


1325 


1564 




24660 


55028 


A 


24798 


323 


694 


TG YARQKP VPALG WWTN V SAS 

TAPPIILPSITGSRLAVIKWLTVS 

AGKLSALLCASCQKGGGAKWR 

MAMANGITNKLAIQCSPPHSTI 

EKFTSQSQHVLA*GVSAVRSM 

VSSG*GRRPLPALG 


24661 


55029 


A 


24799 


4708 


4878 




24662 


55030 


A 


24800 


20 


199 




24663 


55031 


A 


24801 


743 |1186 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, Y=possible nucleotide insertion) 


24664 


55032 


A 


24802 


1394 


2651 


KLMTCRHEGSLGDDPGIMGQL 

WDVNRJDVTAHEGTWERWTV 

RADEPQAFHIEGVMFQ1RNVNG 

AMPFPEDRGWKDTVWVDGQV 

ELLVYFGQPSWAHFPFYFNSQT 

LFS WPQ Y W A ACFG PA PFLPMS 

REEMDQLGWDSCDIILVTGDA 

YVDHPSFGMAICGRMLEAQGF 

RVGI1AQPDWSSKDDFMRLGKP 

NLFFGVTAGNMDSMINRYTAD 

RRLRHDDAYTPDNVAGKRPDR 

ATLVYTQRCKEAWKDVPVILG 

GIEASLRRTAHYDYWSDTVRRS 

VLVDSKADMLMFGNGERPLVE 

VAHRLAMGEPISEIRDVRNTAII 

VKEALPGWSGVDSTRLDTPGKI 

DPIPHPYGEDLPCADNKPVAPK 

KQEAKAVTVQPPRPKPWEKTY 

VLLPSFEKVKGDKVLYAHASRJ 

LHHETNPVAVPAH 



3269 



WO 01/075067 PCT/USO 1/08631 



StQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
UV/540,2 1 7 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
cod on for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Ui>known, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


24665 


55033 


A 


24803 


1 


2126 


MQEKQVLAAYVQPSSEGQSRS 

RRARRVSQCHQHSAAAASLAR 

TAASATADSAHPPCPRSAARAG 

ATMHVKKYLLKGLHRLQKGPG 

YTYKELLVWYCDNTNTHGPKR 

I1CEGPKKKAMWFLLTLLFAAL 

VCWQWG1FIRTYLSWEVSVSLS 

VGFKTMDFPAVTICNASPFKYS 

KIKHLLKDLDELMEAVLERILA 

PELSHANATRNLSFS1VNPTPVL 

VLIDERNPHHPMVLDLFGDNH 

NGLTSSS ASEKICN A HGCKM A 

MRJLCSLN RTQCTFRNFTS ATQA 

LTEWYILQATNIFAQVPQQELV 

EMSYPGEQMILACLFGAEPCNY 

RNFTSIFYPHYGNCY1FNWGMT 

EKA LPSANPGTEFG LKLI LDIGQ 

EDYVPFLASTAGVRLMLHEQR 

SYPFIRDEGIYPMSGTETS1GVL 

VDKLQRMGEPYSPCTVNGSEV 

PVQNFYSDYNTTYSIQACLRSC 

FQDHM1RNCNCGHYLYPLPRG 

EKYCNNRDFPDWAHCYSDLQ 

MSVAQRETCIGMCKESCNDTQ 

YKMTISMADWPSEASEDWIFH 

V LSQERDQSTN 1 TLSRJCG I VKLN 

1FFQEFNYRTIEESAANNIVWLL 

SNLGGQFGFWMGGSVLCLIEFG 

E1HDFVW1TIIKLVALAKSLRQR 

RAQASYAGPPPTVAELVEAHT 

NFGFQPXDTAPRSPNIGPVYPGEQ 

ALPNPG/TPAPPNYDSWRLQPL 


24666 


55034 


A 


24804 


905 


1051 




24667 


55035 


A 


24805 


1 


1257 




24668 


55036 


A 


24806 


1 


3116 


MPUTLPDGSQRSFDHPVSVAEV 

AQSIGAGLAKATLAGKVDGRLI 

ITPKDEEGLE1IRHSCAHLVGHA 

VKQLYPTAKMVIGPVIEEGFYY 

D1FFERPFTPEDMAAIQQRMRE 

LIDKDYDVIKKMTPRAEVIELF 

KLQAAPDRRHAGREGHGLYFH 

EEYVDMCRGPHVPNTRFLKAF 

QLTKISGAYWRGDSKNEQLQRI 

YGTAWADKKQLAAYIQR1EEA 

EKRDHRRJGKQLDLFHLQEEAP 

GMVFWH PNG WS V YQ 


24669 


55037 


A 


24807 


1924 


2790 




24670 


55038 


A 


24808 


1 


1185 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown t 
*=Slop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


24671 


55039 


A 


24809 

- 


823 


5990 


MARPVPLWSSWGLRTSYLPKP 

LS VNPSRN DG S A/F A GTH PLG V 

TRGTLAGPAFVRLSLVFLLRRV 

LAGSSLLPLLMG*QK/PEVLLPD 

GASEHDYSLRPSDVKRLQNAD 

LVVWVGPEMEAFMQETGKQIT 

RSEVSPLCRRVAFNKFNRDPQP 

RYDWGRLTVLYSGSSLSGGRY 

VV1IRECHCQLSKPLRLEQNEIR 

SLLPEASEPIDQAAQEDEA1PQD 

ELDDKJAGEAGVHEYVVSTGD 

TLSS J LNQYG I DMG D 


24672 


55040 


A 


24810 


2305 


2550 




24673 


55041 


A 


24811 


665 


844 


ISFNNEVISYRLSGKNQ*LNLG* 
EIWLESGAFKKALSPQKHPGLE 
PSVCTPTPTLVPDR 


24674 


55042 


A 


24812 


1 


2031 




24675 


55043 


A 


24813 


106 


912 


HFETVIDQRDFHPVFSHKGIRAT 

PEGNEEKGQRVADVTEQCGRC 

RCQPP A ATLTQ A V KN VH V EDL 

PQRVGHETGGGDTGDKQVEVG 

ECAESHTLDALGLRCPEPVMM 

VRKTVRNMQPGETLLIIADDPA 

TTRDIPGFCTFMEHELVAKETD 

GLPYRYLIRKGG**GLIGFDAAF 

SPHPNPLPRGARGPIALNVAIGL 

PYLLRNNLNAFAVTSTVAPVSA 

STASHNPVIQRGDEEDPFQPQR 

NSDVLADIGVSGACQFNHLHQ 

AAQVVMG 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide secjuence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24676 


55044 


A 


24814 


1 


1495 


MQKLTLTYAETRRLYGKEVYH 

RPSRFIGELPEECVEEVRLRATV 

SRPVSHQRMGTPMVENDSGYK 

LGQRVRHAKFGEGT1VNMEGS 

G1AALCHCRVLIATAALMDPDD 

AVELSVTTMMFALCNTRNPRV 

AWDTAPCVPATTAASMAKRAP 

DMSQSAAPEAGSQKPPRLSCGE 

SLHPLPATKRAYNYCRPVGRJR 

HLCRJRQSMPDATLSRLIRPTTV 

ADPPDKALAPHPAVFTRGDSKF 

LSHKPARSPAIRYLLASVWGPV 

GMMAMMLAMTGFVVATRKLR 

RRFGFKSCKNGVLYRISSSSITT 

SPASPIATCRPVLPCWMRMDPM 

LDMMGMQMLMEKYGDQAMA 

GMDHSQMMGHMFLGHKVIRA 

NHVGDWGTQFGMLFRJAVETF 

KEDWEAVWDQLDDLNLEGKIV 

A*GRDPAAFH!DNGAFTKLSVA 

YALAELVAAVVLDHRRTHPLM 

ADRAAYRGAQAHLFHTLFRQL 

ADKARRAMVNLFTIQTAGFRV 

GQRQFLH 


24677 


55045 


A 


24815 


3 


707 


GCTLGPVKSFSLRVAWLSWPQ 

YFYIIERACSPCCGPLAPGEAPH 

VNLFHSTHSENKKQPHNSPYHN 

DIQPTLNYLPTNQKKQTQQEQS 

HNITKQGSQLHDVTQVPYQAY 

RSAIVVGL1RRDSVASG1DCRM 

RRERLIRPTGRASDNTEFTGTQ 

NMQNITHSWFVQVMIKATTDA 

WLKG WA* AQRRQPDATPG * RR 

YRTISRQFPATSVLYPAQPAHA 

FTGKYTVYCHRLGQILP 


24678 


55046 


A 


24816 


2 


1340 




24679 


55047 


A 


24817 


1 


2457 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


24680 


55048 


A 


24818 


41 


1053 


QRNQQAHLSF/QHSRDIYDNQV 

HLVRNCNLEMPDQEFIVLYGPS 

DCGKSTTLRMIAGLEEISGGDL 

LIDGKRMNDVPAKARMIAMVF 

QNYALYPHMTVYDNMAFGLK 

MQKIAKEVIDERVNWAAQILG 

LREYLKRKPGALSGGQRQRVA 

LGRAIVREAGVFLMDEPLSNLD 

AKLRVQMRAEISKLHQKLNTT 

MIYVTHDQTEAMTMATRIVIM 

KDGIVQQVGAPKTVYNQPANM 

FVSGFIGSPAMNFIRGTIDGDKF 

VTETL KLTI PEEKL A VLKTQE V 

CPDHTLDALGLRCPEPV/HDGA 

QNRAQYAAWRNVADYRRRSG 

HYPRYSWVLYLYGTRTGC 


24681 


55049 


A 


24819 


3 


131 




24682 


55050 


A 


24820 


247 


492 




24683 


55051 


A 


24821 


2 


241 


YFFQKSSKTVIGGRRLCSVFRY 
QFSIVLATC*GTFFPSR*STILS* 
VTQSATSSGREGRSSSRSLNGRF 
MFSIASMMSW 


24684 


55052 


A 


24822 


1 


1143 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown T 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


24685 


55053 


A 


24823 

i ' a .'.'■* 1 


242 


2)51 


FSRQHVVKMKHCCKNVVILMP 

EPVAEPALNGLRLNLRIVSIVMF 

NFASYLTIGLPLAVLPGYVHDV 

MG FS AF W AG L V 1 SLQY F ATLLS 

RPHAGRYADSLGPKKIVVFGLC 

GCFLSGLGYLTAGLTAVCLSSA 

VILCRGVQLHPVSDLRIPRGEK 

AGRNRSVDGCCEKAMSVIIVG 

GGMAGATLALAISRLSHGALPV 

HLIEATAPESHAHPGFDGRAIAL 

AAGTCQQLARIGVWQSLADGA 

TAITTVHVVELHMVGQRLFA\L 

LRJCAPGVTLHCPDRVANVART 

QSHVEVTLESGETLTGRVLVAA 

DGTHSALATACGVDWQQEPYE 

QLAVIANVATSVAHEGRAFERF 

TQHGPLAMLPMSDGRCSLVWC 

HPLERREEVLSWSDEKFCRELQ 

SAFGWRLGKITHAGKRSAYPL 

ALTHAARSITHRTVLIQSERLNH 

KALEKRTLTVWDNSFLIYRQSD 

VSEIRLASLFASFSIRKSKQQAR 

KHTNRRSKDKEKRTRQKRKTT 

SRQRRRRQRMVRVGDEQIAGC 

HCLYSTGSPNRQLREAGIELSDF 

VRGNEKARERMKAQYSIAGMT 

SGVVVGTDHAAEAITGFFTKYG 

DGGTDINPLYRLNKRQGKQLL 

AALACPEHLYKKAPTADLEDD 


246S6 


55054 


A 


24824 


2 


91 




24687 


55055 


B 


24825 


1 


2346 




24688 


55056 


A 


24826 


1 


1713 




24689 


55057 


A 


24827 


1 


918 




24690 


55058 


A 


24828 


415 


816 




2469! 


55059 


A 


24829 


72 


296 


FCSATFGRPSDQYQNGE*LRWR 
GLGSFACQSPAHENPQWKFVL 
ARRGFARGTAEAHPSQYRHWC 
KIHRLNPGLR 


24692 


55060 


A 


24830 


1 


620 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \ = possible nucleotide insertion) 


24693 


55061 


A 


24831 


1625 


2460 


GVVNPRQGRVLSMLPAMLLYL 

LFFLIQTSLKSNGGKGKLDPTL 

WMWTVNLIYLALAIVLNLWDT 

VPVRRLRASFSRKGARJPFVGC 

RETCELPQ1ELVKMMLGRELDT 

HALQRAGRTLLSDK.PVAAFKN 

YGKKGTIAPFDLEVRPGEIVGL 

AGLLGSGRTETAEVIFGIKPADS 

GTALIKGKPQNLRSPHQASVLG 

IGFCPEDRKTDGIIAAASVRENII 

LALQAQRG\CYVPFPAKNSKRL 

PN ALS ASL A FA HLQLNN RLN FS 

PAAISKKCCFYVGY 


24694 


55062 


A 


24832 


1 


2034 




24695 


55063 


A 


24833 


3839 


3970 




24696 


55064 


B 


24834 


694 


765 




24697 


55065 


A 


24835 


1778 


1982 




24698 


55066 


A 


24836 


1 


268 


MTCRLLTRLPGQAGVGKRVSG 
VPDELSPLFSVGSRYLQGGVGL 
VSPTSGANVGLPVISTNNLVKE 
CR\DGKWKMTEKGCLNMFHFK 


24699 


55067 


A 


24837 


568 


713 




24700 


55068 


A 


24838 


217 


1910 


AFTFQESVMAFSQAVSGLNAA 

ATNLDVIGNNIANSATYGFKSG 

TASFADMFAGSKVGLGVKVAG 

ITQDFTDGTTTNTGRGLDVA1S 

QNGFFRLVDSNGSVFYSRNGQF 

KLDENRNLVNMQGLQLTGYPA 

TGTPPT1QQG ANPTNISI PNTLM 

AAKTTTTASMQINLNSSDPLPT 

VTPFSASNADSYNKKGSVTVFD 

SQGNAHDMSVYFVKTGDNNW 

QVYTQDSSDPNSIAKTATTLEF 

N ANGTLVDG AM/ANN 1 ATG AIN 

/GLSFLNSMQQNTGANNIVATT 

QNG Y KPGDL VSYQINDDGTV V 

GNYSNEQTQLLGQIVLANFAN 

NEGLASEGDNNAWSATQSSGVA 

LLGTAGTGNFGTLTN/GSIESGI 

AFLVNVPLNPKLKRVNVAGAR 

WHPYGWPAFAERACLIEPEGD 

RRTHHRPKNQRTYSRKTQRQG 

GHKTRQDNWEQKGDGGPRPEP 

TDPHQHDANRPTVATKKRRKS 

TQSQRNHRNPKGTHPTEEHGT 

AGTTKPPDTPQTDNWTHKGSL 

REGKANRKRNPLRGAEVAGGG 

KQRAKAERQTQRGERREDVDE 

GEEDRSKKTEK 


24701 


55069 


A 


24839 


500 


653 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


24702 


55070 


A 


24840 


445 


849 


GSPGTAGTEVAVVLK1GGVHD 

KVIGHYRCSTTNTGRVLDVAI/S 

QNGFFRLVDSNGSVFY/SRNGQ 

FKLDENRNPATGTPPT/IQQGAN 

PTNISIPNTLMQRKPTAGQIVLA 

NFANHEGLASEATTSGLRRNLL 

AWRCM 


24703 


5507! 

* i '• ' ■ ' 


A 


24841 


1 


453 

...i. .. ■ 


MKQMDTRGKVINCAFAVSAAF 

ALGDHLGFAAANMNAMIFPMI 

VGKLIGGVTA1GVAMMLVPRY 

EFIKREISWQSPVFFTPVDKQGG 

LKEAELKTL1LEQYHAAGIEPES 

VDSGAIIITGESAKTRNAR*TGR 

FKRSGTEN LUC L EQ YHA AGI EPE 

SVDSGAIHTGESAKTRNARPTV 

MALSQSLGDFVVASAGPHLE 


24704 


55072 


A 


24842 


370 


670 


YSSNIMLRVLSRKALILVPSSSP 

VKARKPAMLARRGWRSLSRW 

AILSLPGPGR*TGRFKRSGTENL 

\KLEQYHAAGIEPESVDSGAIIIT 

GESAKTRNARPAGMALSQSLG 

DFVVARAGPHLESVNAGYRTRI 

RNHGHSWFPGE1GIRSQFPHTLR 

TGSINGKAWGA 


24705 


55073 


A 


24843 


1 


1623 




24706 


55074 


B 


24844 


1 


4986 




24707 


55075 


B 


24845 


65 


726 




24708 


55076 


A 


24846 


4107 


4460 


FMSTCGYGGGLSRFPARCLSYQ 
PLRSWRETVAASG*RRTGSARA 
NCFCFSGLTRDFSIWRPETK*SA 
QTFV VGTWRCGGMGR* 1 AA VL 
SRYSTVESGVSSTHHRLPLQPDI 
PSGRRL 


24709 


55077 


A 


24847 


624 


895 


PLVPAYKQSQRQKPHDYLNRC 
RKSL*QNSTTLHAKNSQ*IRY* 
WD/S1SE**ELSMTNPQPISY*MG 
KN WKHSL* KLAQDRDA LSHRS 
YST 


24710 


55078 


A 


24848 


1434 


1594 




24711 


55079 


A 


24849 


1294 


1488 


PAGKQTQQQRQQFANDGRGEI 
WRKLIKPNPRRQKS*CSTDPRQ 
KSTLISQREAVIRRFSEAGNFH 


24712 


55080 


A 


24850 


595 


879 


RRCSTTN 1 1 KKI QQDKKGN RK A 

VHRSRFVHGRP1TLLFFQLSGR1 

QSHRLPGRAALFAGIPAACDQS 

PSLRQPISSEWSDGR*HRRIFRS* 

SEEF 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=pnssible nucleotide insertion) 


24713 


55081 


A 


24851 


1009 


1478 


YSLSVSVWAGATVMESPVWM 

PIASKFSIEQTMMQLSFLSRTTSI 

SYSFQP1SDSSISNSLVGERSRPR 

AQISSNSSRL'AIPPPLPPMVKD 

GRIMHGK.PTSAATASASSIVCA1 

PERAVSRPIFFIATSKRRRSSALS 

IASAVAPIMVTPNSSNTP 


24714 


55082 


A 


24852 


48 


209 


GLFQVGYAENCRDNNHSFSLH 
SVVIGSSSERVVAKK'PDADHF 
SASFVPV1LK 


247-15 


55083 ... 


A 


24853 


1358 


3194 


PTASEAATLAJGKPVAFDASAE 

ERDTRGFIS1T1RRPFFGFTANVT 

RLETERGG1CSRSVPWEVVSKI 

AWAEAPDPPGVTILGLKTQHAT 

/VSERVTSRFTRSHYRQFDLDQ 

AFSAKIFDRYLNLLDYSHKRKT 

ELGDEAAFSAKLDVFYDLYNL 

AQK.RRFERYQYALSVLEKPMD 

FTGN DTYN LDRSKAP WPKNEA 

ELNALWDNVFSLAMTAFAREI 

DPHTNYLSPRNTEQFNTEMSLS 

LEGIGAVLQMDDDYTVINSMV 

AGGPAAKSKAISVGDKIVGVG 

QTGKPMVDVIGWRLDDVVALI 

KGPKGSKVRLE1LPAGKGTKTR 

TVTLTRERIRLEDRAVKMSVKT 

VGKEKVGVLD1PGFYVGLTDD 

VKVQLQKLEKQNVSSVIIDLRS 

NGGGALTEAVSLSGLFIPAGPIV 

QVRDNNGKVREDSDTDGQVFY 

KGPLVVLVDRFSASASEIFARD 

VVVGLCICLSSLDVWLCGLFCR 

CSVDAERTKRQGKKGEESRKR 

RRKG YELS YLLFG WS A V V LLF 

VSDAEQHRASRHGGNACQQHP 

DVRHDEADGYPRQSHQLRLRR 

FRCFRPGRPLRLRRCQHERHDL 

PDDCRQVDRRRNGDWRGDDA 


24716 


55084 


A 


24854 


100 


671 




24717 


55085 


A 


24855 


852 


1335 


YFCFWTYPLLFPVCMDRKAGK. 
HG\A PAGDLYVQ VQFNSHPIFE 
REGNTLYCEVPINFAMAALGGE 
1 E VPTLDGR VKLKVPGETQTGK 
LFRMRGKGVKSVRGGAQGDLL 
CR VV VETPVG LN ERQKQLLQE 
LQESFGGPTGEHNSPRSKSFFD 
GVKKFFDDLTR 


24718 


55086 


A 


24856 


326 


471 


PLQTHPAPQQRGHPIYQHGQTV 
S*SCRRRGWSSISRPVIHHADAQ 
LMP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


24719 


55087 


A 


24857 


1095 


1283 


SCRRRGWSSISRPVIHHADAQL 
MP*PQ1VYQHLKPPGIYRQQDR 
L*1PD*RPVLT(QDVRGP 


24720 


55088 


A 


24858 


1 


1159 




24721 


55089 


A 


24859 


1744 


3019 


KISPRRPQET/CFQKSTNIAREKT 

LEQEFSVQLFEKIGRRMCLTRE 

GKKLLPHIYELTRVMDTLREAA 

KKESDPDGELRVVSGETLLSYR 

MPQVLQRFRQRAPKVRLSLQSL 

NCYVIRDALLNDEADVGVFYR 

VGNDDAIiNRRELGEQSbVLV^A 

SPQ1ADVDFTEPGRHNACSFIIN 

EPQCVFRQIFESTLRQRRITVEN 

TIELISIESIKRCVAANIGVSYLP 

RFAVAKELECGELIELPFGEQSQ 

TITAMCAHHAGKAVSPAMHTF1 

HALYSCRMRRERLIRATRSCQF 

NILHEPRRADKRSASGSLRLQE 

FNYQDKPCMEIRIRTYEKTPIR 

MDKGLTNFGSRWILPELAHKE 

K DEETQQRRKSK R DS RREETDT 

KKKTRDKATKREKDKEIEEMA 

SISITSRCEDKLENFSSMKYYTEI 


24722 


55090 


A 


24860 


321 


575 


S YRR Y V FPAQ* NRHLQF A V KPP 
APVIVHPTLVDSEHHHSLHDKR 
RQHRPHHSVAHHGSRNSSATA 
TIN ALLG R V AQN A ATRGTR 


24723 


55091 


A 


24861 


935 


1637 


PQPPPPLRREGAGLEKELGGRR 

VRVKGSGCQPWICGKVPVFIPV 

ITEQESFQELI/RRTTTACESLGK 

EYEILMIDDGSSDNSAHMLVEA 

SQAENSH1VSILLNRMYGQHSAI 

M A G FSH VTG DL I ITL DA D LQNP 

PEEIPRLVAKADEGYDVVGTVR 

QNRQDSWFRKTASKMFNRLIQR 

TTGKAMGDYGCM/LRAYRRHI 

VDAMLHCHERSTFIPiLANIFAR 

RA1EIPVHHAEHS 


24724 


55092 


A 


24862 


1020 


1229 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, possible nucleotide 
deletion, V=possible nucleotide insertion) 


24725 


55093 


A 


24863 


98 


1242 


MDKFRVQGPTKLQGEVTISGA 

KNAALPNLFAALLAEEPVEIQN 

VPKLKDVDTSMKLLSQLGAKV 

ERNGSVHIDARDVNVFCAPYD 

LVKTMRASIWALGPLVARFGQ 

GQVSLPGGCTIGAH1VMDKVSV 

GATVTIMCAAILTEGATIIEVFY 

FLPLAIGKFNELYPNIKVRILAEQ 

GTNNCM\ESVLCN\ESDFG\INM\ 

NNVTNSSI\DFTPL\VQRRPFVL\ 

ACRRDHPLAKJCQLVEWQELVG 

YKMIGVRSSSGNRLLIEQQLAD 

KP WKLDWF YE VRHLSTSLG L V 

EAGLGISALPGLAMPHAPYSSII 

GIPLVEPVIRRTLGIIRRKDAVLS 

PAAERFFTLLSDFCPGVPSEDNI 

FESPASQQHEYIGSRQCFLMPSE 

TTGTMHV 


24726 


55094 


A 


24864 


1 


833 


MAELGKRSSVAVSWIGKVKTT 

AQMVALAWLLWRPP1WVEYA 

GIALFFVAAVLTLWSMLQYLTL 

RVQICLISDRFGVIFSKRSKVVK 

NIVDSSRQEYLEEFYARYNVELI 

RAPEGFFYLRPRSTTLIPRSVLS 

ELDMMVGKILCYLYLSPERLA 

NEGIFTQQELYDELLTLADEAK 

LLKLVNNRSTGSDVDRQKLQE 

K VRSSLNRLRRLGM V WFMG H 

DSSKFRJTESVFRFGADVRAGD 

DPREAQRRLIRDGD/AMPIENHL 

QLNDETEENQPDSGEEE 


24727 


55095 


A 


24865 


819 


142S 


SPRG1SRGGCRCQPISGDG\RJFA 

GILHGLDNELPLQEEVEGNGLE 

QEGLPFPIRQSDALDLCFSDILV 

SPNMYIDDGMKRDWPVMKQC 

ALQRRWRILPDHYGTEPAEICRP 

GFAPHYCFSYALLVHMMAQQC 

DLEVGDFVWTGGDTHLYSNH 

MDQTH LQLSREPRPLPK L U K RK 

PESIFDYRFEDFEIEGYDPHPGIK 


24728 


55096 


A 


24866 


2 


1445 




24729 


55097 


A 


24867 


1 


1785 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkoown, 
*=Slop codon. /^possible nucleotide 
deletion, \=nossiblt nucleotide insertion) 


24730 


55098 


A 


24868 


-> 


654 


vrffkgrgsswhmv\sqwdyv 

adrfgtadllpftisdmdfata 

pci1ealnqrlmhgvfgysrwk 

ndeflaaiahwfstqhytaids 

qtvvygpsviymvselirqwse 

tgegvvihtpaydafykaiegn 

qrtvmpvalekqadgwfcdm 

gkleavlakpeckimllcspqn 

ptgkvwtcdeleimadlcerh 

gvrv1sdeihmdmvwgeqphis 

le : 1 — [ ■?< 


24731 


55099 


A 


24869 


955 


1278 


TLTPDFL*QGHFFRFAGIAYQIV 
KQTTVGTTVEITLRRYVVDGNR 
IPPRQDRQGDAFFG FATHTQQ W 
HQVFKRQRDIQIVTANTATTVT 
QQAGFT1ETRTPLRPHQQQ 


24732 


55100 


A 


24870 


1 


1707 




24733 


55101 


A 


24871 


1 


3615 




24734 


55102 


A 


24872 


! 


1931 


M LLLREHTDTRH DHPRTPTRAT 

RRRRHTEKKRRKKKRPATHVL 

MTATL1PVSRLLATDQPQLFHE 

SASKPAPHLVSSLGCHCGDASC 

SGRAVADAMQFKTVFPVFVAA 

AMMPEHMAESGHR1TRPEFPDY 

RELFRESD1KSAVVDSICQCNTP 

FNYLFRCFELQCLSRHGHSAYG 

VMQRRHSPMQETR1ASLPLQRY 

RWHEDSVRNRWFSVMVGPSVR 

VNEWFSAYAMAGMAYSRVST 

FSGDYLRQPLVSGFHEA 


24735 


55103 


A 


24873 


1281 


2234 


ISTNSILRIFSGFRKLMEV/TRLR 

DTPILTFMNKLDR/DIRDPMELL 

DEVENELK/IGCAPITWPIGCGK 

LFK/GVYHLYKDETYLIQEVRIV 

KGLNNP/DLDAAVGEDLAQQL 

RDE/LELVKGASNEFDK.ELF/LA 

GEITPVFFGTALGNF/GVDHML 

DG\FMAGDRSHVEEAY/PGDIL 

G\QGEMMKFTGI PNF/APELFRR 

IRLKDPLKQK/QLLKGLVQLSEE 

GAVQV/FRPISNNDLIVGAVGV 

LQFDVVVARLKSEYNVEAVYE 

SVNVATARWVECADAKKFEEF 

KRKNESQLALDGGDNLAYIATS 

MVNLRLAQERYPGRQFHQTRE 



3280 



WO 01/075067 PCT/USOI/08631 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


24736 

— 


55104 


A 


24874 


2 


760 


AKFEEKFLAVPAEALVYTMKG 

DQKYFPVYANDGKLLPNFIFVA 

NIESKDPQQl/DRIQALAGWIAE 

QVIGADVNHATRAGLLSKCDLM 

TNMVFEFTDTQGVMGMHYAR 

HDGEAEDVAVALNEQYQPRFA 

GDDLPSNPVACALAIADKMDT 

L AG I FGIGQHPKG DKDPFALRR 

AALGVLRJIVEKNLNLDLQTLT 

EEAVRLYGDKLTNANVVDDVI 

DFMLGRFRAWYQDEGYTVDTI 

QAVLARRPTRPADFDDWHA 


24737 


55105 


A 


24875 


2 


391 




24738 


55106 


A 


24876 


2 


1785 


WLLYRAHVKGE/STEALLPNM 

VATSLAKLPIPKLMRWGATYV 

HFVRPVHTVTLLLGDKVIPATIL 

GIQSDRVIRGHRFMGEPEFTIDN 

ADQYPE1LRDSGKVIADYEERK 

AKIKADAEEAARKIGGNADLSE 

TLLEEVASLVEWPVVL/TAKF/E 

EKF/LAISRTALVPYSADNMYQ 

LVNDVQSYPQFLPGCTGSRILES 

TPGQMTAAVDVSKAGISKTFTT 

RNQLTSNQSILMNLVDGPFKKL 

(GGWKFTPLSQEACRIEFHLDFE 

FTNKL1ELAFGRVFICELAANMV 

QAFTVRAKEVYSASMRYIYV1V 

YISYRPPNLLDSHIIGFSS1TTHC 

AVTSHHYNSCDMTMTIHSYVT 

PYISVRVSLTQTYAPSPSRNLRI 

TDLT 1 Y R A 1 SSEKSIDDTRH I HTI 

ESRCRVCGAHDSRDAERLDRF 

AQTADEIRIADRGFSSRPECIRS 

LAFGEADYIVRVHWRGLRWLT 

AEGMRFDMMGFLRGLDCALIS 

KTRLLSENRRKGRVVQAETLE 

AAGHVLLLTSLPEDEYSAEQVA 

DCYRLRWQIELAFKRLKSLLHL 

DALRAKEPELAKVGIFANLLAA 

FLIDDIIQPSLDFPPRSAGSEKKN 


24739 


55107 


A 


24877 


1 


2022 




24740 


55108 


A 


24878 


2344 


2523 




24741 


55109 


A 


24879 


82 


732 





3281 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or las) 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkni>wn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


24742 


55110 


A 


24880 


828 


2184 


SGCILPPESLRLWASVARRPRTP 

NQPRQPGPKJGGISPAGSALALA 

CGKRTVLFASLCTRTGGSQLGE 

\PALVLLADQMLALDDQYTFLQ 

RJPRSPYGLAFGPVPHLHYLHQ 

MRLLDIAPIAFRAMSLAFPVNY 

LDAVRTGS1CSNCNQRSNDSAM 

GISMNVSTLMRVRAIWVYAAY 

MERVLDNLLNNALRYCHSTVE 

TSLLLSGNRATLIVEDDGPGIAP 

ENREHIFEPFVRLDPSRDRSTGG 

CGLGLAIVHSIARGNWATSDHR 

SLTGTQPYAR1VVFLVRJLIFAFR 

VTQLTLQISFVRFVVVQNAFPG 

CPLG1GIDVHFYYAVAYGVFDF 

LSSRTGTTVFFDDLNTPDFDRC 

FAFMQAVGKGYTDAYLPIVER 

RKAMA YGERERNFQL YRRG R Y 

VEFNLPSFL AATVYO^DPNFAT 

GCFRLYTSCNTFNMHKAATML 

VRAEFSQGYQHQV 


24743 


55111 


A 


24881 


679 


1628 


PDADAKRVDITLCLAFGCDAQF 

IEITFTRLPEVRIHHLQSPASALS 

SCNHLL1RJTQFNADITIGHHLP 

VNRRVVTVLRDMRHHGDIVHP 

GVRRGVEHYAAMDPGIVKE1M 

EVRLLFLAVFVGNHHSRRDSLP 

VQFVVHTNGDTYTFPGNNIRRD 

IGFKWRIAALMLHHFLIIDPHFA 

VMSDR1ETQHDTLACPNFRYKD 

FALIPERCRII/SEYLDRRTDRLK 

WCYAAFQQGDQSQASNPMYA 

KAPV*VRWVHGYKALSEKGHL 

VYORLYOIFOHAEYOTGTNDA 

EISTKLCLFSSSLLLLSSSSLOHSI 

PPNACL 


24744 


55112 


A 


24882 


1 


1515 




24745 


55113 


A 


24883 


1954 


2859 




24746 


55114 


A 


24884 


121 


393 


SLARWIICNTSEELAANIKRLGD 
VTVRLNAFHAHGVYGEAQSM 
GERHAGRR*AVG*CVKGARGE 
P VDISG AQL/RGCG VN ALSG LR 
FGTDL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

cotiun iur pepuue 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno»n. 
'-Stop codon, /^possible nucleotide 

ftplpfiiin \=nncciMe nucleotide iii<*riifin\ 


24747 


551 15 


A 


24885 


1 


3706 


MDLGANGWQTFRYVVLPNLSS 

ALLAGGMLAFALSFDEIIVTTFT 

AEQVDAAVRAADAAFAEWGQ 

TTPK VRA ECLLKL AD V I EENGQ 

VFAELESSNNTAFARASSNGDL 

PTKADLQAQLDSLNKQKDLSA 

QDKLVQQDLTDTLATLDK1DRJ 

KEETVQLRQKVAEAPEKMRQA 

TAALTALSDVDNDEETRKILST 

LSLRQLETRVAQALDDLQNAQ 

NDL AS YN SQL VSLQTQPER VQ 

NAMYNASQQLQQ1RSRLDG 


24748 


55116 


A 


24886 


2842 


5034 


NVRLSPAMRCRWRRGSPMPAM 

FEVGVKTRJIQRSREVILMADHS 

KFDAVEPHAVATLSCIKTHSDS 

GLPETIAQRYQRAGSSLPEAQP 

DRE1EKRGPAIAQAFDAEGKPS 

KASEGWARGCGITVDQAERLT 

TDKGEWLLYRAHVKGESTEAL 

LPNM VATSLAKLP1PKLM RWG 

ASDVHFV\WPVHTVTLL\LGDK 

VIPATILGIQSDRV1RGHRFMGE 

PEFTIDNADQYPEILRERGKVIA 

DYEERKAKIKADAEEAARKIGG 

NADLSESLLEEVASLVEWPVVL 

TAKFEEKFLAVPAEALVYTMK 

GDQKYFPVYANDGKLLPNFIFV 

ANIESKDPQQIISGNEKVVRPRL 

ADAEFFFNTDRKKRLEDNLPRL 

QTVLFQQQLGTLRDKTDRJQAL 

AGWIAEQSGTDAGDQTGYSDE 

RWVPDAHSEAPSPVSDMLSAL 

LLLTLVLAGMVRMAARLLMA 

KPPQAVNRGDIGWLTTSPMVIL 

LVMMLAMGTHIPQPV1RIPGGR 

FHYSPHQGRTDLPAQRSTWHD 

FCLQAPH LFRRNTVN VNSSSNR 

GEAILAALKTQFPGAVLDEERQ 

TPEQ VTITVKIN LLPDVVQYLY 

YQHDGWLPVLFGNDERTLNGH 

Y A V Y Y A LSMEG AEKC Wl V VK 

ALVDADSREFPS VTPRVPA A V 

WGEREIRDMYGLIPVGLPDQRR 

LVL PDDWPEDM H PLRKDAMD 


24749 


55117 


A 


24887 


49 


531 




24750 


55118 


A 


24888 


1619 


1968 




24751 


55119 


A 


24889 


1 


553 




24752 


55120 


A 


24890 


744 


970 


LA V1SEASNQKRGDPVDH AD* 1 
AVANMLLNQFQQSYTPMLHDL 
IVRYDGDIHQQKSFGVQLPGKL 
RIVKLIQPVE 
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SKQ ID 


SEQ II) NO: 


Met 


SKQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=lJnkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




0y/MO,2 1 7 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


24753 


55121 


A 


24891 


52 


455 




24754 


55122 


A 


24892 


2988 


3614 


PVSVLTQKRLSPATSHRSTCRVI 

LNQAYVTPSKCWPDVEE1SFNF 

FHSEDVVRHPVVARIVNAYEA 

WEEAEQKTMTPANQHAGGLV 

QCDKMLLQRRSREVIELSEQNA 

AQMRHVRGADMAMIFQEPMT 

SLNPVFTVGEQIAESIRLHQNAS 

RJEEAMVEAKRMLDQVR1PEAQ 

TILSRYPHQLSGGMRQRVMIA 












_<-.. 


MALSCRPAVLIADEPTTALDVT 

IQAQILQLIKVLQKEMSMGVIFI 

THDMGVVAEIADRVLVMYQG 

EAVETGTVEQIFHAPQHPYTRA 

LLAAVPQLGAMKGLDYPRRFP 

LISLEHPAKQAPPIEQKTVVDGE 

PVLRVRNLVTRFPLRSGLLNRV 

TREVHAVEKVSFDLWPGETLSL 

VGESGSGKSTTGRALLRJLVESQ 

GGEIIFNGQRIDTLSPGKLQALR 

RDIQFIFQDPYASLDPRQTIGDSI 

IEPLRVHGLLPGKDAAARVAW 

LLERVGLLPEHAWRYPHEFSGG 

QRQRICIARALALNPKVIIADEA 

VSALDVSIRGQIINLLLDLQRDF 

GIAYLFISHDMAVVERISHRVA 

VMYLGQIVEIGPRRAVFENPQH 

PYTRKALLAEDPVAEPSRQRPQR 

VLLSDDLPSNIHLRGEEAVVALI 

KPGAQIGR\PQSWT 


24755 


55123 


A 


24893 


134 


595 


IRTGRNESYKGDISRYKfVSAR 

ALRNEVRGGRCHKTIRRVSVG 

KKVIGLKFRHLVPVVTPESIVIP 

PAPVANDTLVAEVSDAPQAND 

PTFNNEDLA*FAVLSTPTAILISC 

PGRWGPAAGSECGVRGAHAHR 

ELALRAFSCCCFSSNAISIPN 


24756 


55124 


A 


24894 


708 


1444 


TDAPGDEEASLQRAAQAGVGK 

IIVPATEAENFARVLALAENYQ 

PLYAALGLHPGMLEKHSDVSL 

EQLQQALERRPAKVVAVGEIGL 

DLFGDDPQFERQQWLLDEQLIL 

VXKRYELPVILHSRRTHDKLAM 

HLKRHDLPRTGVVYGFSGSLQ 

QAERFVQLGYKIGVGGT1TYPR 

ASKTRDVIAKLPLASLLLETDA 

PDMPLNGFQGQPNRPEQAARV 

FAVLCELRREPADEIAQAVLNM 

TYTLVNVP 


24757 


55125 


A 


24895 


1460 


1777 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24758 


55126 


A 


24896 


381 


482 


IPGPQSPQSSPDLGWLQC*NP*R 
LLwKAPRSDK 


24759 


55127 


A 


24897 


977 


1144 




24760 


55128 


A 


24898 


2 


280 


CTFALRDEYPRMLNVDNKGLR 

DH1ELQPLAV/DASYPGGDFRK 

NAVYVPMW*SAHCEPEGRFAE 

TGSRRYGEDFASTAPGFRRAAT 

RKRVRRKR 


24761 


55129 


B 


24899 


1 


1665 




24762 


55130 


A 


24900 


296 


495 




24763- 


55131 


A- 


24901 


1 


5352 - 


„ . ^ • 


24764 


55132 


A 


24902 


187 


280 


AVDTGLADHRDVEPNMVARJLP 
LSFTASLSIS 


24765 


55133 


A 


24903 


1775 


1981 


H1WQNSL1VLFRGCRSAHAKVH 
RWKN*LPLNLAPLLPRSGSSAPI 
RPPPS AQ A RQPM KSTYG VDRR 
HS 


24766 


55134 


A 


24904 


760 


1473 




24767 


55135 


A 


24905 


1 


2124 


MNRMSGGYWQLFAESGETCR 

ARELEQCLEDFYDQRKESVRW 

HLDLHTAIRGSLHPQFGVLPQR 

DIPWDEKFLTWLGAAGLEALV 

FHQEPGGTFTHFSARHFGALAC 

TLELGKALPFGQNDLRQFAVTA 

SAIAALLSGESVGIVRTPPLRYR 

VVSQITRHSPSFEMHMASDTLN 

FMPFEKGTLLAQDGEERFTVTH 

DVEVAKNAfTEIKTQFEKEKLA 

QDRIKRNQ/LDANIQRLNYSLDI 

ANAAGIKKPVYSNXDGIERKLEI 

EKAVTDVAELNGELRNRQYLV 

EQLTKAHVNDVNFTPFKYQLSP 

SLPVKKDGPGKAIIV1LSALIGG 

MLYCRVC1KRNADSPEVFSGFS 

DPNVVLIAAVFIIGDGLVRTGV 

ATVMGTWLVKVAGNSEIKML 

VLLMLTVAGLGAFMSSTGVVA 

IFIPVVLSVAMRMQTSPSRLMM 

PLSFAGL1SGMMTLVATPPNLV 

VNSELLREGYHGFSFFSVTPIGL 

V VLVLG ILYM L VMRFMLKG DT 

QTPQREGWTRRTFRDLIREYRL 

TGRARRLAIRPGSPMIGQRLDD 

LKLRERYGANVIGVERWRRFR 

RVIVNVNGVSEFRARDVSLIAM 

SAADVDLRQFCSERLLEPDGIA 

RFSLIPESELIGESVREIGLRTRY 

GLNVVGLTRTGVALDGSLADE 

PLLLGDI S WL WALESDRY A AM 

LGRSRSLTYRRGDEHCRASRSP 
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SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
inUSSN 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24768 


55136 


A 


24906 


834 


993 


EEIEVARLRDQKSAEGGIQNRE 

YWPGRSGHR*SPHAPIIGTQFLQ 

ALFQTWDQFVFALSACGRRHP 

TDGRRQNPAVSGHSVAARQPA 

HSQTDEASG 


24769 


55137 


A 


24907 


3519 


5161 




24770 


55138 


A 


24908 


374 


1891 


K.WKLKRPDSNIDHRRVPNLET 

WFSRHDKTRPTSKNPSDYQAG 

D1VSWRLDNGLAHIGVVSDGFA 

RDGTPLVIHN1GAGAQEEDVLF 

HWRMRQCQHNQHNTATFNGP 

R1LAEQPPGKEYAANGNGQLYP 

MSSLNIKQGSDAHFPDYPLASP 

SNNE1DLLNLISVLWRAKKTVM 

AVVFAFACAGLLISFILPQKWTS 

AAVVTPPEPVQWQELEKSFTKL 

RVLDLDIKIDRTEAFNLFIKKFQ 

SVSLLEEYLRSSPYVMDQLKEA 

KIDELDLHRAIVALSEKMKAVD 

DNASKKKDEPSLYTSWTLSFTA 

PTSEEAQTVLSGYJDY1STLVVK 

ESLENVRNKLE1KTQFEKEKLA 

QDRJKTKNQLDANIQRLNYSLD 

IANAAGIKKPVYSNGQAVKDD 

PDFSISLGADGIERKLEIEKAVT 

D V AELNG ELRN RQ YL VXEPITK 

AHVNDVNFTPFKYQLSPSLPVK 

KDGPGKA1IVILSALIGGMVAC 

GGVLLRYAMASRKQDAMMAD 


24771 


55139 


A 


24909 


mi 


1895 


PLVNFSNSSHPVSNPSIQLSSITL 

PLVENESRARAWKDQMDAIDH 

QTGVRPLVFYSIVLPEIRAIILQS 

EGFCQDIVQALVAPLQQEMKL 

DPTPIAHRTHGLNPNNLNKYDA 

RIAAIDYTLAHDDGISLRNLDQ 

AQ VI LLG VSRCG KTPTSL YLAM 

QFGIRAANYPFIADDMDNLVLP 

ASLKPLQHKLFGLTIDPERLAAI 

REERRENSRYASLRQCRMEVA 

EVEALYRKNQIPWFNSTNYSVE 

EIATKILDIMGLSRRMY 


24772 


55140 


A 


24910 


77 


434 


EKKRGREDKPGTMATFPPATSA 

PQQPPGPEDEDSSLDESDLYSL 

AHSYLGPLIMPMPTSPLTPALV 

TGGGGRKGRTKREAAANTNRP 

SPGGHR/ERKLVTKLQNSERKK 

RGARRLRQSWR 


24773 


55141 


A 


24911 


31 


295 
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SEQ ID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54<U17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknotvn, 
*=Stop codon, /-possible nucleotide 
deletion, V=nossible nucleotide insertion) 


24774 


55142 


A 


24912 


75 


426 


EKKRGREDKPGTMATFPPATSA 

PQ\QPPGPGGRDSQPWMDLDLL 

/YSLAHSYLGVGGGRKGHTKRE 

TAANTQPPQPLAGHERKTVDP 

KLQ\NSERKKRGARALRQELEM 

RRRPWTLTPSQ 


24775 


55143 


A 


24913 


1 


1107 




24776 


55144 


A 


24914 


1 


1468 




24777 


55145 


A 


24915 




2463 




24778 


55146 


A 


24916 




603 




24779 


55147* 


A- 


24917 


118 - 


1087 


IRSKKMTTQTVSGRRYFTKAW 

LMEQKSL1ALLVLIAIVSTLSPN 

FFTINNLFN1LQQTSVNAIMAVG 

MTLVILTSGIDLS/VAASIVGIEV 

NALVAVAAALALGAAIGAVTG 

V1VAKGRVQAF1ATLVMMLLL 

RGVTMVYTNGSPVNTGFTENA 

DLFGWFGIGRPLGVPTPVWIMG 

IVFLAAWYMLHHTRLGRY1YA 

LGGNEAATRFSG1NVNK1K1IVY 

SLCGQLASLAGIIKVARLSSAQ 

HTAGTGYELDAIAAVVLADDR 

QSGGDFAGGAGRQQKAVITTT 

GHLEYEHEKTGYPGFRCCAKR 

HRQCECDGKRHHRAGGLHA 


24780 


55148 


A 


24918 


1 


1286 


MHEREPGLRAALAGQLEFRVG 

LGLGVWTLRLMELLRQRLELV 

VYTASDGQEYEMVSRLNWVN 

YL VLEDVH 1 1 LPDQMRGITGC Y 

ATHPHERRLHAGTVHRQNIVN 

NPPDCVPRDAGEAEVAPDPSLA 

SLQLQTPELPGLISCHNS1QVSN 

EARLFELLICQWRDFRKRVIAA 

KSMQGRELEGGQRGQDKATNP 

FRVLALKGSGDPDPHGAGRQG 

SDLLLHPVSDAQVLQHFFQRRA 

LLSSPWDYHDVVGLCAQEPCG 

YIMELFIIKHQCSLAQTAGSLAP 

EQKKELEMTVRYYISSADLTAE 

KFATAIRN/HWHVENKLHWRL 

DV*RQFDKHCSTADSTR1LASF 

VRHVNAALDVRVVFASGSETT 

HGDGARRYLRCVDVDWRRRT 

AVAQADKSARACHFHYAGYH 

HHEHFADPVSVGAKYHTVFST 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
07040,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24781 


55149 


A 


24919 


417 


861 


AKGPCPDRNHSSDDKDVIA1DG 

KTLRHSYDKSRR\RGAIHVISAF 

STMHSLVIGQIKTDEKSNEITAI 

PELLNMLDIKGKI1TTDAMGCQ 

KDIAEKIQKQGVIFSLCPASHDD 

KKVTDLAVAVQGTLKTGSGGI 

LPPGGALKKISEKL 


24782 


55150 


A 


24920 


3 


1767 


HISIIPDYR*AWKVEHKLSGILL 

LTIFAVISGAESWKDIEDFGKTH 

LDFWKQYGDFENGIPVHDTIAR 

VVSCISPAKFHEVCFINWMRD'CH 

SSNDKDVIAIDGKTLRHSYDKS 

RRRGAIHVISAFSTMHSLVIGQI 

KTDKKSNE1TAIPELLNMLDIKG 

KIITTDAMGCQKDIAEKIQKQG 

GDYLFAVKQRNGAVENRAKTQ 

TRI A FG D H FFRRQ VSQRJ RLFCH 

RLATQFAARLRMFIATGQPM1M 

GLRLLLFIVNKQAALLVNKLDA 

QM A AFQQLPG RG RQATVRRE 

MDLCAFAERMGLPVSRPGD1QE 

FHAGCRTKFDAGAFRJDKHHVA 

CFGDHGLAFVANMQLPFQHHV 

DFVVVQGPREECVLPLHKTGG 

HAAAVVSGHKISQAHAMRLCA 

VETTKLDATGINHFDAAFAGHR 

FESSVDCACSATVSFITFPSVCD 

RFGNWLRSGRCSHAARKNEITL 

TNTRRSLRPKRNTERHDMQTR 

ATVIAAGEKLLPYAETLMSTW 

QAARKEVAHTSRHNEFSIGASA 

SLWDMVMTSAGAVVTTVVVA 

VRPSSFYILCSHKKKRTLHTKR 

EKTVDRRKEYETRAKRSETDT 
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SfcQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ II) NO: 
io USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


24783 


55151 


A 


24921 


110 


1282 


SNTPYIIKENKMELKKLMGHISI 

IPDYRQAWKMEKKLSDiLLLTI 

CAVISGAEGWEDIQDFGETHLD 

FLKQYGDFENG1PVHDT1ARVV 

SClSPAKFHECFrNWMRDCHSS 

DDKDVIAIDGKTLRHSYDKST/ 

RRRGA1HWNNAFSTMHSLV1G 

QIKTDKKSNE1TAIPELLNMLDI 

KGKI ITTDAMGCQKDIAEKJQK 

QGGDYLFAVKGNQGRLNKAFE 

EKFPLKELNNPEHL5SYAMSEKS 

HGREE1RLH1VCDVPDELIDFTF 

EWKGLKKLCVAVSFRS1IAEQK 

KEPEMTVRYYISSA\DLTAEKFA 

TA1RNHWHVENKLHWRLDVV 

MNEDDCKIRRGNAAELFSGIRH 

IAIN1LTNDKVFKAGLRRKMRK 

A AM DRN YLASVL AGSG LS 


24784 


55152 


B 


24922 


258 


507 




24785 


55153 


A 


24923 


1 


3060 


MTEIEENMLLPISGQELPIRWLA 

QHGSEKPVTHVSRDGLQALHIA 

RAEELPAVTALAVSHKTSLLDP 

LEIRELHKLVRDTDKVFPNPGN 

SNLGL1TAFFEAYLNADYTDRG 

LLTKEWMKGNRVSHITRTASG 

AN ACGGNLTDRG DSFVHDLTS 

MARYVATGVLARSMGLVIYSFI 

QHTLTLEE YREITA FLFREFTH A 

AAARYTGEQETLPLSPQWILRQ 

CKEVASLCDGDTFSGEQLNLM 

LQQREWREGFLAER 


24786 


55154 


B 


24924 


56 


967 




24787 


55155 


B 


24925 


1 


1776 




24788 


55156 


A 


24926 


1 


864 




24789 


55157 


A 


24927 


424 


513 




24790 


55158 


A 


24928 


1 


5049 




24791 


55159 


B 


24929 


1 


939 




24792 


55160 


A 


24930 


1 


1837 
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SEQID 


SEQID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in IfSSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


24793 


55161 


A 


24931 


1 


2249 


MLPD1ARFLPRLANDQIEEFTW 

YVNHFTYSNAIKIFCYQMFLAS 

TQARASGAPLQRLFRAIGGNA 

WERPFRMVFCSAAFSEESSPFR 

ETNYEPQLFLGFATDYRFAGW 

TLRDVEMGYNHDSNGRSDPTS 

RSWNRLYTRLMAENGNWLVE 

VKPWYVVGNTDDNPDITKYM 

GYYQLKIGYHLGDAVLSAKGQ 

YNWNTGYGGAELGLSYPITKH 














VRLYTQVYSGYGESLIDYNFNQ 

TRVGVGA1GVNVAQAEVLNLE 

SGAKQVLQETFGYQQFRPGQE 

EIIDTVLSGRDCLVVMPTGGGK 

SLCYQ1PALLLNGLTVVVSPLNS 

LKEKSANPFEFTFAAFAHAFHW 

V1QAIGMINTPADGSTHKQART 

SWLPYSSLPVLSVSTQDEKAKK 

KMRFMQRSKDSLAKWLSAILP 

VV1VGLVGLFAVTVIRDYGRAS 

EADRQALLEKGNVLIRALESGS 

RVGMGMRMHHVQQQALLEEM 

AGQPGVLWFAVTDAQGIIILHS 

DPDKVGRALYSPDEMQKLKPE 

ENSRWRLLGKTETTPALEVYRL 

FQPMSAPWRHGMHNMPRCNG 

KAVPQVDAQQAIF1AVDASDLV 

ATQSGEKRNTLIILYALATVLL 

ASVLSFFWYRRYLRSRQLLQDE 

MKRKEKLVALGHLAA/GVAHE 

IRNPLSS1KGLAKYFAERAPAGG 

E AHQLAQH VQI RRFH AHH PAS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/>4u.2 1 7 


Nucleotide 
location of first 

rfwinn fnr n^ntidf 

sequence 


Nucleotide location of last 
codon for last amino acid 
of nrntidr ^rnn^nr r 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion^ \ = possible nucleotide insertion) 


24794 


55162 


A 


24932 


261 


2115 


TLVFCWHAKLLSHGVFMDIISV 

ALKRHSTKAFDASKKLTPEQAE 

QIKTLLQYSPSSTNSQPWHFIVA 

STEEGKARVAKSAAGNYVFNE 

RKMLDASHVVVFCAKTAMDD 

VWLKLVVDQEDADGRFATPEA 

KAANDKGRKFFADMHRKDLH 

DDAEWMAKQVYLNVGNFLLG 

VAALGLDAVPIEGFDAAILDAE 

FGLKEKGYTSLVVVPVEDLAGI 

EIDHTTSMVM1FGIIFLTAVVVH 

IILHWVVLRTFEKJRA1ASSRLWL 

QIITQNKLFHRLAFTLQGIIVNIQ 

AVFWLQKGTEAADILTTCAQL 

WIMMYALLSVFSLLDV1LILGQ\ 

KFPA\AFQLPLKG\IFQG1KLMGP 

I LVG 1 LMI SLLIGQSP A 1 LI SG LG A 

MAAVLMLVFKDPILGLWAGIQ 

LSANDMLKLGDWLEMPKYGA 

DGAVIDIGLPTVKVRNWDNTIT 

T1PTWSLVSDSFKNWSGMSASG 

GRR1KRS1SIDVTSIRFLDEDEM 

QRLNKAHLLKPYLTSRHQE1NE 

WNRQQGSRESVI\NLRRMP\NIG 

\TFCAYLNK\YLGTH\PRJRKDM 

TLMVRQLAPGDNGLPFEIYAFT 

NTVVWLEYESIQADIFDHIFAIV 

EEFGLRLHQSPTGNDIRSLAGA 

FKQ 


24795 


55163 


A 


24933 


1 


757 




24796 


55164 


A 


24934 


8 


343 




24797 


55165 


A 


24935 


1423 


1761 




24798 


55166 


A 


24936 


1 


851 


MKG DTK V IN Y LN KLLGNEL V A 

INQYFLHARMFKNWGLKRLND 

VEYHESIDEMKHADRYIER1LFL 

EGLPNLQDLGKLNIGEDVEEML 

RSDLALELDGAKNLREAIGYAD 

SVHDYVSRDMMIEILRDEEG H 1 

DWLETELDLIQKJVIGLQNYLQA 

QIREEGKSIYQEQTTAMKRPDY 

RTLQALDAVIRERGF/EARGTK 

AVHYTISRLTAH*ATGKYVRAA 

AVGAYRTAAPDGTRAKTAGTA 

APGGVAGRRVAGR*TNRFDSA 

AAFTGGQRRQSGDVVASCTGS 

CVG 
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SEQ l» 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possibte nucleotide 
deletion, ^possible nucleotide insertion) 


24799 


55167 


A 


24937 


1645 


2009 


PVFIQFVEGMCGTANEPACLLV 

NQSPAIYFPGKIAAIWQNPRHV 

ESGSM*TL/IDSD*VSPTECLSPR 

HHYMPFEEAARGYEIFEKREEE 

CRKVILVPGAQSAEAAQKAVS 

GLVNAMPGGTI 


24800 


55168 


A 


24938 


1 


3936 




24801 


55169 


A 


24939 

-* 


1 


2240 


MRSPMTRNSRNGKHDYKPPPR 

KRRQPPHDHTAPNSTPARNQRG 

RPHRJPNRQAGQREQRANNPXP 

NTPSPPPTNDPAEPHQTRHDSR 

QPHNTPPAYAELVAAALLTTDT 

NVTRRRLRYMQPDTKLCHSAG 

KSIYQEQTTAMKRPDYRTLQAL 

DAVIRERGFERAAQKLC1TQSA 

VSQRJKQLENMFGQPLLVEDET 

RTQERLRRGEVVGAVSIQHQAL 

PSCLVDKLGALDYLFVSSKPFA 

EKYFPNGVTRSALLKAPVVAFD 

HLDDMHQAFLQQNFDLPPGSV 

PCHIVNSSEAFVQLARQGTTCC 

M 1 PHLQ1EKEL ASGEL1DLTPGL 

FQRRMLYWHRFAPESRMMRJC 

VTDALLDYGHKADDIILRJTAT 

AICGSDLHLYRGKIPQVKHGDI 

FGHEFMGEVVETGKDVKNLQK 

GDRVVIPFVIACGDCFFCRLQQ 

YAACENTNAGKGAALNKKQIP 

APAALFGYSHLYGGVPGGQAE 

YVRVPKGNVGPFKVPPLLSDD 

KALFLSDILPTAWQAAKNAQIQ 

QGSSVAVYGAGPVGLLTIACAR 

LLGAEQIFVVDHHPYRLHFAAD 

RYGAIPINFDEDSDPAQSIIEQTA 

GHRGVDAVID\AVGFEAKGSTT 

ETVLTNLKLEGSSGKALRQCIA 

AVKRCGIVSVPGVYAGFIHGFL 

FG D AFDKGLSFKMGQTH VH A 

WLGELLPLIEKGLLKPEEIVTHY 


24802 


55170 


A 


24940 


687 


792 


TPTLTRPLRHPVAYRATLK*NR 
PAKVSQLCCTNA 


24803 


55171 


A 


24941 


3 


510 


AGDMVWLCVRTQISY*IPRTHP 
AVGIPRERPLRGADTPQRGASH 
RJRGEGICRK*KRWALLCCPGCN 
I * RHFCH HN * ER YF W\I Y W V EST 
GAVKHLQNTGHWLNAGALPV 
RRPRKSVTGS1ARQWSVPISAR 
A LL ACPCGQC AG Y ATQF VMKS 
ITQRFNVACRTRMYAVG 


24804 


55172 


A 


24942 


189 


563 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
cotlon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

Ol pcpilUC sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 

uciciiuiif y im#d3iuic ijihicuiiuc ilim.( nun/ 


24805 


55173 


A 


24943 


1224 


1772 


GSPSVSLATSSCSIKVQNPGISR 

VVAGSSAIISNVSPGCILRTVLR 

TIITGSGQRRPSASSVWSGHTSC 

VFRTANFSSGMVNLSVSVTNLS 

PSIVPRJKFIAGDP1NPETNIFAG 

WUVNGFRRTYLLNNPVFHNH 

NPRRHGHRFGL1VGHVDHGGV 

QFLMQL A DLCAHLH AQLG I K V 


24806 


55174 


A 


24944 


1541 


3675 


LEIlKRKrSMRRNWMHSHTRY 

WRFLDFPTLRGGRWMR*SGEK 

LNPISTPLRANGLALAQRATRL 

APMSFTWGMPTSQPDCAVPGR 

RALPPELLCLQRSSQSRFAGTA1 

T 


24807 


55175 


B 


24945 


1 


1497 




24808 


55176 


A 


24946 


650 


739 




24809 


55177 


A 


24947 


4447 


4804 


RQNDRYSG RERH EITPLC W* I PR 

IAWALWLRSLRRGPQEKSLHN 

RVARTISWPYQARHPCRTLLGG 

HGFFLH1VLSQLPCLSYPLSSFA 

GLLARSSMFLKLAARFLCCRRS 

YAASPLSI 


24810 


55178 


A 


24948 


1 


3774 




24811 


55179 


A 


24949 


431 


949 


NYAIYHQNHGVMISPGLGKTHN 
YRQQHCG ITY Y WRDLM PANK 
N YKQR W ITPGS ASFYRSSH KAL 
1RLLATRLPAFPWGRRSAWRWP 
VRY* IRVPSSGSYHLEISMRWVI 
FPQPKA LTPSN L H WKTA * L WS * 
KTLSFVCWIATVLPARFWKLTD 
P WL AI LPC AN I Y WQ A S APD 


24812 


55180 


A 


24950 


337 


648 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
O9/540»2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24813 


55181 


A 


24951 


1 


1430 


MFTYPHSKFRVNRFVGQVLLIE 

FSILLDGGRTGLGHSLSVWC1SG 

DCSSFLQGKPTSLPLRKPSAIICS 

DSLSGSADLLRNHNFVCTAADT 

FTTDITPEAGDARLIGIAQTVRH 

LEDPMRAWKSIHKSCEILDPIHR 

APVKENTHPARKIN1SDPAAGA 

VARJRYEGVLSVCRASASAYVS 

RSRTITVACWYVSNTGVTGATJ 

GVKRQHRHARLFSGDGAPGFG 

TGKRDIRQLRRLVRJQIQRTFFA 

AVLHVPTPWSRAIDAAALLTVI 

DVKVLTACACQACRTLALRVA 

QVIDRCSNPGDIMSSVARRYWF 

ISR WS AKRDC A VS Y DQDPGQA 

QRSCRSCLVAVDRGLWLSAYC 

RSLMTQTLLPDDVPRILPNASSP 

SRLRCLXHIWVITACWICANSSG 

FIARNL/GLCGWEKRLVKDLTRI 

QDTGRAKE1LGATATLEFR\R*T 

PTLTRPLRHPVAYRATLK*NRP 

AKVSQLCCTNA 


24814 


55182 


B 


24952 


1 


1295 




24815 


55183 


A 


24953 


3151 


3207 


LQWLID*WCL**TFDLRJA 


24816 


55184 


A 


24954 


2740 


3917 


NGRSVWAVKLELFRVKPLDIPQ 

QRVGQQHVLLKAFNRRLAMQF 

IQLIATDVTEILPLHVVEDGTDS 

LYCLALSHLRCGRLSLRWRREL 

PRGLGVNVSWCYPFKAQGQCA 

AEITDKAGQREIFGFARVKENA 

GYVIYECYQPDDGDKLIRELPF 

SSLIFARQWFVVGELLQHLPPE 

DRITPIVGMLQGVVEKGGELRV 

EVADTNESKELLKFCRKFTVPL 

RAALRDAGVLANYETPKRPVV 

HVFF1APGCCYTGYSYSNNNSP 

FYMG 1 PRLKFPADAPSRSTLKLE 

EA FH VF I P A DE WDERL ANG M W 

AVDLGACPGGWTFQLVKRNM 

WVYSVDHGSMVQ/SLWITTGT 

CWGTRFHSARGQKFPEVLQGS 

QTLPAATDPPGMQWLASGVLE 


24817 


55185 


A 


24955 


1 


519 




24818 


55186 


A 


24956 


510 


731 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24819 


55187 


A 


24957 


1 


1055 


MRLCPEKTTKAKRVKA VLA WS 

KEEPWLSEWSEEVLEMGYKKL 

GDFSTAGAILETEIRPSPASAFTL 

DSQPPESNNLSEAKY A PNN 1 ES 1 

AKYFAPKSPMFSESPSGTALDS 

FNRNERRRWPLWPNKSGFGSD 

LTLSK.1GISSPDIALERLYEQAR 

KLSG K.FRALSELDESARSG VLK 

VLCAFAYQDYSRSAASTRKCD 

CCDGGGFTEAQVFTNKVSYPW 

GKPPYWSKMSRAVRPSDWESW 

TQAREVVRVKCKPCNGKGVIS 

N SCRCHG KGK V L AKHESDRRG 

VPVMKACDRCGGRGYARLKFS 

SV\M RALILLRRLKKTA A YEQL 

QPLFEELVAECHKQESMADSIL 

SKVTR 


24820 


55188 


A 


24958 


361 


725 




24821 


55189 


A 


24959 


1100 


1738 


WQRSTLPLLFESAMQTGVNAG 

NPVAW*KSAGYGHIKLYDAKN 

RL\LVQSTALWASQLVQYLSTF 

FRKNLKRPSEFVTLADEIEHVN 

AYLQIEKARFQSRLQVNIAIPQE 

LSQQQLPAFTLQPIVENAIKHGT 

SQLLDTGRVAISARREGQHLML 

EIEDNAGLYQPVTNASGLGMN 

LVDKRLRERFGDDYGISVACEP 

DSYTRITLRLPWRDEA 


24822 


55190 


A 


24960 


I 


2043 




24823 


55191 


A 


24961 


2164 


2487 


KLKRJARHNFHGIRDLHLFQQV 

NRFSSGFPTTYWLMMADHVHH 

LKTYSTCRJEGGHRFLKDHRHS 

CAAPLTKLFFPRVKNIFSQQGN 

LPPMYAITARR*QTHNQHCGD 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 










^tft/iftrft fAr lUtnfinA 

(.uuuii iur pepuue 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


24824 


55192 


A 


24962 


128 


2574 


QVVVVMAMVAKVVIDIVVVV 

GVEMIRVKVVAIVVEVVVVEV 

VVVMVAWWW* * * * W WVDMG 

EARWWWEYGVWEVEPEIILNA 

PQQYLLAGIGDTLAKWYEAVV 

LAPQPETLPLTVRLG1NNAQAIR 

DVLLNSSEQALSDQQNQQLTQS 

FCDVVDAIIAGGGMVGGLGDR 

FTRVAAAHAVH1MGLTVLPQTE 

KFLHGTKVAYGILVQSALLGQ 














DDVLAQLTGAYQRFHLPTTL'A 

ELEVDINNQAEIDKVIAHTLRPV 

ESIHYLPVTLTPDTLRAAFKKYS 

QSCFVIRLGGDFIHQLAENHIVI 

FVNNHNGTRCQTFQWAISNCH 

TVSLQKFSVRKFLSDLFAIGGR 

RGVRPPTEAPGHQKSDNQAHV 

SVSFDGLDLVFFVVNQWAGVV 

FCFDLFSRKRGRFSVWRNKGFG 

RYCQRLANFRDRQAFQLLNQ1H 

FTRCKQVDNGGTEFKATHFLAF 

QQCHRTVVFPGRPAIKTRVERL 

DRYRNRMEKSNGQANLRVHG 

GTWEKLVLQLDSAGMVNRVSS 

VGAPLREPIPTEGKGAKEDTWG 

NLSSNDPLLEAFGGQFGIA1SMH 

QTLATRGGKRNARPTTRPRFHR 

GTNPRGIAPHIGTANARYSTGH 

CPVALPFGLRGPPLARENVATA 

TKGHESASRETEVVAVAKLTSR 

VLLICDATHALPIQVLRNDIRVI 

AAGNGCTDDLQLEHLPANTDIR 


24825 


55193 


A 


24963 


117 


335 


PGLAPATRRSTPGRFNADAGAD 
*RRAAGTGAGRAKRRGVGIHR 
CLADPFLADCRNAGLRGAALC 
GTAAASGK 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Siop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


24826 


55194 


A 


24964 


208 


1903 


YLAIKTFRCLHDFFTDEQLSRA 

VWIYGKRAIAAAQTKLPPAFGL 

PGAKHILFRGHCSESDVQQLAA 

ESGDDRSVVIGVGGGALLDTA 

KALARRLGLPFVAVPT1AATCA 

AWTPLSVWYNDAGQALHYEIF 

DDANFMVLVDPEIILNAPQQYL 

LAGIGDTLAKWYEAVVLAPQP 

ETLPLT V RLG INN AQ A I RD V L L 

NSSEQALSDQQNQQLTQSFCDV 

GDAI1AGGGMVWGLGDRETRV 

EAAHAGPNGLTGLPQTEKJFLH 

GTK V A YG IL V\QS ALLGQDDVL 

AQLTGAYQRf HLPTTLAELEVD 

INNQAEIDKVIAHTLRPVESIHY 

LPVTLTPDTLRAAFKKLIQGLIS 

AEQLAQALAEQNGVAWES1DA 

WQIPSSLIAEMPASVALHYAVL 

PLRLENDELIVGSEDGIDPVSLA 

ALTRKVGRKVRYVIVLRGQ1VT 

GLRHWYARRRG H DPRAMLYN 

AVQHQWLTEQQAGEIWRQYVP 

HQFLFAEILTTLGH1NRSAINVL 

LLRHERSSLPLGKFLVTEGVISQ 

ETLDRVLTIQRELQVSMQSLLL 

FCAGLNTEQVAQLESENEGE 


24827 


55195 


B 


24965 


31 


205 




24828 


55196 


B 


24966 


69 


402 




24829 


55197 


B 


24967 


1 


721 




24830 


55198 


A 


24968 


1 


1703 




24831 


55199 


A 


24969 


2853 


2889 


L1IGLDLPAVSAIFQRALRFTHV 
GIADGGAYVVQR/HRPDEPRRR 
CCSE 


24832 


55200 


A 


24970 


297 


473 




24833 


55201 


A 


24971 


1179 


2148 


CQVLRPRTKRLNVLFLHRMQH 

QWRQRELVHNMCFV1ACAKRK 

RAPFVQAAEEVXRPGQHDDEFP 

LAIWQTGSGTQSNMNMNEVLA 

NRASELLGGVRGMERKVHPND 

DVNKSQSSNDVFPTAMHVAAL 

LALRKQL1PQLKTLTQTLNEKS 

RAFADJVKJGRTHLQDATPLTL 

GQEISGWPASRSGTGSWRYSGG 

YWTKYPSGVCASRSKMNWYST 

RASDGGHASDAVRTAQAADRE 

LRAPVRDELNASITSKTRLAEST 

SLAEWVKASPHDDDKPILLPGE 

WEVNTRRERQKQGIPLDAGSW 

QAICDAARQIGMPEETLQAFCQ 

0 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


24834 


55202 


A 


24972 


166 


365 


NPFSNSPWETYPVAFTIPLALFM 
GIYLRYLRPGRIGEVSVIGLV/SP 
DFRHYLWRLGGRKSDLGTVL 


24835 


55203 


A 


24973 


83 


362 


KPPCFLQASVTCWLRLPFASMII 
LPPCACS*ST*ES1RPAVVGPREP 
EGITFRRFGRTRVVNRMIFDVL 
RHLFTVIHPLFQFGVTYITTDDN 


24836 


55204 


A 


24974 


584 


853 




24837 


55205 


A 


24975 


1 


3017 


MSQDPFQEREAEKYANPIPSRE 

F1LEHLTKREKPASRDELAVEL 

HIEGEEQLEGYA&VLAPESGILI 

MRPTLTMPALTKFVDGTGPVW 

TGNLFPFLFITIACGAVSGFHAL1 

SSGTTPKMLANEGQACFIGYGG 

MLMESFVAIMALVSACHDPGV 

YFAMNSPMAVLAPAGTADVV 

ASAAQVVSSWGFSITPDTLNQI 

ASEVGEQSIISRAGGAPTLAVG 

MAYILHGALGGMMDVAFWYH 

FA I LFEALFILTA VD 


24838 


55206 


A 


24976 


3 


206 


EPDFLPL**RRNHEQNYRDGKC 
TGSYRSLRTGR*SGQYDHHLRS 
DPGKSENGRSTGRRRCTGTSVA 
G 


24839 


55207 


A 


24977 


-> 


982 


GDAEPFVFLPRVRKDHEYSLDH 

YQHRFYLRSNRHGKNFGLYRT 

RMRDEQQWEELIPPRENIMLEG 

FTLFTDWLVVEERQRGLTSLRQ 

INRKTREVIGIAFDDPAYVTW1A 

YNPEPETARLRYGYSSMTTPDT 

LFELDMDTGERRVLKQTEVPGF 

YAANYRSEHLWIVARDGVEVP 

VSLVYHRKHFRKGHNPLLVYG 

YGSYGASIDADFSFSRLSLLDR 

GFVYAIVHVRGGGCKINLVVD 

NGKIVRAEAAQGKTNQGTLCL 

KG Y YG WDFIM DTQ1 LTPRLKTP 

MIRRQRGGKLEPVSWDEALNY 

VAERLSAIKEKYGPDAIQTTGSS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sentience 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

rrtrinn for npnfiflp 

sequence 


Nucleotide locution of last 
codon for last amino acid 

of npnttflp cpmipnrp 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /^possible nucleotide 

Hplpfinn \=nf>^cihlp niirlprkti Hp inc»rt!<in\ 


24840 


55208 


A 


24978 


1339 


3640 


SPLSTAGIS1CGPLLIITDVDLGT 

TVAGI KGM1ATGEGTTEWNSV 

MVAMLLTLIPPVVIVLVMQRAF 

VRGLVDMRNKMAGLKLQAVT 

KSWDGKTQVIKPLTLDVADGE 

FIVMVGPSGCGKSTLLRMVAG 

LERVTEGDIWINEQRVSELRLIG 

YMSRKMGGGKNRREPHIDVKR 

G1FGLSITPEFSEPLAEDFLSRRQ 

YGIRFRNLETGNWYPELLDNVE 

PSFVWANDSW1FYYVRKHPVT 

LLPYQVWRHAIGTPASQDKLIY 

EEKDDTYYVSLHKTTSKHYVVI 

HLASATTSEVRLLDAEMADAE 

PFVFLPRRKDHEYSLDHYQHRF 

YLRSNRHGKNFGLYRTRMRDE 

QQWEELIPPRENIMLEGFTLFTD 

WLVVEERQRGLTSLRQ1NRKTR 

EVIGIAFDDPAYVTWIAYNPEPE 

TARLRYGYSSMTTPDTLFDLD1 

DTGERRVFKPPE/V/PGFYAA/SY 

RREPRW/IVSADGVKYSFV\APR 

QH FRRDAPVLSFLLFSDRAPFR 

NNGPRVVLLLGYYHPELLGVT 

YSQLSVHEARPKPLP1PHSRHRH 

VPTRNEMAQEKERPAGSQSLFR 

GLMLIE1LSNYPNGCPLAHLSEL 

AGLNKSTVHRLLQGLQSCGYV 

TTAPAAGSYRLTTKFIAVGQKA 

LSSLNIIHIAAPHLEALNIATGET 

1NFSSREDDHAILIYKLEPTTGM 

LRTRAYIGQHMPLYCSAMGKI 


24841 


55209 


A 


24979 


1 


248 




24842 


55210 


A 


24980 


839 


1625 


PDA FILTTKPAG A 1 PTSTSITRPIP 

FCPSFAPCENATPAAET/HQRNT 

RPEWRFTFAFFLFAIFRNAVNT 

VTMSIRKG1GVHHNAANLVPW 

MTKFFQRFGIAFQSRGAVFHQH 

HHAGYAGQRGKTALAEQRLVF 

GFGINKQMRAVPLIGEVYQFSG 

♦CQRQSFTADGFTDSNA FNNIS 

GNSTARDKLFIAGYGNRYFHC 

GVNAQIIFMQELGDFRHFVIF/A 

QKGNEYHGDTR1SPGRFRRGHH 

PLG ALRLAASVERSGNG HRA 


24843 


55211 


A 


24981 


2538 


2864 


GSSLINSKVMP/SF*QQNRKFAY 
KRAGVATDEFHAESFVRGRAP 
MKRKL*LFMQLGGDVIQPFDGF 
IAGNTVYRCQQLAVGDAVGK1 
LHNRYAFRQQSTV IQQQCRH LP 


24844 


55212 


A 


24982 


J 


1281 





3299 



WO 01/075067 PCT/US01/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24845 


55213 


A 


24983 


1 


2180 

i 

-lis-.-: ; 


METLNLYADLRSVTGEALLLL 

DEPGVGVDPISRRELWQMVHE 

LAG EG M L 1 L WSTS YLDE A EQCR 

DVLLMNEGELLYQGEPKALTQ 

TMAGRSFLMTSPHEGNRKLLQ 

RALKLPQVSDGMIQGKSNIVGI 

KDTI DS VG HLRTMINTVKSVRP 

SFSVFCGYDDHLLNTMLLGGD 

GAITASANFAPELSVGIYRAWR 

EGDLATAATLNKKLLQLPAIYA 

LETPFVSUIKYSMQCVGLPVET 

YCLPPILEASEEAKDKNRPLVD 

LEHAALQVGKGIIPPPLREYGAS 

EVRSVTRAFNHMAAGVKQLAD 

DRTLLMAGVSHDLRTPLTRIRL 

ATEMMSEQDGYLAESINKDIEE 

CNAI1EQFIDYLRTGQEMPMEM 

ADLNAVLGEVIAAESGYERE1E 

TALYPGSIEVKMHPLSIKRAVA 

NMVVNAARYGNGWIKVSSGTE 

PN R A WFQ VEDDG PG I A PEQRK 

HLFQPFVRGDSARTISGTGLGL 

AIVQRIGDNHNGMLELGTSERG 

\G LS I RA WLP VPGTRAQGTTK E 

GAREDAVEFFAKLGFVNQGE1T 

TPTTTPIRHFLMIKPVATLDDIL 

HRGDWCAQLQQAWYEHIPLSE 

KMGVRIQQYTGQKFITTMPETG 

NQNPHHTLFAGSLFSLATLTGW 

GLIWLMLRERHLGGT1ILADAHI 

RYSKPISGKPHAVADLGALSGD 

LDRLARGRKARVQMQVEIFGD 


24846 


55214 


A 


24984 


875 


1150 




24847 


55215 


A 


24985 


1507 


1974 




24848 


55216 


A 


24986 


1 


1006 




24849 


55217 


A 


24987 


1491 


1703 


RECRYATNGKNNGCCRSAGSD 
FSSRLRYVR*PFIYTQ*SCGIGH 
CPGTDIRAK1RRTARFIKNYGTY 
CPS 


24850 


55218 


A 


24988 


1 


1758 




24851 


55219 


A 


24989 


1773 


2165 


PSRGVEVMSGWNWQATNRRV1 
RNFDDLDQLIIPGTARNAQTCIF 
NFVTVTMTLNNCRRIVQLANQ/ 
DYRQPTGTAVAETHGTAE1ALL 
ATNFNVAVF1APLGNQRHNRVL 
TVWUKFRJIVGVLHVGNMASVI 
N 


24852 


55220 


A 


24990 


1 


141 


SPGKIRPVIAAAMKQIKEFMSP 
DS DF FR Y M KTPTS ATR * Y1M DCG 
TGQ 
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SEQ 10 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
coaon lor pepuue 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowru 
*=Stop codon» /^possible nucleotide 
uciciiuii« \— |iu»aiuic iiulicuiiuc insertion^ 


24853 


55221 


A 


24991 


1430 


1933 


PI1VCMGSLTMPDSACMAPFPPS 

A v KRWisoarrri rSrtnliaPv,A 

CYPRCYRTVKGVL**HHR*W/V 

L1STPGRGAYAASKYALEAWSD 

ALRMELRHSGIKVSLIEPGP1RT 

RFTDNVNQTQSDKPVENPGIAA 

RFTLGPEAWDKVRHAF1SEKP 

KMRYPVTHGDLWR 


24854 


55222 


A 


24992 


1318 


4265 


LAI V ALFLDLQNH I FSKG FWPS 
DKFYAAKVEEQNQRHQRYHGT 
S YNLEPDI KSSPGGLRDI HTLQ 
WVARRHFGATSLDEMVGFGFL 
TSAERAELNECLH 1 L WRIRFAL 
HLVVSRYDNRLLCVHPTLLTTL 
DI HGE AQI WRREVSSRYGQYPK 
AQAAQPDQLMSDYFFRVSLAM 
QNKTLLFSLDDTLVNN A LQTLN 
KTRPAMVDVIPTDGIVPLYIMPQ 
G1AKLLRNETLTSLPKNLEPVFY 
NAAQTLLMPKLDAL 


24855 


55223 


A 


24993 


1 


454 


MGFDDTRDRALFEDSAMSQQP 

TVPDRLRWLLQTFKYQKNIRI* 

STPRKKPMRHS1WNIWGSRRC 

WSNPKRTFMSISVRGNMAAIM 

SFHTSAVMRSHCSILTT1KSRW 

ATLNTL1LR 


24856 


55224 


A 


24994 


65 


330 




24857 


55225 


B 


24995 


1 


1998 




24858 


55226 


A 


24996 


1175 


1877 


QQVPQKGPGRAKRHLHAAGW 
HWHQRDRCPEEKNVRQ*RRYR 
AVRFHI 


24859 


55227 


B 


24997 


1 


3117 




24860 


55228 


A 


24998 


1888 


2412 


ARFKHVGDGTVTHRLFRRAAQ 

IVRVV*RAVSHRQHFTGVDIHQ 

HG ATRFSLVKGHRJ VQFAINQR 

LQAFINTQRQVVRSLAVSRRNI 

FNYATIAVFTHNALTRLPGKPF1 

ETLLNALNPLTEHAARDLEDSP 

VRITAYIEDVDALAQAGADIIAI 

DGTDRPRPVPVETLLAR1HH 


24861 


55229 


A 


24999 


1 


2457 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
salience 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540 2 1 7 


Nucleotide 
location or first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of* nt ntiflf cfmipnre 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
riHftinn \~nn<rtinle nticlf ntirlf invert inn I 


24862 

- ! -A, 


55230 


A 


25000 


1 


3019 


MAALRQSFWSQLFDRVHIGLD 

FFDASINRIAAWV1GTRNMKKA 

LLRALLEPTAELRNWKRRAITL 

RVWHCWKSRNRCRGRRSGKCI 

AN VTI RQQDHQI ET VFINQRLH 

ERMFPPF VLF A ERLSGDEDLG L 

KAPILEALNDLGYEKPSPIQAEC 

IPHLLNGRDVLGMAQTGSGKT 

AAFSLPLLQNLDPELKAPQILVL 

APTRELA VQV AEAMTDFSKHM 

RGVNVVALYGGQRYDV.QLRA 

LRQGPQIVVGTPGRLLD 


24863 


55231 


A 


2500) 


60 


545 


PSPFTAGASMAVERSTG\HEGE 

LVLETLV1DGDENT/CAGTRRSL 

RANA*CLFHPFRAGAEKLAEEV 

WFCRYPHCGCEQNTTTEEQRR 

TEWMVTESLADFLDPHDPGKT 

VEGYPAPKRARNRMRAEDHRQ 

RLRHRTRKKQTHGQRRRHRPE 

PAQRQPQTGTTD 


24864 


55232 


A 


25002 


1410 


1575 




24865 


55233 


A 


25003 


200 


691 




24866 


55234 


A 


25004 


1336 


2028 




24867 


55235 


A 


25005 


1 


345 




24868 


55236 


A 


25006 


67! 


1204 


RTSDKLPFCRRSRMENLARFLS 

TTLKQLRQQRGWSLSRLAEAT 

GVSKAMLGQIERNESSPTVATL 

WKIATGLNVPFSTF1SPPQSAT/P 

SLFPYDPQLCFEHLAIQMASGAI 

SESTPHEKGVIEHVVVIDGQLD 

LCVDGEWHTLNCGEGVRFAAD 

VTH I YRNGGEQTVHFHSLIHYP 

RS 


24869 


55237 


A 


25007 


2251 


2466 




24870 


55238 


A 


25008 


181 


626 


WQNFDTCGGDMLDKLDAALR 

FQQEALNLRAQRQEVLAANIA 

NADTPGYQARDIDFASELKKV 

MQRGRDATSVVALTMTSTQHI 

PAQALTPSTAELQYRI\PANPSL 

DGNTVDMDRERTQFADNSLQY 

QMSLSALSGQIKGMMNVLQSG 

N 


24871 


55239 


A 


25009 


57 


278 




24872 


55240 


A 


25010 


171 


532 


KPVQFAIADGNNQPLALLNIHL 

PVMMLAIAHGPLLPAFPPELLV 

LFDDS/PLSSRVLLINAFSGGSDT 

AMRRAGKGAPAFLLPELPHTV 

VSPFLPQSSPRRKPIMSKRJPSAV 

NQRNPRQ 


24873 


55241 


A 


25011 


1 


648 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


24874 


55242 


A 


25012 


158 


514 


VLQLIKAVWTQRTQKPSWLHP 

VDSAPGLQMELPASPVPCTCTP 

QPLGGRWDWALWSRGWRJLLR 

RLGPHRSPRRS*GSGLWPWPAQ 

KGAP1VQRWAKGLLKCHQSGS 

PGRGGAESERGL 


24875 


55243 


A 


25013 


1 


693 




24876 


55244 


A 


25014 


119 


304 


DRRRCAHKITVIPKRMT1AGIRL 

PPQTVNI*LGNFLRAL1ASTAGI 

MTAQMVAHSPAPPIP 


24877 


55245 


A 


25015 


361 


540 




24878 


55246 


A 


25016 


191 


446 


AKRRLGVYDADCCSIDKTQSLS 
ACTTRNCGAYSKCLCGKYAKP 
VGG I PQPLQESH VR* CCN V M EL 
SPCSDFT**HPPGAVSQPQT 


24879 


55247 


A 


25017 


1 


2259 




24880 


55248 


A 


25018 


1 


1170 




24881 


55249 


A 


25019 


3 


1240 




24882 


55250 


A 


25020 


1 


1259 


MAGPRYPVSVQGAALVQ1KRL 

QTFAFSVRWSDGSDTFVRRSW 

DEFRQLKKTLKETFPVEAGLLR 

RSDRVLPKLLGQASLDAPLLGR 

VGRTSRGLARLQLLETYSRRLL 

ATAERVARSPTITGFFAPQPLDL 

EPALPPGSRVILPTPEEQPLSRA 

AGRLS1HSLEAQSLRCLQPFCTQ 

DTRDRPFQ AQ AQESLD V L L RH P 

SGWWLVENEDRQTAWFPAPYL 

EEAAPGQGREGGPSLGSSGPQF 

CASRAYESSRADELSVPAGARV 

RVLETSDRGWWLCRYAGAGPE 

ELDTSARNAGALTRRREIRDAA 

TLLRLGLAYGPGGMSLREVTA 

WAQLHDVATLSDVALLKRLRN 

AADWFGILAAQTLAVRAAVTG 

CTSGK/QIASCRWNSNQCARGR 

QR*MATTYG1*SSYLSVH*F*AN 

RQQRR 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

AQ/CjIA TIT 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


24883 


55251 


A 


25021 


803 


2061 


AKPAARGGILAAPVRDTLFLYF 

rlkknqrqegfintypwpkkp 

gifymcvpikganaqdvaafc 

vtargrqnclwesiargpalin 

nrgaargrcndrvvevdhgfa 

vltfnfqgvspgeftqtvdhfd 

faafrhtsqttgqlidhflfpgt 

nlvdigfrfaeddtvfsqrfgf 

fdnfcyvqqcfrrdtadvqan 

takgvvtfydygfqtywvkv 

ldpgsevvaeagdgasaidlAh 

rldidvilldlnmkgmsgldtl 

nalrrdgvtaqiiiltvsdassd 

vfalidagaagyllkdsdpevl 

leairagakgskvfservnqyl 

reremfgaeedpfsvlterelad 

V LHEL AQG LSNKQI AS VLN I S E 
QTVK VH I RN LLRKLN VRSRV A 
ATILFQSAAFRSRFRRATSDNV 


24884 


55252 


A 


25022 


1 


1569 




24885 


55253 


A 


25023 


2151 


2709 


YLREASETARRQFTLPWILYNF 

RDLTGQDLTPETVTRLALQNEN 

IVGIKDTIDSVGHLRTM1NTVKS 

VRPSFSVFCGYDDHLLMTMLLG 

GDGAITASANFAPELSVGIYRA 

WREGDLATAATLNKKLLQLPA 

IYALETPFVSLIKYSMQCVGLPV 

ETYCLPPILEASEEAKDKVHVL 

LTAQGILPV 


24886 


55254 


B 


25024 


1 


1201 





3304 
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SKQ ID 
NO: 


SEQIUNO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

r» nrtrvn fin r ns*t\ttrl+ 
IUUUI1 IU» |1C|J1IUC 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /= possible nucleotide 

flplptifin \=I1fVQCihIf miflpfttifl^ inc»rtinn\ 


24887 


55255 


A 


25025 


1 


2209 


MIGEIRDGETAEIAIKAAQTGHL 

VLS 1 LHTNS 1 CE 1 LVkLQQMO 

VARWMLSSALTLVIAQRLVRK 

LCPHCRRQQGEPIHIPDNVWPSP 

LPHWQAPGCVHCYHGFYGRTA 

LFEVLPITPVIRQL1SANTDVESL 

ETHARQAGMRTLFENGCLAVE 

QGLTTFEELIRVLGMPHGDGAA 

MDREENELGVSCIAVPVFDIHG 

R V P Y A VSI SLSTSRLKQL Y AG LP 

VWCDGSRFFAQKARAIKCKQW 

GYVGAKSRQRWLFYAYDRLRK 

TV V AH VFGERTM ATLG RLMSL 

LSPFDVVIWMTDGWPLYESRL 

KGKLHVISKRYTQR1ERYWLNL 

RQHLARLGRKSLSFSKSVELHD 

KAAGGVPVLVRELLKAGLLHE 

DVNTVAGFGLSRYTLEPWLNN 

GELDWREGAEKSLDSNVIASFE 

QPFSHHGGTKVLSGNLGRAVM 

KTSAVPVENQVIEAPAVVFESQ 

HDVMPAFEAGLLDRDCVVVVR 

HQGPKANGMPELHKLMPPLGV 

LLDRCFKIALVTDGRLSGASGK 

VPSAIHVTPEAYDGGLLAKVRD 

GDIIRVNGQTGELTLLVDEAEL 

AAREPHISELSAFTFGTGRGYSA 

AFGVKCPFRKRALSDPCYAMR 

EVADFLINKGVDGLFYLGTGGE 

FSQMNTAQRMALAEEAVTIVD 

GRVPVLIGVGSPSTDEAVKLAQ 

HAQAYGADGIVAINPYYWKVA 


24888 


55256 


A 


25026 


1 


3395 


MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKYIPCSWLGRJNIVKMAILAK 

V 1 Y RFN A IPIKLPMTFFKELEKT 

TLKFIWNQKGAASRSNPEPKNK 

LEDHITNSTIYRLSTKSCSVSGL 

KQTLLAESEALTSYSHRVFSAW 

DFG LCG D VH VRLRQRJI L YELK 

GQVPALLLDDGTLLTEGVAIM 

QYLADSVPDRQLLAPVNSISRY 

KTIEWLNYIATELHKELKLFSFH 

WSTTSHKGLGM 



3305 



wo 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24889 


55257 


A 


25027 


145 


681 


FNGATQRJFDARGKPSTYIGSIQ 

HVNADVDQRATTLQFFIGKDTP 

AG1MAAATQGAGGGMVNLSQN 

AVGHLFTQLLRJERKTMVKVV 

GQHLAQFARGIDISRACYHMA 

ARFQCHQGMFVMKTVR*ADA 

N H 1 RFHCQQHG L Rl VPH G C I P V F 

FCQRLPLGKAAVTDSYQFQIRC 

GCSSTKH 


24890 


55258 


A 


25028 


696 


953 


LSGLCSVRRAYPGGRSCPGVP* 
FVGLVARRPGGG*GSCFVLLHP 
QRSGTGGCL*QPPFPGAGAGRK 
IRECIRVGRSAGHAAGGET 


24891 


55259 


A 


25029 


3 


506 


RGKPSTYIGSIQHVNADVDQRA 

TTLQFF1GKDTPAGNAAATQGA 

GGGN VNLSQNA VG H LFTQLLRJ 

ERKTMVKVVGQHLAQFARGID 

ISRACYHMAARFQCHQGMFVM 

KTVR*ADANHIRFHCQQHGLRI 

VPHGCIPVFFCQRJLPLGKAAVT 

DSYQFQIRCGCSSTKH 


24892 


55260 


A 


25030 


291 


560 




24893 


55261 


A 


25031 


63 


404 




24894 


55262 


A 


25032 


660 


1073 


LSHECSFWLTNQLVSPRAQTVS 

GELQPAYAHGVLCRQYPSAFE 

KASETPQSSNPCPSSYTIHPTVE 

NFQTCRNQHLSKGCLINAGRA 

GPSPGTGGWGELEVAAAARLQ 

GAWKRHLQSSRPPGQALFASPP 

*WTGSVQ 


24895 


55263 


A 


25033 


272 


511 


GSDTALPSAIAAPLLAAMAWLP 
PRERGTL A H/QVLEH YQL AQLP 
VSA17QMPLHCPPQAIAHHQQL/ 
EQQALASLQNWGVFHV 


24896 


55264 


A 


25034 


1 


3300 




24897 


55265 


A 


25035 


1117 


1376 


PPPIGLTYSSSASPLSLFCTVRKP 
FSRSCW*QTNSNPISSCPELVTP 
SE* L* PRRSI RLDSLS A VRG FAS 
RJWLSSAITFPSGSLA 


24898 


55266 


A 


25036 


207 


427 


DEHLQQRKKPLFLNYGRTEQA 
SVK*RISWVQNPERSSLC*GILA 
A*NPMSVSGL*LT*HCLSARRY 
ELVCQPK 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/^40.2 1 7 


Nucleotide 
location of first 

rndon for nmlirlf 
sequence 


Nucleotide location of last 
codon for last amino acid 

of nrntirlr vrnn^nrp 


Amino acid sequence ( X=Unknown, 
*=$top codon, /^possible nucleotide 

ilrlftion Y=nfK*tihlp nnrl^ntirlr inc»rtiAn\ 


24899 


55267 


A 


25037 


2012 


2547 


LKFARPKLWGIFRNRQYHHML 

CMWVrtiL;nrnLiJi\uAnnjnL 

MRLEHPNASAEAALTMLAQLS 

PAQSGEALHGLLALARHQLAC 

QPAFIAGFSSHLNQLSEADFINA 

LPDLRA AMA WLPPRERGTL A H 

QVLEHYQLAQLPVSALQMPLH 

CPPQAIAHHQQLEQQALASLQN 

WGVFHV 


24900 


55268 


A 


25038 


1 


150 


DKASRGRSRQQS/CAVLQPLLVI 

PRQT/.WVWSGPPANSSRPGEEG 

PDC*K£N 


24901 


55269 


A 


25039 


1 


150 


DEASRGRNRQQS/CAVLQPLLV 
IPRQT/WVWSGPPANSSRPAEEE 
PDC*KEN 


24902 


55270 


A 


25040 


96 


389 


PCLSP*LYPSGVHICSTFIYGFYN 

T*PCTSQSLFWQHSC*GSITSSS 

YFYLLPEEGTGSNLCCSAASAG 

DTQANRVWSGPPANSSRPAAE 

GHDCWKEN 


24903 


55271 


A 


25041 


1181 


1364 


VSLGNI KFRQTGAPLGQSFQRK 

EQSAIFAVLQPPLVIPRQI/WVW 

SGTPADSSRPAAEGPDC*KEN* 

RVNRQPTEWEKIFPIYPYDKGLI 

SRJYKELKQIYKJCKIKPPHQKV 

GKGYVFSKEDIYAANRHMKKC 

SSSLAIREMQIKTTMRYHLTPA 

NRGIEIINCPFLDDAASCIDPTYS 

SNIFPPVNLSWGLPMKPKEVKI 

KRQKKEHLLKDRDFSFQEPIMA 

LRTVILEILMEKEMDNSQRECIK 

DILTKHLVELSILARTFKNTQLP 

ERAIFQIKQYNSVSCGVSEWQL 

EEAQVFWAKKEQSLALSILKQ 

MIKKLDASCAANNPSLKLTYTE 

CLRVCGNWLAETCLENPAVIM 

QTYLEKAVEVAGNYDGESSDE 

LRNGKMKAFLSLARFSDTQYQ 

RIENYMKSSEFENKQALLKRAK 

EEVGLLREHK1QTNRCPSGTKL 

PEEGTVSNLCCSAASTGDTQAN 

RVWSGTPADSSRPAAEGPDC 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknowii, 


NO: 


of peptide 


hod 


inUSSN 


location of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




sequence 




09/:»4(l,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possihlc nucleotide insertion) 


24904 


55272 


A 


25042 


42 


963 


VQEGCVRPFCCRSAGVCWRST 

PDSVCLGITSGGCRTAKTAACS 

FLWKLCPRGTPARCQVECSYTR 

C LSVSLLGG VSQAG GTR V RDPL 

EEEVCPLAELERCAGRSVAVFR 

ASRQEHLRLLKLTSQPPLPPGA 

LSQGDGSFIYKPLTGVAAFLSD 

ALPK.RRNLERQSGYSTFEELCF 

QKRTWGRDAVRISDLLLGDHS 

HFGKCPISRLERAENMPVVSEL 














SAAGCSTEVNHVFVGIIWQKGK 
CSKYTAPSKSSVPVSSTRGHVHI 
TVQNPTLVPFVGKLNIDSP1GDR 
NI PVLTAGNCKTLGDLRSFPHN 


24905 


55273 


A 


25043 


98 


352 




24906 


55274 


A 


25044 


3 


414 


PEEALCALAELERCAGRAAALF 

RAERQKRLRLLKLHPQPPLPPG 

ALSQRDGS\LSISP*LGL\RLSFR 

DA LPREQFYRLFTDRSDRVPEN 

SVTDVCHI ESKMEPLRLGP/SN V 

SIMRPSLVCSFTTLVFISSNAQSS 

LVA 


24907 


55275 


A 


25045 


2 


1544 


STTRGSPPQEARQYRHNQAYA 

YSIQGDGAEDDDER1VRFHTRL 

PVFMLPPTPRKTSWIVAPVLEV 

L A RA1 RHETEIQG IHTGTEDVPV 

SLFADDMI1YLDNLKDSSRKLL 

EVIRDFSKVSGYKINVHESVAL 

LYTNNDYAENHIKNSTPFTIGY 

VLAFVVMVIAVSCVRLLYAHN 

CTQHTSLKHKCQAWVVTTVDA 

AAFMTQATREERRIAYSAPGGY 

FFH 1 LE V L ART! RQEKEIQG IQTG 

KEEVKVSLFADDMIIYLENLKD 

SSRKLLEVIKEFSKVSGYKINVD 

SRGSPTDLVIYKEEIVFLIVPKA 

KKSKIKVLASDPLCYAATTWR 

MTIIAGLPVEYNDRFIRGIAVFA 

PWRKTPGIYHQSHDPLCYAATT 

WRMTIIAGLPVEYNDRFIRGIA 

VFAPWRKTPGIYHQSHGACLG 

RRSRTITVVDAQPQVMDMDPT 

CSLFTTGQCLGEPDLLASARRL 

QFFSHQYS1AVLMANARGNSA\ 

LW\DNYGGLIVRADRGSLLLVG 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 

3C(]UCHCC 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

couun lur |fc|hiuc 

sequence 


Nucleotide location of last 
codon for last amino acid 

Ul pcpilUC aCt|UCIHC 


Amino acid sequence ( X=Unknown, 
"=Slop codon, /=poxsible nucleotide 


24908 


55276 


A 


25046 


1 


1228 


MLQSNRTAASHSPSIQPAIQPA1 

QPASQLSIHNLWTQFRHSTKIPV 

EWVNGEWLNGRMPEDHHEWQ 

CNYQNVQQFIDEGNYTSGDNH 

TLRDPHYVEDKGHKYLVFEAN 

TGTENGYQGEESLFNKAYYGG 

GTN FFRKESQKLQQS AKKRDA 

ELANGALGIIELNNDYTLKKVM 

KPLITSNTRETVDFNGKHIHVR 

GAKLLFPAIQQPYPPLYFGGSSD 

V AQELAA EQV DLYLTWG EPPE 

LVKJDFIEQVRAKAAAHGRKIRF 

GIRLHVIVRETNDEAWQAAERL 

1SHLDDETIAKAQAAFARTDSV 

GQQRMAALHNGKRDNLEISPN 

LWAGVGLVRGGAGTALVGDG 

PTVAARINEYAALGIDSFVLSG 

YPHLEEAYRVGELLVPLLDVAI 

P\EIPQPQPLNPQGEALRKK 


24909 


55277 


A 


25047 


1 


1075 


MTIKGEQAKKQLIAAALAQFGE 

YGNTNATTRE1AAQAGQNIAAIT 

YYFGSKEDLYLACAQWIADFIG 

EQFRPHAEEAERLFAQPQPDRA 

AIRELILRACRNMIKLLTQDDT 

VNLSKFISREQLSPTAAYHLVH 

EQEAEHRFAMGELPDEVLEICQ 

RLAKLTEMLRGLAELFLNDLSE 

KTGSHDIVRLHRLILQMNRALG 

MFEAQSKLWRLASLAQSSGAP 

VTKWATREEREGQLHLWFHCV 

GIRVSDQLERLLWRS1PHIIVTS 

ATLRSLNSFSRLQEMSGLKEKA 

GDRFVA/SGFP/HLTTANRAiCLL 

FPGCALSLPSTTKSSILPKWRPF 

SVSRWRAKNISVCWYCLPADG 

RCSAFSTM 


24910 


55278 


A 


25048 


530 


642 


LKTLW/PAVQEPVPHRYHGATV 

FR1MQTIFIKQICRLLL*GTAGHF 

VCGITACHAAEAAHRLTVQPVP 

RILDQRRPAQLHSRQVTAAIRQ 

PLHRRQAVRRDAVCQPLLVVC 

VFRLMLPQQFPRLRVLHRLAFA 

GQAAFIVIAIVDGNTVAFAQVA 

DVCQPAVAIlLPLLLCEFSGQVr 

MITLRPPVKAALLYQPVQRIVT 

EDAVAAVQEPVPHRYHGATVF 

R1MQTIFIKQ1CRLLL 


249 11 


55279 


A 


25049 


1075 


1479 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkiiown, 
*=Stop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


24912 


55280 


A 


25050 


2 


588 


RWSSLTSSRYGFCRCPESADKE 

CLHVKSAAGKKATNVGHYAG 

WLRTYSPHLAAHRVNFFFGINA 

HMDQRGPGRLM1SCNEACGSA 

CYSNHSYMRNDKHAVRRADSG 

RAEGGGPRVKSVIKLAPVITPKX 

KPVVSTLKHWVLMLAWVTCSP 

LTV L\SPDG EMFDV M EKYA FS A 

WKWKRLRLA1SQATFHALLPE 

KJG 


249 1¥ ' 


55281 


A ' 


2*505 1 


912 


1169 1 




24914 


55282 


B 


25052 


i 


1665 




24915 


55283 


A 


25053 


43 


302 




24916 


55284 


B 


25054 


116 


1534 




24917 


55285 


A 


25055 


1 


1017 


NVQQFIDEGNYTSGDNHTLRDP 

HYVEDKGHKYLVFEANTGTEN 

GYQGEESLFNICAYYGGGTNFF 

RKESQKLQQSAKKRDAELANG 

ALGI1ELNNDYTLKKVMKPLITS 

NTRETVDFNGKHIHVRGAK.LLF 

PAIQQPYPPLYFGGSSDVAQEL 

AAEQVDLYLTWGDPADLWNEI 

VEQVRAKAAAHGRKIRFGIRLH 

VIVRETNDEAWQAAERL1SHLD 

DETI AKAQA AF\A RTDS VGQQR 

MAALHNGKRDNLEISPNLWAG 

VGLVRGGAGTALVGDGPTVAA 

RINEYAALGIDSFVLSGYPHLEE 

AYRVGELLVPLLDVAIP\E1PQP 

QPLNPQGEALRKK 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
inUSSN 


Nucleotide 
location of first 

cwion iitr pc|tiiuc 
sequence 


Nucleotide location of last 
codon Tor last amino acid 

nf rwnliHp vrnit^ni'r 

Ul |SC|J1IUC >CI|UCIJCC 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


24918 


55286 


A 


25056 


1 


2677 


MVLNRLLTGLFFGSTPPRCHYD 

LIGADPDRT1RSVRLYWRHSLN 

ELISMLPKFNKELTRKLFKLQE 

MLPFLNLHMSPERMLQRMDSE 

KVVTFTTALMTGLSGAMASVL 

LLVMTVVFMLFEVRHVPYKMR 

FALNNPQIHIAGLHRALKGVSH 

YLALKTLLSLWTGVIVWLGLEL 

MGVQFALMWAVLAFLLNYVP 

NIGAVISAVPPM1QVLLFNGVY 

ECILVGALFLVVHMVIGNILEPR 

MMGHRLGMSTMVDGVRVLKD 

GTDLNQTGSFYLAARPYAEKN 

GAFIQGVLATFSEADALTRSQR 

EQSIALLAKTMGLPAPVIASLLE 

ISQPVSNHPIRTRLTAEVAALQQ 

QTADLFYENRLVPKKVD1RQRI 

WQPTRLEGKQFMSLNMFWFLP 

THGDGHYLGTEEGSRPVDHGY 

LQQIAQAADRLGYTGVLIPTGR 

SCEDAWLVAASMIPVTQR\LKF 

LVALRPSVTSPTVAARQAATLD 

RLSNGRALFNLVTGSDPQELAG 

DGVFLDHSERYEASAEFTQVW 

RRLLQRETVDFNGKHIHVRGA 

KLLFPAIQQPYPALYFGGSSDV 

AQELAAEQVDLYLTWGEPPEL 

VKEKIEQVRAKAAAHGRKIRFG 

IRLHVIVRETNDEAWQAAERFV 

LSGYPHLEEA/YRVGELLFPLLD 

V A I PE/IPQPQPLN PQGE A V AND 

LSPRRTVAASGDQLLAGAVGFS 


24919 


55287 


A 


25057 


114 


372 




24920 


55288 


A 


25058 


2270 


2760 


TSPIPSQIRQYSIA/VGSTGNLGL 

SIGIMSARIGFKVTVHMSADAR 

AWKKAKLRSHGVTVVEYEQD 

YGVAVEEGRKAAQSDPNCFFID 

DENSRTLFLGYSV/AGQRLKAQ 

FAQQGRIVDADNPLFVYLPCGV 

GGGPGGVAFGLKLAFGDHVHC 

FFAEPTHSPCMLL 


24921 


55289 


B 


25059 


1 


2460 




24922 


55290 


A 


25060 


1 


993 
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SEQfD 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24923 


55291 


A 


25061 


332 


1349 


1LYDSDIYRFSCRSGGHIPAVIY 

HLSAKRRTMENAKMNSLIAQY 

PL VKDL V A LKETT/WG FI PATL 

HGVKGLPYVGLTEQDVQDAH\ 

ARLSRFAPYLAKAFPGKWLPTG 

G I IES\ELG AL\PAMQKRL\EKEY 

QQPISGQLLLKKDSHLPISGSIK 

ARGGIYEVLAHAEKLALEAGLL 

TLDDDYSKLLSPEFKQFFSQYS1 

A VGSTGNLG LSIGIMSARJGFKV 

TVHMSADARAWKKAKLRSHG 

VTVVEYEQDYGVAVEEGRKAA 

QSDPNCFFIDDENSRTLFLGYSV 

AGQRLKVAQFAQQGR1VDADNP 

LFVYLPCGVGGGPGGVAFGLK 

LAFGDRVHGLQA 


24924 


55292 


A 


25062 


284 


1494 


RLSLPDMFPPVQQFPVSLHRAF 

YRYDKSAYYALRIAGIASRLNP 

RRFSPS1LTPERRCVVTLRNDIR 

RDVLRHNQPRSTASTRQARRR 

MKSSCWHMPTTSKPQALSHTS 

NSPTTSISRPNWSYSNVCNRSRT 

MANLSGYNFAYLDEQTKRMIR 

RAILKAVAIPGYQVPFGGREMP 

MPYG\WGTGGIQLTAS\VIGESD 

VLKVI DQG ADDTTNAVSIRNFF 

KRVTG VNTTERTDDATVIQTRH 

RIPETPLTEDQIIIFQVPIPEPLRFI 

EPRETETRTMHALEEYGVMQV 

KLYEDIARFGHIATTYAYPVKV 

NGRYVMDPSP1PKFDNPKMDM 

MPALQLFGAGREKRIYAVPPFT 

RVESLDFDDHPFTVQQWDEPC 

AICGSTHSYLDEVVLDDAGNR 

MFVCSDTDY 


24925 


55293 


A 


25063 


1 


333 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40 2 1 7 


Nucleotide 
location of first 

rmlnn fnr nentitfr 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


24926 


55294 


A 


25064 


1368 


2451 


PAHAAPGGGC/VRSLACRFLWN 

M RVTG KSYSTLRRVLSA 1 WN W 

RMMRCALTRALVAFRVR/SSVP 

LAAVLAIYARENGAGTMFEPE 

A A YDEDTSI MN DEE A S A DN ET 

VMSVIDGDKPDHDDDTHPDDE 

PPQPPRGG RPGLRG LTL R W FS V 

AAQRSDILDAVTLSLKVAALAT 

LIALVLGTLAAAALWRRDFFG 

KNA1SLLLLLPIALPGIVTGLALL 

TAFKT1NLEPGFFTIVVGHATFC 

V V V VFNN V 1 A RFRRTS WS L VE A 

SMDLGANG WQTFR Y V VLPNLS 

SALLAGGMLAFALSFDEIIVTTF 

TAGHERTLPLWLLNQLGRPRD 

VPVTNVVALLVMLVTTLPILGA 

WWLTAKATYLEKLKV 


24927 


55295 


A 


25065 


1 


2072 


MSEQLTDQVLVERVQKGDQKA 

FNLLVVRYQHKVASLVSRYVP 

SGDVPDVVQEAFIKAYRELTPR 

RPYLLRAFYEWLLDNQLTPHL 

VVDVTLPGVQVPMEYARDGQI 

VLNIAPRAVGNLELANDEVRFN 

ARFGGIPRQVSVPLAAVLAIYA 

RENGAGTMFEPEAAYDEDTSI 

MNDEEASADNETVMSVIDGDK 

PDHDDDTHPDDEPPQPPRGGRP 

ALRVVNVIVAIIFTTKPTAMGIA 

VRPTTAKGETPAIPDVTTTTAVI 

GETARASVVAKCIGIIITTAVPIV 

VKPFANISPATTSVPRFFGLPAS 

SSHTLIGAIIGIGLTNALLTGSSV 

MDALNLREVTKIFSSLIVSPIVG 

L V I AGG LI FL LRR Y WSGTKKRD 

RIHRIPEDRKKKKGKRKPPFWT 

RIALIVSAAGVAFSHGANDGQK 

GIGLVMLVLVGIAPAGFVVNM 

NASGYEITRTRDAVTNFAARES 

EASVIRHSNRFIETINGGRRCSR 

GITLTLHKLR\SAQPLL\AVLNR 

LEQKKPVGLRYDPQAQSLVCLP 

TQTRTGWNLNGFEVGFRPCVR 

LMIYGRSLEAQATASLAAATG 

Y DSHI FDLFP AS AS AQI DTDTA V 

ILLCHDLNRELPVLQAAREAKP 

FYLGALGSYRTHTLRLQKLHEL 

G WS\RQETTQIRAPVGIFPKARD 

AHTLALSVLAEVASVRLHQEE 
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SKQID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

ny/54U,2 1 7 


Nucleotide 
location of first 
co don for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=(Jnknown, 
*=S(op codon, /=pos$ible nucleotide 
deletion, V=po$sible nucleotide insertion) 


24928 


55296 


A 


25066 


2 


332 


AGYSTRTALAIVNKPPSSAIPPT 

SGLASRKRNPASNDFNGCSRGC 

GGGGNAGRLMNGSKRSASTPP 

TIRPTNIAPP\AASPFCAPPARWN 

VSSSGSAPAPRRRANPETQLR 


24929 


55297 


A 


25067 


1 


3192 


MNKKFKYKKSLLAA1LSATLLA 

GCDGGGSGSSSDTPPVDSGTGS 

LPEVKPDPTPNPEPTPEPTPDPE 

PTPEPIPDPEP/TPE/PEPTPEPTPD 

PEPTPEPIPDPEPNQNGAELSYN 

TEKTtTIRDSVFTYTENADGTis 

LQDSNGRKATINLWQ1DEANNT 

VALEGVSADGATKWQYNHNG 

ELVITGDNATVNNMGKTTVDG 

KDSTGTEFNGNNGKVIQDGDLD 

VSGGGHG1DITGDSATVDNKGT 

MTVTDPESM 


24930 


55298 


A 


25068 


1078 


1317 




24931 


55299 


A 


25069 


135 


361 


SCSMLAGLCG*GSSSSVSITTCF 
ALSASTIA*PREPQQALPV*PLA 
LPNSSQDGTPMKATSIFSSPLCT 
RCTRPP 


24932 


55300 


A 


25070 


469 


841 


RWWKQYAAAGFQCMCATAVS 

NLTRPVAA*TAAIPESKSPVLPN 

SPASTVRRS*PVSTMPPIRPGDG 

DHDPRFKAPSGTPHQPPRAGHS 

L\RRHG*TENCTAA*GQLRTPG 

DNGTVMSADTITFP 


24933 


55301 


B 


25071 


I 


2922 




24934 


55302 


A 


25072 


1 


3849 




24935 


55303 


A 


25073 


1 


2280 




24936 


55304 


A 


25074 


672 


1045 


GAVLSINCRTLSPAAASGENVA 
TPP/VTSNNNTPI1NKPKPLALAE 
ATGVIIAPKPPSSAAPMASPVTF 
CAVHKPLIRPNIASGVCVCSIVY 
CSNELTALNQPNSARQTTPKIHI 
GIRPNRPMARN 


24937 


55305 


A 


25075 


650 


1465 


RKPICAADICQLSASAGYSTRT 

ALAIVSGLASRKRNPASNDFNG 

CSRGCGGGGNAGRLNNGSKVI 

NVPAAASP*FQATPPVASNKPPI 

MGE1TDPRRTVNMVIAPACIKF 

SRPTSAGVAANSAVTPSDAKKP 

SHKPSK*IASNDGSGSSALRHSP 

MKPMPQ VPRASKITFLRS* RS A 

STPPTIRPTNIAPPVSVTESPTCQ 

VECV1IW1CTGTATPSKPRDTIE 

MKRARNTARNAGCVSAGSSGS 

SAEVGSSNSKTSGSIASARAIET 

RCC 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 

tUUUII IUI JJCJJHUC 

sequence 


Nucleotide location of last 
codon for lust amino acid 

Ul pcptlUC 9Ct|UCI)CC 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
uciciiuiiy v— ptwuuic iiucicoiitic insertion} 


24938 


55306 


A 


25076 


156 


3092 


LNRRWIANIAKLEAEQARKLK 

KTEKDSLKDEVLHSLLPRAFSR 

FSQTMMWIDTVNGLIMVDCAS 

AKKAEDTLAVLRKSLGSLPVVP 

LSMENPIELTLTEWVRSGSAAQ 

GFQLLDEAELKSLLEDGGVIRA 

KKQDLTSEE1TNHIEAGKVVTK 

LALDWQQRIQFVMCDDGSLKR 

LKFCDELRDQNEDIDREDFAQR 

FDADFILMTGELAALIQNLIEGL 

GGEAQHSGTGSLPEVKPDPTPN 

PEPTPEPTPDPEPTP 


24939 


55307 


B 


25077 


61 


2118 




24940 


55308 


A 


25078 


132 


280 


RRRAALPERSGPGLDHRRVRH/ 
GCHVLPTPVTLVKRRKVSRVD 
AQWKSSV 


24941 


55309 


A 


25079 


1 


1449 




24942 


55310 


B 


25080 


110 


550 




24943 


55311 


A 


25081 


657 


805 


RRRAALPERSGPGLDHRRVRH/ 
GCH VLPTPVTL VKRRK VSRVD 
AQWKSSV 


24944 


55312 


A 


25082 


756 


938 




24945 


55313 


A 


25083 


781 


1257 




24946 


55314 


B 


25084 


1 


2727 




24947 


55315 


A 


25085 


1 


2286 




24948 


55316 


A 


25086 


1161 


2024 


VRSAVWPCLQRDPDCHHNRCG 

TGGTSRPGPARNPRJEPETCVG\ 

RIRNLGVLLYDADAMERAAST 

ENEKDLYQRQLDVFLDPNDPK 

VIEQAIKDGIPLSV1EAAQQSPV 

YKMAMEWKLALPLHPEYRTLP 

M V WY VPPLSPIQS A A DAG ELG S 

NGILPDVESLRJPVQYLANLLTA 

GDTKPVLRALKRMLAMRHYK 

RAETVDGKVDTRALEEVGLTE 

AQAQEMYRYLAIANYEDRFVV 

PSSHRELAREAFPEKNGCGLPF 

GDGCHGSDTKFNLFNSRRIDAI 

D\KTEPHP 


24949 


55317 


A 


25087 


664 


1065 


VAPEPHHGRKQLCREGLGVFH 

PTHHITHHLGVSLSLLITIFDAQS 

VHGPDDGCQGLDSVAVDNRLV 

LFHVFSGEAIFMDDLHLLHNGA 

FS*FSSPEQE*F/PRLWRR*CHPL 

♦GFSQSPCSARGRLSPLRSEYIP 
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SfcQID 

NO: 


SKQII) NO: 
of peptide 
sequence 


Met 
hod 


StQlDNO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
tJciciiuii t \— |Mj5Siuit nuciciiucic instruonj 


24950 

'* » I.,,** : / 1- 

• Ut *■ * 


55318 


A 


25088 


434 


1663 


PAGAFPD1ANDFGEKSLLMPGG 

AVINGDRNNVLPVDLVDPQQV 

QEFVDHAWYRYPNDQVGRHPF 

DGITDPWYNPGDVKGSDTNIQ 

QLNEQERYSWIKAPRWRGNAM 

EVGPLARTLIAYHKGDAATVES 

VDRMMSALNLPLSGIQSTLGRI 

LCRAHEAQWAADAIENNYSRN 

PSQGYSTVPRSPHPKVDPILTKP 

SGPAGPEMTRKQTQREDRPRSR 

PSMTtSPTSNLKPSVPAFKGVG 

YLDSLDRJGAADYQPTEQD1LR 

TRVKTTGIVETHFTFKNLHFRT 

EQASVHACYCRLFDVEGQRSE 

RKKWI HCFED VTA 1 1 FCVALSG 

YDQVLHEDETTVLSTRIVDGHR 

YSDHSTIACPAFGTYTLLELKEL 

ALSCSTLLHIPHQRSPAGSFLAD 

NLNCTQAAVIPEFGGF 


24951 


55319 


A 


25089 


1 


1247 


MTFGGDQIFESLVYRSAFRHVY 

SRGSPWYLHTNSDLSFVESKKE 

LIAEHILETFPWNLKGLTE1PWG 

DASGESGAVGLGVLAAVHYHP 

QRQSLMEKLALNKDAVVLVIS 

TEGDTDQVIERLESDAVLRYGI 

EDVVTNLDVLERMQPSESLLRA 

VLHTKHLMMPEVLAAARRIVC 

QVVEEIMARLAKEVRQAFSGV 

RDRRRRSFIPLARNFDFKSTLRA 

NLQHWHPQHGKLYIESPRPNSR 

IKRQSEQWQLVLLVDQSGSMV 

DSVIHSAVMAACLWQ1APGIRT 

HLVAFDTSVVDLTADVADPVE 

LLMKVQLGGGTNIASAGEYGR 

QLIEQPAKSVIILVSDFYEGGSSS 

LLTHQVKKCVQSGIKVLGLGA 

LDSTATPCYDRDTAQALGNVG 

AQIVAALMPGELGSLA WENLLA 
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SEQ ID 


SEQ II) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide locntion of last 


Amino acid sequence ( X=Unlcnown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Slop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion. \~Df}$sible ntirlpfif irfi* incprttnn\ 


24952 


55320 


A 


25090 


1 


1691 


MGAYLIRRLLLV1PTLWAIITINF 

FIVQ1APGGPVDQAIAAIEFGNA 

GVLPGAGGEGVRASHAQTGVG 

N1SDSNYRGGRGLDPEV1AEITH 

RYGFDKPIHERYFKMLWDYIRF 

DFGDSLFRSASVLTLIKDSLPVS 

ITLGLCWYFVCRACVVTHALSL 

WQSASIEVPRTSATAKARKTEP 

GRQTKRKVRSSQTVAARQRIAT 

LPHSMTVCNPGLFHSQMADAL 














AHRYYGFWAEPWDNGSEAML 

QRDIGLKSESRGLMAGKRCSCL 

KGECG WSLDMQ ARVSTCF Y VR 

LLCGTELEDHRICIIDTCDNKCG 

PQRRYV1KFRELCLVNSTVTLV 

DQEYELTVTDPELYDGSSQALA 

GISDLSSIYATCDPGYSCTDRVT 

LVDVRKRQSKTGPYKEIGRYGI 

DRNRSPLNPGFRGKPDLMPSQC 

IACGACACACPANALTIQTDDQ 

QNSRTWQLYMGRCIY/CDGRCE 

EVCPTRA IQXLTNNF VLTVTNKA 

DLYTRATFHLQRCSRCERPFAP 

QKTIALAAELLAQQQNAPQNR 

EMLWAQASVCPECKQRATLIN 

DDTDVLLVAKEQL 


24953 


55321 


A 


25091 


i 


866 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X= Unknown, 


NO: 


of peptide 


hud 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


24954 


55322 


A 


25092 


338 


2388 


CVQEPLITVSWRLFAIPAGMKF 

SLFLRCLFCFHLAARYLVLLCQ 

LH/SQG IK VLDFTG VQSG PSCTQ 

MLAWFGADVIKIERPGVGDVT 

RHQLRDIPDIDALYFTMLNSNK 

RSIELNTKTAEGKEVMEKLIRE 

ADILVENFHPGAIDHMGFTWEH 

IQEINPRLIFGS1KG FDECSP Y VN 

VKAYENVAQAAGGAASTTGF 

WDGPPLVSAAALGDSNTGMHL 












■ . i 


kIGLLAALLHRELNMTVAEIVE 

REEWAGFRARETAALEAVTAP 

STVIATGGGIILTEFNRHFMQNN 

GIVVYLCAPVSVLEDFRQRTME 

VLRLAFLSSG1LEFFTSLSIALVA 

VYFGFSYLGELDFGHYDTGVTL 

AAGFLALILAPEFFQPLRDLGTF 

YHAKAQAVGAADSLKTFMETP 

L AH PQRG E A EL A STDP VTI E A E 

ELFITSPEGKTLAGPLNFTLPAG 

QRAVLVGRSGSGSRYCPYINHR 

NVRLGPIVTDVPWENSGDKSLP 

EATAQVISSGSGATKVEDGLGD 

LNKPVSNQNLVTGIDTPVYNAP 

SAGSAPFGVLADNMRYPILHKL 

KDRLNQTWYQIRIGDRLAYISA 

LDAQPDNGLSVLTYHHILRDEE 

NTRFRHTSTTTSVRAFNNQMA 

WLRDRGYATLSMVQLEGYVK 

NKINLPARAVVITFDDGLKSVS 

RYAYPVLKQYGMKATAFIVTT 


24955 


55323 


A 


25093 


1810 


2399 


STFRNSDDEPYIVRPVAVAWRD 

YVPQPARNGLSNFTGNLEEPAV 

MVNYFLQGDPYQGMVHFTRFF 

HQHPSGLS*WVAGNIFQILCAN 

QPVRKRTRDNVQLLHSRGQRG 

VFRCSRRVLTGLVDRFGRTQTF 

HREAAGEFSGEITGVTDGAWR 

HFRLVLTTQAQRAEEARQQAIS 

GGTEPSAFPDTLPVDTEYVMNF 


24956 


55324 


A 


25094 


1 


577 


MPVSTAVATVIKTKQVEFQLQ 

VGVPLYFRLRANPIKTILDNQK 

RLDSKGNIKRCRVPLIKEAEQIA 

WLQRKLGNAARVEDVHPISER 

PQYFSGDGKSGKIQTVCFEVIG 

CREEPDAEECHGDREQRRVFIR 

E DG FF VTKJDL YPN RRA\G 1 1 STT 

AVISPSQPPIIAPRVAQSSEPRSA 

AHALARAIRQSTTV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


24957 


55325 


A 


25095 


51 


407 


TCP1RAQRVETLYDRAYREVFG 

WN PRG PTG RPN A R HTG * SKEG 

GRTEADETDAADSGQRGMEQR 

SEMDRKPTGTTGQRSEKPRRTL 

ECLALHETRIFLPQRKETHSSDA 

HDMPGPPML 


24958 


55326 


A 


25096 


3047 


4131 


AHSGQMYMPLSSCIRSCILGSV 

VMTCGFPQKSAGQKRQKTADC 

RKRPQLYTKSLSLS/AVKAILAK 

GYDPVKWRKKDKVLDAVLKE 

LESGKYSDGDKHAFDQMLHSI 

GKQGGDPYLVMADFAAYVEA 

QKQVDVLYRDQEAWTRAAILN 

TARCGSSMESKRLDNAALAAGI 

SPNYINAHGKPQSISAETKRRLL 

DAMHQRTATKVAVTPVPNVM 

VYTSGKKMPMVVEGSGEYSW 

LLTTEEGTQYKGHVTGGKAFN 

LPTKLPEGYHTLTLTQDDQRAH 

CRVIVAPKRCYEPQALLNKPKL 

WGACVQLYTLRSEKNWGIGDF 

GDLKAMLVDVAKRGGSF1GLN 

P1HALYPA1RRAPAHTARLLAV 


24959 


55327 


A 


25097 


524 


697 


AANWWWKSRRNWR*KMTAM 
LDRIISHIIRTVRMSGSVAVTRAI 
AVPGLLLLLIIATA 


24960 


55328 


A 


25098 


I 


1938 




24961 


55329 


A 


25099 


33 


226 





WO 01/075067 



PCT/US01/08631 



SEQIO 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown > 
*=Stop codon, /=possihle nucleotide 
deletion, V=possible nucleotide insertion) 


24962 


55330 


A 


25100 


1 


2314 


MDRAGDGPIRPLSGPTDVYGDT 

VYLRDPGPNHGKTTNGPLRFVP 

LLPFGQQVFPRVTPNFWNPVSS 

AALPARYMQTIENAAVWAQ1G 

DKMVTVGNIRAGQIIAVEPTAA 

SYYAFNCGFGKAF1DKGHLEPV 

QGRQKVEDGLGDLYKPLSNQN 

LVTWKDTPVYNAPSAGSAPFG 

VLADNLRYP1LHKLKDRLNQT 

WYQIRIGDRLAYISALDAQPDN 

GLS VLT YHH ILRDEENTRFRHT 

STTTSVRAFNNQMAWARVDRG 

YATLSMVQLEGYVKNKINNRA 

TEREELRVSKITVLILGVIAIILG 

VLFENQNIAFMVGLAFAIAASC 

NFPIILLSMYWSKLTTRGAMMG 

GWLGLITAVVLM1LGPTIWVQI 

LGHEKAIFPYEYPALFSITVAFL 

G1WFFSATDNSAEGAHLRPIRR 

KKVYRFNYLRSDGPYQGWVSE 

RLLILRAISPGCSKLVHFPTLFDS 

LYRTLVKAGEKSGLLAPVLEKL 

ADYNENRQK1RSKLIQSLIYPC 

MLTTVA1GVVIILLTAVVPKITE 

QFVHMKQQLPLSTRJLLGLSDT 

LQRTGPTLLATVFIVAVGFWL 

WLKJIGNNRHRFHAMLLRVALI 

GPL1CAINSARYLRTLSILQSSG 

VPLLDGMNLSTESLNNLEIRQR 

A I FPPMML YM V ASG EKSGQLG 
TLMGAQSHWECATVNAASRJR 


24963 


55331 


A 


25101 


20 


825 


GFPRSRSCYASCTACRTHTYSA 

EK/QLTRALAKLARATSNEKLS 

QAFHAHLEETHGQIER1DQWE 

SESNLKIKRMKCVAMEGLIEEA 

NEV1ESTEKNEVRDAALIAAAQ 

KVEHYEIASYGTLATLAEQLGY 

RKAAKLLKETLEEEKATDIKLT 

DLAINNSFYKEDIFMNRJEHYH 

DWLRDAHAMEKQAESMLESM 

ASRIDNYPELRARJEQHLSETKN 

V?l VQLb I ILDRNUISRSVlrvDbM 

SKMAALGQSTADTTKNSTHRQ 

SNTRQGN 


24964 


55332 


A 


25102 


2 


269 


GIIGLHLQQQEAVAVA1VRGAT 
RMLFATLVAVAAGERHYQRW 

ADf*rA A ATi+KIVVTVP^RTA A 

rtL/V> \^r\r\r\\J IN V V I V CfOlV 1 r\f\ 

ASSHYVGVSRQSHITAVISAPV 
DVPW 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 

ftft iS Aft "> 1 *T 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24965 


55333 


A 


25103 


607 


727 


RQAVYRG**TAGQRANLLLLR 
RHSACALAAGESQSSCPAG 


24966 


55334 


A 


25104 


465 


574 




24967 


55335 


A 


25105 


3 


636 


AHTSGFGDKESEKVSPQRKLHA 

MSRTFFWENXLRCHGNLGSPTY 

AFQ1SAIDRVNFALVVGLHLRH 

D Y RN EKLG RSG RHYQAPVGNR 

SSADGMHRDPCSQLD1CCILLG 

AGSIYGLYRYIEPQLPDVATLK 

DVRLQIPMQIYSADGEL1AQYG 

EKRRIP V-TDGPV M WFPFM I ITTC 

VKGNFALNNQFREDMLNYNTE 

G 1 YG KN VNFENNKQT 


24968 


55336 


A 


25106 


434 


1205 




24969 


55337 


A 


25107 


368 


532 




24970 


55338 


A 


25108 


722 


934 




24971 


55339 


A 


25109 


82 


420 


ARADPHRAHTAGVNGVNARLR 

1FNADTCLRRHAQPCTGGEKDF 

RVRFRVFKLGS1RAEGEKLAQL 

QRR*NRRRIQGDRSQPNRD/RA 

VPEDLPSKERMPGRTALTVNSR 

SEWT 


24972 


55340 


A 


25110 


618 


788 


WYPCCRNWRYLAGGDSGFCR 
GERA*R*IASQSGVT*AVATVV 
FPSVLAGLR1TGHS 


24973 


55341 


A 


25111 


186 


1198 


QKTAVSTS1TALTRWGS/SRA/G 

KRGAVLRSRVTRGKYHYPSSW 

RETSSSVQNAPLMRQIKEVFLAI 

RIEQLLTKDEILELYLNK1YLGY 

RA YG VG A A AQ V YFGKT V DQL 

TLNEMAVIAGLPKAPSTFNPLY 

SMDRAVARRNVVLSRMLDEG 

Y I TQQQFDQTRTE A 1NAN YH A P 

E1AFSAPYLSEMVRQEMYNRY 

GESAYEDGYRIYTTITRKVQQA 

AQQAVRNNVLDYDMRHAIAA 

RHYVLWKPTANIRARYKAQGI 

ELPAVVPAGPDNPMGHHAIRL 

AAYGGVYLLHGTNADFGIGMR 

VSSGCI RLRDDDIKTLFSQVTPG 

TKVNIINTP1KVSAEPN 
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SEQID 


SEQID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-l)nhnown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, Y=possiblc nucleotide insertion) 


24974 


55342 


A 


251 12 


1087 


3289 


RLRSCGAQKNTFCNAAAGCRW 

RTTLSKMGGLLIAADLQDPVQ 

DMEMWQFHPTG1AC/AGVLVT 

E/GCRGEGGYLLNKHGERFMER 

YAPNAKDLAGRDVVARS1MIEI 

REGRGCDGPWGPHAKLKLDHL 

GKEVLESRLPGILELSRTFAHVD 

rVKbr!FViPICHYMM<jGIPTK.V 

TGQALTVNEKGEDVVVPGLFA 

VGEIACVSVHGANRLGGNSLL 














DfLVVFGSARQVLHLQESlAEQG 

ALRDASESDVEASLDRLN RWN 

NNRNGEDPVAIRKALQECMQH 

NFSVFREGDAMAKGLEQLKV1 

RERLKNARLDATSSEFNTQRVE 

CLELHNLMETAYATAVYATFR 

TER.RG A HSR\FDFPDRDDEN WL 

CHSLYLPESESMTRRSDYTLEA 

DEGRDMMLLDALIQLKEKDPS 

LSFRRSCREGVCGSDGLNMNG 

KNGLACITPISALNQPGKK1VIR 

PLPGLPVIRDLVVDMGQFYAQ 

YEKIKPYLLNNGQNPPAREHLQ 

MPEQREKLDGLYECILCACCST 

SCPSFWWNPDKFIGPGSLLAGY 

RSGLIAGIPKCSARYLSGEKRSV 

AWQQ1AAEIGISIDAQFNESLKG 

1SRDESLRRILQHGGKEGDFNSQ 

ERAQLAYRKNLLYVHSLRELT 

VNAVI POIR^I I AHI RAOOKV 

GLASVSLNAPTILAALELREFFT 
FCADASQLKNSKPGPGIFLAGC 


24975 


55343 


A 


25113 


47 


630 


VGWETSFAQIRSRFLRIRFCRAY 
SSTLFVSAANPTT»G/QMVF*CG 
NGAQHKNILLLYRSIHGGFHFQ 
RGHH INTFNKR WRR* *NRT* YQ 
RDVRATTGSGGGDRKTHLAGA 

VIRDITHRJERFTRRAGGNHNV 

nN4cn\/\/nr.Di/rATA icta/i twa 
\JW\r\l V VjJvjKJvCA I Ali> 1 VLJJIVl 

TVQQPICKNIVRKPGCHSLA 


24976 


55344 


A 


25114 


731 


829 
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SEO ID 

NO: 


Si:0ll> NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon* /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24977 


55345 


A 


251 15 


2 


3744 


RJLPFKYPVKVKPLPAPFSKILLN 

SPAIPQLPITMMGSDFSLPEGPM 

NRWENIQLTPETRLAPRAYFFS 

YDSVAQARTFARETSSLFLPLS 

GQWXNFHFFDHPLQVPEAFTSE 

LMADWGHITVPAMWQMEGHG 

KLQYTDEGFPFPIDVPFVPSDNP 

TGAYQRJFTLSDGWQGKQTLIK 

FDGVETYFEVYVMGQYVGFSK 

GSRI TAFFDISAMVKTGDNI 1 C 

VJ 0 1\J_/ 1 Ix 1 Is? I «JrV !▼ 1 V IV 1 VJ U 1 1 L*L^Vv 

VRVMOWADSTYEKDODMWW 
SAGIFRDVYLVGKHLT 


24978 


55346 


A 


25116 


1 


2643 




24979 


55347 


A 


25117 


2499 


2935 


RSGGVACNCAVSASCMLVTVL 
PWLSLPV/SVFGLWDGFFASLG 
VTALLAATPA\W*GVKT*CRPG 
RSP/SLTVRLGSVISPMIGGLLLA 
TGOVALl PI 1 SI PAI PPPPOPRF 
HPI KSI 1 AGFRFI 1 A^PI VGHI A 
LLGGI 1 TMASAVRV 


24980 


55348 


A 


251 18 


676 


1035 




24981 


55349 


A 


25119 


1 


1842 




24982 


55350 


A 


25120 


1 


1341 




24983 


55351 


A 


25121 


563 


1360 


PSVLRCRNWVI*SPYCJSLPSRV 

SSLPFLVWIPVAR/CTAIGASRE 

AMLGVLVEPMLLLGLWVAAQ 

VAGSTNISNITDTVYHWPLSQSI 

PLVLALCACAFATFIEMGKLPF 

DLAEAEQELQEGPLSEYSGSGF 

G VMK WG ISLKQLV VLQM F VG 

VFIPWGQMETFTAGGLLLALVI 

AIVKLVVGVLVIALFENSMARL 

RLD1TPRDMIR1ELDSWEONGE 

l\JuiM^M 1 ■ I V Lw/I T 1 1 IV! 1— < l_*-L-'*J TV 1— »V^*~VJl-> 

AIKRTGQPLLLSLLVRNLLDNA 
VRYSPQGSVVDVTLNADNFIVR 


24984 


55352 


A 


25122 


382 


1424 


VLLENLSEPPNQHDIIEILTVQR 

KEEETALSCRLVLRKLTETEPVI 

IFEGI EAPATLPADEVPVGKDEN 

DNVEVSRWGTPREFDFEVRDH 

VTLG EMHSG LDF AA A VKLTGS 

RFVVMKGQIARMHRALSQFML 

DLHTEQHGYSENYVPYLVNQD 

TLYGTGQLPK.FAGDLFHTRPRH 

ECFRHIGSLGLATPLVTECMQW 

LFGIPHTLQLDA1IITCWIILNAIC 

VACGLQKGVRIASDVRSYLSFL 

MLGWVFUVSGASFIMNYFTDS 

VGMLLMYLPRMLFYTDPIAKG 

GFPQGWTVFYWAWWVFYAIQ 

MSIFLAPJSRGRTVRELCFGMV 

QEFGCKSSTKIDNADFNQA 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( XMJnknown, 
*=Slop codon, /-possible nucleotide 
deletion, V=possiMe nucleotide insertion) 


24985 


55353 


A 


25123 


416 


610 




24986 


55354 


A 


25124 


662 


811 


AQQLPGMSDWQNSQEQHQMK 
N * V RLFM RTSRKLM DRLN V LI K. 
LWSPNRT 


24987 


55355 


B 


25125 


1 


3264 




24988 


55356 


A 


25126 


489 


3256 


PRVFSSATRSLVAMRRWVYRV 

RR1QYRRTTQTAVFHSTHGNYR 

EGQPVGTLIDDRYKANENVEL 

VHYAQPLLNEADSLAKVMPSD! 

PLKQRRWLGLQMLEGDIYSRA 

YAGEASQHLDAALARLRNEMD 

DPALHIADARYQC1AAICDVVS 

NTLTAEPSRFTTAVDKIVLNRFL 

GLP1FLFVMYLMFLLAINIGGAL 

QPLFDVGSVALFVHG1QWIGYT 

LHFPDWLT1FLAQGLGGGINTV 

LPLVPQIGMMYLFLF 


24989 


55357 


A 


25127 


779 


910 




24990 


55358 


A 


25128 


2203 


2665 


ACWARISAAV1QRSGMPGVRV 

CGR1 KSCSKAVRCQRH VFATC V 

WNGRQVTSGAGTWSTIAWYSG 

VMSSAISSWSRPA1PFSAEA*TIG 

KSSC/YVGRVEVNEQIEYLIHNP 

IRTRARAVNFVDNNNRLQAVS 

KRFFGYEARLRHRAVKCVNHQ 

QH 


24991 


55359 


A 


25129 


241 


918 




24992 


55360 


A 


25130 


2142 


2646 


KGVCGTTNPAKI\QA1LQAFHEI 
FG EGSCH I AS V A VESG VPEQPF 
GSEETRAGARNRVANARRLLP 
EADFWVAIEAGIDGDSTFSWVV 
IENASQRGEARSATLPLPAVILE 
K-VlvbubALOr VMsKY lOIUblO 
RKEG AIG V FTAG KLTRAS V YH 
QAVILALSPFHNAVY 



WO (11/075067 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


24993 


55361 


A 


25131 


473 


1765 


KAWLMTGIVRHWKGRAVPPA 

EQLLEHLGNGKSFDSVAQAWD 

AAMADAKAEDTVLWGVEAFR1 

NAAVAKDDTQIHTHMCYCEFT 

DIMDSIAALDADVITIETSRSDM 

ELLESFEEFDYPNEIGPGVYDIH 

SPNVPSVEWIEALLKKAAKJUP 

AERLWV1MPDCGLKTRGWPETR 

AALANMVQAAQNLRRGARAG 

CAADFAASARLAVGEALTNIA 

ATQIGDIKRIKLSANWMAAAG 

H PG ED AG L Y E A VKA VGEELCP 

A LG LTI P VG K DS M SMKTRWQE 

GNEEREMTSPLSLVISAFARVE 

DVRHT1TPQLSTEDNALLLIDLG 

KGNNALGATALAQVYRQLGD 

KPADVRDVAQLKGFYDAIQAL 

VAQRKLLAYHDRSDGGLLVTL 

AEMAVLSSLGOGGYFGHMII/D 

SGQYPGKSKTGQSTPDVAAQA 

RQSWIP 


24994 


55362 


A 


25132 


602 


2563 


VVTTLTLVLTAVGSVLLLLFLV 

MKARMHAFLALMVVSMGAGL 

FSGMPLDKIA ATM EKGMGGTL 

GFLAVVVALGAMFGE1LHETG 

AVDQIAVKMLKSFGHSRAHYA 

IGLAGLVCALPLFFEVAIVLLIS 

V A FSMA RHTGTNL VKLV I PLF A 

GVAAAAAFLVPGPAPMLLASQ 

MN ADFG WMILIGLCAAIPGM 1 1 

AGPLWGNFISRYVELHIPDDISE 

PHLGEGKMPSFGFSLSLILLPLV 

LVGLKTIAARFVPEGSTAYEWF 

EFIGHPFTAILVACLVAIYGLAM 

RQGMPKDKVMEICGHAUQPA 

G 1 1 LL V 1G AGG VFKQ VLV DSG V 

G P ALG E ALTGMGLPI AITCF VL 

AA A VRJ I QGS ATVACLTA VGL V 

MPVIEQLNYSKRRGFTGRVEEN 

FGVCKGPSKYHSQHDAINRQG 

REASDA HGTLENLPLPL V PQPN 

AATALAALRASGLEVSENAIRD 

GIASAILPGRFQIVSESPRVIFDV 

AHNPHAAEYLTGRMKALPKNG 

RVLAVIGMLHDKDIAGTLAWL 

KS V VDD WYC APLEGPRG ATA E 

Q LLEHLGNG KSFDS V AQ A WD A 

AMADAKAEDTVLVCGSFHTVA 

HVMEVIDARRSGGKLCQMHVN 

VQDKIDEEINQVHICLCLVLVIV 

SGCKYVGYSLKCSEHYYSLVR 



OOOC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24995 


55363 


A 


25133 


518 


1079 


TQKETNKRCSPLVGWYPAFRM 
AHFLASERSCYQKLSN\RKSH\P 
AVAGMVSGMTVANLL/EHSAG 
NVFKSG1*LALHLFIDRCF*YCG 
DGIGLFLGARYSRRGERKSART 
ISLFAQPG P V VNFRRHD V WQRR 

z~« \ //~» t \ r/~\i Tits a itjrw/vmppr'XT/^ 

CVCLVQLRKAIHDVYFRFFGNG 
DDLYYDVSWARDGAGKYAKW 
QDFRTLFTTAHCSSD 


24996 


55364 




25134, 


322 


798 


aqrahvvgtvgkfdeddadil 
hhrhnhlAkvfglrl'fliaele 
fikfrhplyqlgdaftkklfhil 
ilvvggsifnhvmqqrrhqrfi 
vefhlgqnagn\atgcvi*gspl 

ERVCPS'ASRATRYACRRRLIW 
SIARPAAKVSACCSAIATSK*RS 
KGQRVLLGNCHVEVAIREFT 


24997 


55365 


A 


25135 


440 


906 


CGFSSLSRLPHSSYSAHHAVAPS 

VLMSASGRPRWSQWYRWIFRA 

GVYTGSIWFFICSTVRPHDASQ 

RRLSSLT/QVSQDFTFQPVNHQL 

WAGGKPTAGITVGKQ*W*PFIK 

FTVPGDDSGDGRGQGFLQIAAG 

KCRAQTFFSFCRAG KHDPCRRT 

VS 


24998 


55366 


A 


25136 


1059 


1S4I 


TAPLLRPGCRLS*SAAHPAAPA 
QSTNQCPGDRYAATLPAHHRH 
TNHG*IADVHQHISATPASAAS 
YAPGFLKDGAPASERHRETGC 
G RDRPH* PSL YKLSGILRP YQP A 

HSQRCRRRPHRLHRSAPAPGIR 
ERRSRR 
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SEQID 

NO: 


SEQ ll> NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
or peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24999 


55367 


A 


25137 


236 


2211 


QGALMSEDIFDA1IVGAGLAGS 

VAALVLAREGAQVLVIERGNS 

AGAKNVTGGRLYAHSLEHI1PG 

FADSAPVERLITHEKLAFMTEK 

SAMTMDYCNGDETSPSQRSYS 

VLRSKFDAWLMEQAEEAGAQL 

ITG I R V DN L VQ RDG K V VG V E A 

DGDVIEAKTVILADGVNSILAE 

KLGMAKRVKPTDVAVGVICELI 

ELPKSVIEDRFQLQGNQGAACL 

FAGSPTDGLMGGGFLYTNENT 

LSLGLVCGLHHLHDAKKSVPQ 

MLEDFKQHPAV\APL1AGGKLV 

EYSAHVVPEAGINMLPELVGDL 

HERSLIFVASGPAGNSKETASD 

KLEEALPTKNWEVPGANWNTP 

GNGIPSVPEKLKGMLSAPNYRR 

MVLPAPLQILLLQNAKGGELLG 

AAGGQ1AFNLGSAVGAYCGGM 

MLTLGLAYNYVALPAALLSFA 

AMSSLLLYGRYKRQQAADTPV 

LAKPLGQLDNAPFRCENVNL1R 

EEIGFNALDKFKRTTGALLQLQ 

QALHPALGADLCGSTGFAVLFI 

SPVRGNTHLRHLVHIFGTDLDL 

NRHSVRADHRGVQRLLAVRFW 

NGDIVFHAARTRLVQAVHLAQ 

HAITGVRJ1DDHAESVDVHDRV 

KTLLFEHHF A VM RJ KM LLPTTD 

AARYSRFLQTPFDFRKNLLDHL 


25000 


55368 


A 


25138 


1 


1932 
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SEOID 
NO: 


SfcQ "> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*-$top codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


2500! 


55369 


A 


25139 


I 


1200 


MAIPAFGLGTFRLKDDVVISSVI 

TALELGYRAIDTAQIYDNEAAV 

GQAIAESGVPRHELYITTKIWIE 

NLSKDKLIPSLKESLQKLRTDY 

VDLTLIHWPSPNDEVSVEEFMQ 

ALLEAKKQGLTREIGISNFTIPL 

MEKAIAAVGAEN1ATNQ1ELSP 

YLQ1M RKVVA WAKQHG 1 H ITS Y 

MTLAYGKALKDEGIARIAAKH 

NATPAQVILAWAMGGGPVE\W' 

RR*QIWRGFSSAS*RHELYITTK 

IWIENLSKDKLIPSLKESLQKLR 

TDYVDLTLIHWPSPNDEVSVEE 

FMQALLEAKKQGLTRE1GISNF 

TIPLMEKAIAAVGAENIATNQIE 

LSPYLQNRKVVAWAKQHGIHI 

TSYMTLAYGKALKDEGIARIAA 

KHNATPAQVILAWAMGGGPVE 

MAKVADMAGIFVSKLKTFNAG 

VKGSTLGASGPQYVMVPKKHA 

DQLRESLASGEIAAVQSTLVAD 

NTPLNSRVYTVRSGDTLSSIASR 

LGVSTKDLQQWNKLRGSKLKP 

GQSLTIGAGSSAQRLANNSDSIT 

VD\/DlT , nCI CCI A f D LI/"*\/XI II/T\ 

YKVKKOUoLdoJAKKHU VNIkD 

\I\AD \l/XIOrYT* A "MI ADPni/l TI C\/ 

vxrxrxi \a nnc 
KNNNMrUo 


25002 


55370 


A 


25140 


2237 


2404 




25003 


55371 


A 


25141 


307 


642 




25004 


55372 


A 


25142 


1449 


2084 


NAPRCAYYWDVIAVTMPTTCC 

TLKISPLCRELILTLANRTTTQR 

AEPMTRRLIQVLFDELPQQPQQ 

QLHLPVSSHPK 1 RTMVEMMAK 

GPVEWGALGQWAGFFAMSER 

NLARLIVKETGLSFRQWRQQLQ 

LIM ALQGLVKGDTVQKV A HTL 

U I Uo 1 I A\r 1 1 IVlLKKrOK 1 AO 1 o 
LYrirvKYu VoLLdoA WuvVUrr 
K Y LKyA IN b V LoUKrt V L. J 


25vi)j 


!oj a 


A 


Of Ml 

I4_> 


no i 


1 1 A*J 
1 IUJ 




zoUUo 


DDJ /4 


A 

A 


zj 144 


zzz 






2500/ 


j_>i /-> 


A 


z5 145 


1 

1 


14jz 




z5UUo 


J>i /o 


A 

A 


Z.) 140 


CAA 


o54 




Of AAA 

25009 


55377 


A 

A 


25147 


i 
1 


1374 




ZjU 1 u 


JJJ / o 


A 
AV 


Zj l*f O 


z 


1 o / 




25011 


55379 


A 


25149 


78! 


1047 




25012 


55380 


A 


25150 


1 


783 





3328 
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SEQID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25013 


55381 


A 


25151 


442 


857 


L V KN P V K RM E I QQKN LTLF E Y L 

DWWDVLfLLLESELLFANTWL 

AATSESVDDCSGVKPPSGKNGT 

*AMPSWAKASIIASSARCAMLY 

SFCTOTISA1LRASATCVGVTLL 

RPICFTRPCCCIS ASTVRL ASI DP 

SAGP 


25014 


55382 


A 


25152 


3 


4105 




25015 


55383 

IK"*-***—- ' 


A 


25153 


2 


269 


YKNPYIAAKIQPKTHDTLTPINP 
GRJKLWLMTKRPMWVVPERSN 
* IAARSLG * VGRM * * P*0 AG A E 
ATMYAGSTP1ASATGTIAASAA 
A 


25016 


55384 


A 


25154 


1 


1370 


MCPIEETASSFGGKPLSMVLVIQ 

MFMLLTGALIHLTKTNPASISK 

NEVFRSGMIA1VAVYGIAWMA 

ETMFAPACYGYY1LPTYPSDLA 

AIQFDRSGTTHIGRFVINHSFILP 

GLIGVSVSCVFGWIFAAIKRDA 

AAGRAKENVIFHHFPFQSVKAD 

IATNPFKRPGGAF1R1TQTFRTV 

QTFRLSAYRLDFAGDRLRJSTPR 

AKMRTAFKKDHLRQRRRCJRQ 

RAPPARHNLVGAVALPATVAG 

VNFTFSNVPLDSSVLSSLLTDFS 

TAVGSIVMLAVIMGLMLAFDM 

GGP VNKVA YAFML1CVAQG V Y 

TVVAIAAVGICIPPLGMGLATLI 

GRKNFSAEERETGKAALVMGC 

VXGVTEGAIPFAAADPLRVIPSI 

MVGSVGGAVTAALVGAQCYA 

GWGGLIVLPVVEGKLGYIAAV 

AVGAVVTAVCVNVLKSLARKN 

GSSTDEKEDDLDLDFEIN 


25017 


55385 


A 


25155 


1 


789 


MKIIAGITPADSGTLEIEGKNYV 

RLTPVHAHQLG1YLVPQEPLLFP 

SLSIKENILFGLAKKQLSMQKM 

KNLLAALGCQFDLHSLAGSLD 

VADRQMVE1LRGLMRDSRJL1L 

DEPTASLTPAETERLFSRLQELL 

ATGVGIVFISHKLPEIRQ1ADRIS 

VMRDGTIALSGKTSELSTDDI1Q 

AITPA V REKS LS A SQKL WL E LP 

GNRPQHAAGTPVLTLENLTGE 

GFRNVSLTLNAG El LG LAG/TEL 

AETLYGLRTLRGGR1ML 


25018 


55386 


A 


25156 


1 


1332 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Stop codon, possible nucleotide 
deletion, V= possible nucleotide insertion) 


25019 


55387 


A 


25157 


1594 


2220 


MWVNPERGRAENTIIGGNATGI 

GTLNVQDQDSVITVRRLS*SAL 

KPGILVFKLTPAETERLFSRLQE 

LLATGVGIVFISHKLPEIRQIAD 

R1SVMRDGTIAGTGFGDDFGFT 

HPLRQQRLPQHLVSFMRAAVQ 

QIFTLEIQRGVRPGCNVLAFGQ 

KU W 1 rLil Vrl^v^ V V cLoLKr tvlrL- 

RTDKSFFQLAQSRHQDLWHVH 
AAKLTKIGVK : 


25020 


55388 ' 


A 


25158 


14 


237 ■ * 


KTTSFPAKLFNACRISLLASAE/ 

Lyoti rolroINIVlULnUI V Ivlr L 
LiAIKr oLJL, V INcl^IV^ri 1 r .LIKUD 1 1 

CRLSEVV 


25021 


55389 


A 


25159 


1 


1506 




25022 


55390 


A 


25160 


158 


639 


SGC* PGRPSLN/GRLDVLSA WS 

VSILRLGGMALEGSIAYIVINFC 

DVKPQRFRGLSVPAAS1TVVL1Q 

QFVLHRRELRRKLALPAHHLVT 

FTWGNVSAVDETRQWMV1KPS 

KJ V C T UVIVI 1 AUU\KWWLK tAV 

R W WKA A KN PL PI HQRI WRST V 
AMPKLAVLC 


25023 


55391 


A 


25161 


2 


2886 


SVPTHFFFLPVLRFWRPGIQQA 

KKCHLFATGTQSRRNTLRQRT 

AKGIPQQRMTAKREE1SIG1LHV 

TPQQRRECRGDNRFTARFRRTP 

WRLLGHCVSAAVTGVLPAVAG 

SPLAYSDTDEFYPVAGGTMSQ 

HLPLVAAQPGIWMAEKLSELPS 

AWSVAHYVELTGEVDSPLLAR 

AVVAGLAQADTLRMRFTEDNG 

V L^oVJUi JLr V rily I 1 L<vJ r 1 


25024 


55392 


A 


25162 


1 


1659 




25025 


55393 


B 


25163 


200 


646 




25026 


55394 


A 


25164 


1 


3197 


MPHRQHGPQMTPSHQRTT1NR 

DQREQQPIGTAAPQTRPQSAPY 

CEPHTRRRTLQPHNRGFRTAKY 

TSTQARKYHMARPERSNDSDH 

PVHTRSRWNATQTERHTQHHV 

SPPSSLRTLRTNCTSHAHHRYH 

RHAQWHRVGLLDVKPTGVPSN 

TVFSPPKNALWADRVDTSRGR 

TTVEQDNHPNGGNVVGTPSDN 

NrWLcl I ijOiJrlNlvc I iririririT 

NFDYCRYYPI I 1AFPI 1 FPSI SI 

KENILFGLAKKQLSMQKMK 


25027 


55395 


B 


25165 


1 


2505 





3330 
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SEQ ID 

NO: 


SEQ ID NO: 
of pephde 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


25028 


55396 


A 


25166 


159 


1744 


NSRISGLQQRYLMHIMVTQGGL 

MSLSIVHTRAALGVNAPPITVE 

VHISKGLPGLTMVGLPETTVKE 

ARDRV/RSAlfNSGYEYPAKKITI 

NLAPADLPKEGGRYDLPIAIAL 

LAASEQLTANKLDEYELVGEL 

ALTGALRGVPGA1SSATEA1KSG 

RKIIVAKDNEDEVGLINGEGCL1 

ADHLQAVCAFLEGKHALERPK 

PTDAVSRALQHDLSDV1GQ\EQ 

GKRVLEITAAAGHNLLLIGPPG 

TGKTMLASRJNGLLPDLSNEEA 

LES A A 1 LSL VN AES VQKL WRQR 

PFRSPHHSASLTAMVGGGAIPG 

PGEISLAHNGVLFLDELPEFERR 

TLDALREPIESGQIHLSRTRAKJ 

TYPARFQLVAAMNPSPTGHYQ 

GNKNRCTPEQTLRYLNRLSGPF 

LDRFDLSLEIPLPPPG1LSKTVVP 

GESSATVKQRVMAARERQFKR 

QNKLNAWLDSPEIRQFCKLESE 

DAMWLEGTLIHLGLSIRAWQR 

LLKVARTIADIDQSDIITPTYCG 

KADARNSGNVCPSSRALVQR 


25029 


55397 


A 


25167 


127 


503 


NRCLLLTLLRCKGRNREEENDA 

EAESEKLKNKFNRPSGRLSYGD 

RMFDIGVNLTSSQFAKTVMML 

*RARLGLR*TTGLELRELLPLIP 

AEKL*/YETDAPYLLPRDLSAKP 

STSRYHCV1EARAWFK 


25030 


55398 


A 


25168 


3 


406 





V 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknnwn, 
*~Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


25031 


55399 


A 


25169 

- v v -,*-V . . . 


1 


1252 


MFDIGVNLTSSQFAKDRDDVV 

ACAFDAGVNGLLITGTNLRESQ 

QAQKLARQYSSCWSTAGVHSH 

DSSQWQAATEEAHELAAQPEV 

VAIGECGLDFNRNFSTPEEQER 

AFVAQLRIGADLNMPVFMHCR 

DAHERFMTLLEPQMVENYETLI 

FE A H STD YQTPQSL RQL V 1 DHF 

AILKVG PA LTFA LREALFSLAAI 

EEELYPAKACSGLRQVLEDVM 

LDRPEYWQSHYHGbGNARRLA 

RGYSYSDRVRYYWPDSQIDDA 

FAHLVRNLADSP1PLPLISQYLP 

LQYVKVRSGELQPTPRELIINHI 

QD1LAHTTQPVKANKQNKEEH 

AMPNIVLSRJDERLIHGQVGVQ 

WVGFAGANLVLVANDEVAED 

PVQQNLMEMVLAEG1AVRFWT 

T* WKWY WQKGSPYVSGRCKK 
LSTTFIAPPIDRKSCWFVKHPPIS 


25032 


55400 


A 


25170 


2 


319 


YSSVFSLSASASFSSSRFRPLPT* 
KREKKTPISNRQYIGIANSVCEK 

KSSGEVIPIQHSSTIATGTSKETP 
NAINSAITKLK 


25033 


55401 


A 


25171 


1 


1011 


MIPHPKLEGDRSTQALPPTPVIR 

VTERRNLNWVGTTIGFVHTGK 

PLSFVYDMADIIKFDTVVPKAF 

EIARRNPGEPDREVRLACRDIFR 

SSKTLAKLIPLIEDVLAAGEIQPP 

APPEDAQPVAIPLPVSLGDAGH 

RRRRSGRVSEVSWRSGVMSFR 

RASGDKPQPKPKVMPEHAECPP 

AARRGQMMSICPCFALKIDIAD 

N KFFNG ETSPLFSQSQAKLARQ 

FHQKIAGYRPTPLCALDDLANL 

FGVKKILVKDESKRFGLNAFK 

MLGAPEKCHRRKNDF*RRSDRI 

VLIRL*REFSSHQKGLRDRPAH 

KA V LG DNQLFSGGTG AP V WPG 

FAKRAVMF/TPLKNLLSAISIFN 

AKHGHILIIWPRLAAGGHSACS 

G ITFGFGCGLS PLARRKLMTPE 

RQLTSDTRPDRLLRWPASPSET 

GSGMATGCASSGGAGGCISPA 

. o-rccicrjiiiji AXIUI 1 1 RJCKI H 
/\ o i odJaUiliLniN v LiLL* rvrv loLn 

VSNI MMSAIS 


25034 


55402 


A 


25172 


1 


510 




25035 


55403 


B 


25173 


1 


1482 





3332 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown. 
*-Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


25036 


55404 


A 


25174 


704 


1069 


RLWQADCKENAGVGDYYWTFF 

PQPTFVSTQKYYCHVDNSCYM 

NFDFSAPEYHAHWRYGLLMVG 

ESQHGLGANAIQASQCFKAAN 

QPLG AD ATFLQQ1 KG EI ICFGLFI 

TGVFSIDSAFCDIT 


25037 


55405 


A 


25175 


1 


639 


MARVWLCDFIPYGYLPTLNAM 

PESTRKQIMPWTRLSGSLHTWN 

RTPNRRIGRYPSGLPPDSANRPR 

REPDACRSLHSPAKYRGNPNRD 

RLDHQQNG bPA RGKDTPRSNK 

PSISQWTNTKPQPRHQPRGKKG 

HKSPAPEMPKPPQATSSTREQT 

KYGAAELWRSPWKTRYIELKA 

RGPMACVTISLNVCCAHLVRL 

VMVTLKQTDPIRNLGEMPSKSQ 

TKKAREVHLHSLHLQELAQEQ 

EPPARKRKTQWAVSERK 


25038 


55406 


A 


25176 


82 


356 


AQCEEYRVPQTLKRNPKQCFD1 

SIRGGSQPCGIFSTPVRNTLQNM 

GQMGWLVAPG*WLWREIRKH 

NRWCACPRKPGRAGISMALRW 

GSGHA 



WO 01/075067 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in DSSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


25039 


55407 


A 


25177 


1 


2635 


MNKSGKYLVWTVLSIMOAFAL 

GYIALNRGEQINALWIVVASVC 

IYLIAYRFYGLYIAKNVLAVDP 

TRMTPAVRHNDGLDYVPTDKK 

VLFGHHFAAIAGAGPLVGPVLA 

AQMGYLPGMIWLLAGVVLAG 

AVQDFMVLFVSTRRDGRSLGE 

LVKEEMGPTAGVIALVACFMI 

MVIfLAVLAMIVVKALTHSPWG 

TYTYAFTIPLALFMGIYLRYLRP 

GR1GEVSVIGLVFLIFA11SGGWV 

AESPTWAPYFDFTGVQLTWML 

RLINRSIMMDFSLTEEQELLLAS 

IRELITTNFPEEYFRTCDQNGTY 

PREFMRALADNGISMLGVPEEF 

GGIPADYVTQMLALMEVSKCG 

APAFLITNGQCIHSMRRFGSAE 

QLRKTAESTLETGDPAYALALT 

EPGAGSDNNSATTTYTRKNGK 

VYINGQKTFITGAKJEYPYMLVL 

ARDPQPKDPKKA FTL W W V DSS 

KPG1KINPLHKIGWHMLSTCEV 

YLDNV*TSVWRTCACPALRRA 

TQRYRRQSRAGNLRTSGEAIRR 

DMEWTSLRSE\DWEKGDTIKQC 

ISAATSCVYGVTGEGILEGGDA 

on rfpi ppstki ni i NWPVPnA 

LESRSTRERDGKPGGEICGETA 
NILFRGPENRPLRRDPPGKP 



3M4 



WO 01/075067 



PCT/US0I/0863I 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


25040 


55408 


A 


25178 


216 


1829 


TVCRCHFVTTKHIGRERNQRAR 

QCLVGKTTDTQQHNCD1RVGE 

QADHTRANHQHCTQRYDHLTG 

NDQVHTKPTLEQRRQVTTEDT 

TEVSKQHRHPGEHRDLFQRTLN 

1 S A DDQRRLLL ELQNDNLN HNR 

IWLRLAAQPEDHIYGCGEQFSY 

FDLRGKPFPLWTSEQGVGRNK 

QTYVTWQADCKENAGGDYYW 

TFFPQPTFVSTQKYYCHVDNSC 

YMNFDFSAPEYHELALWEDKA 

TLRFECADTYISLLEKLTALLGR 

QPELPDW1YDGVTLGIQGGTEV 

CQKKLDTMRNAGVKVNGIWA 

QDWSGIRMTSFGKRVMWNWK 

WNSENYPQLDSRIKQWNQEGV 

QFLAYINPYVASDKDLCEEAAQ 

HGYLAKDASGGDYLVEFGEFY 

GGVVDLTNPEAYAWFKEVIKK 

NMIELGCGGWMADFGEYLPTD 

TYLHNGVSAEIMHNAWPALW 

AKCNYEALEETGKLGE1LFFMR 

AGST/nDItiGWTTI FEMKRSKR 

i vi RWCDFSAFTPMMRTHEGN 

RPGFHWAF/DGDAKHRHLAVY 


25041 


55409 


A 


25179 


277 


488 




25042 


55410 


B 


25180 


260 


1500 




25043 


55411 


A 


25181 


1 


764 


MQEWGRYTILSGCCNSALKGD 

VCLLYGFRVAGRRQASE*TPGA 

YNRVPSSKK*GFQLVLLPFSAN 

GK.SPAY*RFSKSFAEDGEKDAG 

FPHPYAEAGYDNGGRRSGAGT 

LLSR*I*TGAGRGAWRV*RLTG 

E*MAGKRT*VTASGYSQR*IMV 

FLWSLYRSYRL/GRVRQHNGPR 

YLPVLARNWKMSAWVAAAW 

OGLTDMKRKTMK1RSGSMVILA 

SGYAATAA*PLSGDRIFLP*PGK 

TG*RHGGTPSCAGFTGDY 




JJM 1 £. 


n 
o 




l 


^1 17 




25045 


55413 


B 


25183 


270 


388 




25046 


55414 


A 


25184 


2154 


2279 




25047 


55415 


A 


25185 


614 


623 


RPNSGAR*GRGDKRSTQSVPET 
VRLLFCAGTFDQQPGNARWDD 
Q Y RCI RSG I VG V RA V LLGG Dl L 
DTQPLPVELAETLGKSAE 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
coclon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


25048 


55416 


A 


25186 


1208 


2813 

i 


CYGVAWPFDPTLKFEFWRYFT 

HALMHFSLMHILFNLLWWWY 

LGGAVEKRLGSGKL1VITL1SAL 

LSGYVQQKFSGPWFGGLSGVV 

YALMGYVWLRGERDPQSGIYL 

RRGV1IFAPIWIVRRWFEMTPTQ 

WSNYFFENLFKYEWVQTRSPA 

GAIQFEAVDAPEIIPDPFDPSKK 

RKPTM L VTDLTLRFDPEFEKI SR 

RFLNDPQAFNEAFARAWFKLT 

HRDMGPKSRYIGPEVPKEDLIW 

QDPLPQPI YN PTEQDI IVDLKFA I 

ADSGLSVSELVSVAWASASTFR 

GGDKRGGANGARLALVMPQTR 

TGDVTRRQPIRAL\PVLE\KIQKE 

SGKASLADIIVLP\GLFVVEKSA 

SAAGLSIHVPFAPGRVDARQDQ 

\TAIGMFELLEPIADGFRNYRAR 

LDVSTTESLLIDKAQQLTLTAPE 

MTALVGGMRVLGANFDGSKN 

GVFTDRVGVLSNDFFVNLLDM 

RYEWKATDESKJELFEGRDRET 

GEVKFTASRADLVFGSNSVLRA 

VAEVYASSDAHEKFVKDFVAA 

WVKVMNLDRFDLL 


25049 


55417 


A 


25187 


1520 


1960 


PVPLNFGWQRSTEVL1CHVNSP 
STA AMTISP WRR* * RRRTKQLS 
APLLLGVSAIGW/LT11LVAFMA 
WLL A KT/AFGRSF Y ATGDN LQG 
AR/QLG V RTE A I RI V A FSLN A E R 
DFDDLRDSGPLIAMILFIMPTLS 
SISSRRLNPGVPSEI 


25050 


55418 


A 


25188 


1155 


1778 


SASGGVMLKFIQNNREITALLA 

VVLLFVLPGFLDRQYLSVQTLT 

MVYSSAQILILLAMGATLVMLT 

RNIDVSVGS1TGMCAVLLGMLL 

NAGYSLPVACVATLLLGLLAGF 

FNGVLVAWLK/IPAIVATLGTU 

YRGLMSLWTGGHWFEGYPRIE 

NrorrVAUVnnVVLV Iv^lvJULrrvr 

AVAKRVGPDLPGDNKGAKGVL 
NTLDNYGVDGKCV 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V= possible nucleotide insertion) 


25051 


55419 


A 


25189 


1 


2227 


MVT1AGIILGGLALVGLITYFGK 

WT Y L WKE W LTS V DH KRLG 1 M 

Y1IVAIVMLLRGFADAIMMRSQ 

QALASAGEAGFLPPHHYDQIFT 

AHGVIM1FFVAMPFVIGLMNLV 

VPLQIGARDVAFPFLNNLSFWF 

TVVGVILVNVSLGVGEFAQTG 

WLAYPPLSGIEYSPGVGVDYW1 

WSLQLSG1AVAHIAAQNVAVLL 

ISSDLEE1ELMADRVYVMHQGE 

ITHSALTERDINVETIMRVAFGD 

SQRGVMLKF1QNMREITALLAV 

VLLFVLPGFLDRQYLSVQTLTM 

VYSSAQILILLAMGATLVMLTR 

NIDVSVGSITGMCAVLLGMLLN 

AGYSLPVACVATLLLGLLAGFF 

NG VLV A WLKIPA 1 V\ATLGTLG\ 

LYRSIMLLWTGGQWIEGLPAEL 

KQLSAPLLLGVSAIGWLTI1LVA 

FMAWLLAKTAFGRSFYATGDN 

LQGARQLGVRTEAIR1VAFSLN 

GCMAALAGIVFASQIGFIPNQT 

GTGLEMKA1AACVLGGISLLGG 

SGAIIGAVLGAWFLTQIDSVLV 

LLRIPAWWNDFIAGLVLLAVLV 

FDGRLRCALERNLRRQKYARF 

MTPPPSVKPASSATSDFICIG1VA 

LPLTMVIVSGGIDISFGSTIGLCA 

IALGVLFQSGVPMPLAILLTLLL 

GALCGLINAGLIIYTKVNPLVIT 

LGTLYLFAGSALMLSEEQKNTK 

KTRQREDKKJCEKKKQRKREEK 


25052 


55420 


A 


25190 


1055 


1206 


SFALFSSSSPRSRP*FASTKS*TL 
TTGQ VLPSTN VRFLTGN WG PP V 
VATG 


25053 


55421 


B 


25191 


1 


1386 




25054 


55422 


A 


25192 


1 


449 


MQDPLLALLEDYNKGDLEKQV 

PPAQSGPQPGKAGRDRPIVIML 

DPGHGGEDSGAVGKYKTREKD 

VVLQIARRLRSLIEKEGNMKVY 

MTRNEDIFIPLQVRV/AKAQKQ 

RADLFVSIHADAFTSRQPSGSSV 

FALSTKGGMCSYRGSGCLQ 


25055 


55423 


A 


25193 


1536 


1941 


STSNQNSTALCRRRGLVHC1DG 

AN DDDS VMV WPSGSGRP WS AE 

PGAPQRVYAQLVVEDVELDLLH 

FIVFGDDVMLNVVLQGQAFML 

ALGLVTNVGVLAHAHHHALVS 

GVPNDGGGTWVGGRCVQQSQ 

LCTCWSHCQ 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


25056 


55424 


A 


25194 


240 


855 


SRAGYAPAAAQKVASPYVRRE 

R*NQSD\PAVLTG!GERGK*LLS 

RDFFIAPLAGMIVEKRGAVHLA 

RWSVPVERKGQWQPAGLWAQ 

FFLADIVCPAATALPDTTAEDQ 

HIDHPAVVHVHVIPVVNTCAED 

NHRAPMRFMGGIGKFTGDGFNI 

LARHPGNLLTPGWGVRFDFSVl 

FRTVF1FQPA1EAVIRQYQI1NAD 

HRTGVAID 


25057' 


55425 


A" 


25195 


840 


1157 


QYAPTAQPARPADPFALPTVQA 

RLTPFCYLVAKGDWCVYRRSY 

SLWHSVASPRVRQSPRLGY*GY 

TANSPGILLAPLSLRGEMFLPQD 

APKSVPPYKRGKSVAIN 


25058 


55426 


A 


25196 


1076 


1339 


LVCVASMPVEISTDASASSGVI 
VISSAMSGSWSAETKRRLAMV* 
PEPLHLWAIS1PTTSGRFTSSLIS 
PFPAR* YSPARYIPRV WRV 


25059 


55427 


A 


25197 


2 


118 




25060 


55428 


A 


25198 


1809 


3145 


ARHKQHAYGYRYRQSPRCYGV 

SGKKRGLRYYGSWLA1SGSSRI 

TR/LLCMYLRRFFIGVIGADIAN 

MGISAGAMWLLSVSQVSLAAV 

SQVVAVRVWPASSYTRVTVES 

NRQLKYKQFALSNPERVVVDIE 

DVNLNSVLKGMAAQIRADDPFI 

KSARVGQFDPQTVRMVFELKP 

NVKPQLFALAPVAGFKERLVM 

DLYPANAQDMQDPLLALLEDY 

NKGDLEKQVPPAQSGPQPGKA 

GRDRPIVIMLDPGHGGEDSGAV 

GKYKTREKDVVLQIARRLRSLI 

EKEGNMKVYMTRNEDIFIPLQV 

RVAKAQKQRADLFVSIHADAF 

TSRQPSGSSVFALSIQRGARPVG 

DRYVDHTMFDMVQSLTIADSL 

KFGKAVLNKLGKINKLHKNQV 

EQAGFAVLKAPDIPSILVETAFI 

SNVEEERPNGQPGHPLDPATTM 

GTL1DCAHADSVQ 


25061 




A 


25 199 


1 


277 




25062 




A 

A 


25200 


902 


1006 




25063 


55431 


A 


25201 


2 


1265 




25064 


55432 


A 


25202 


409 


525 




25065 


55433 


A 


25203 


91 


431 


NHKPGN1DVARRIQRGFAGDQI 
GHLRPVERQCSPDKRRFIAADG 
RE1RGKQRAGHIFQLLSRCLLQI 

LIN MCV^KJvA An r Kr l^L^iN^lvriv^ 
QLLPV/HYHAAEREYPAGACLV 
RWLL 



3338 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


25066 


55434 


A 


25204 


3 


71 




25067 


55435 


A 


25205 


1 


1212 




25068 


55436 


A 


25206 


1 


2786 


MAAVIEQIRRAVLALVTGVVHP 

GD1PVVWDIVWNATAAFIAVIII 

SLLLDESGFFEWAALHVLRWG 

YGPGRLPFNRIGLIRRITRRIRQR 

LLFGLVTFILLLNRSQNPAQDIQ 

LL A FRA RTG KQT A QFI H H LP RM 

VFTDKTGSSNGLAPQGQCSAQ 

GEL1LNEKLAKQLVTAANWVK 

MQSDEGEINPVDILRWPGVMA 

AQEQDLDAIAAE1LAALDGTLD 

DFIVARETEGQSGLKRVYHSPG 

APDIREFTRDA1P 


25069 


55437 


A 


25207 


5 


402 


EIFSVVWIIMTRGDVVTISRWR 

VSSSPLETWNKRWAKISPAPFS 

LLPISRLEKSEGDWLPETVISAF 

NMPSSLSLIISSL*FKVRDV*HFF 

/RJ*TLRGHYRVINWPNFNIVVS 

QGIGKRLANSWLVFTLFHRI 


25070 


55438 


A 


25208 


48 


219 


PETCGHLWAYVWPSCAAVXGL 
YFKVHVLG*RSVTPVTDJVKLL 
EFTRLRLPGYTKSIE 


2507 J 


55439 


A 


25209 


1 


912 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25072 


55440 


A 


25210 


1 


1857 


MRVCARACVRTRTRjMCVYAH 

TCVCVRTYAYVRVRVRVHVRA 

RVRVCAYARTRVRNSLS1LPFIQ 

LTLATPIHHIHQEEFNIRGIVPVL 

RRVKPDLAIGIDITPSCDTPDLH 

DYSEVRINQGVGITCLNYHGRG 

TLAGLITPPRLIRMLEQTALEPTN 

IPVQREVAPGVITETGYIQLFLP 

GWEIGFSPLALLLAFLCSTSPGF 

GDPDGLGYIAYQDTVRPNAAT 

AISElJNALAVKGVILTGDNPRk 

AAAIAGELGLEFKAGLLPEDKV 

KAVTELNQHAPLAMVGDGIND 

APAMKAAAIG1AMGSGTDVAL 

ETADAALTHNHLRGLVQMIEL 

ARATHANIRQNITIALGLKGIFL 

VTTLDDRVVAGSAGRYGGDGA 

GDSECVKIVAQEIRQTDRNIER 

DRSPRPSGERVRVRGKGGIEAN 

QPLSTAFTNQITIRQS1RLFSNQF 

VFHKGISRVVAGSSAIISNVSPG 

CILRTPNCRRGFPISCTGEGKAA 

YGWQRDGGHAEYLLAEEKDLI 

LLPDALSYEDGAFISCGVGTAY 

EGILRGEVSGSDNVLVVGLGPV 

GMMAMMLAKGRGAKRIIGVD 

MLPERLAMAKQLGVMDHGY*I 

LPDVY/V*IGVARVSWMNGRID 

OCLK IKV i\J\ Y AM 1 K 1 K/\l\.l i K 

TRTRTYAYVRTHTHVCAYTHM 
RVRVRTHARAHTR 


25073 


55441 


A 


25211 


3 


1180 


SKLGTRRSVVWA*SPSTSPTLW 

CSTFSAAGHSSMKRMNEFVDL 

LPAQQRMKGENWYRGTADAV 

TQNLDHRRYKAEYVVILAGDHI 

YKQDYSRMLIDHVEKGARCTV 

ACMPVPIEEASAFGVMAVDEN 

DKIIEFVEKPANPPSMPNDPSKS 

LASMG 1 Y VFDADYLYELLEEDD 

RDENSSHDFGKDLIPKITEAGLA 

YAHPFPLSCVQSDPDAEPYLAR 

CGYAGNFMESEPRSGLIRVSCM 

PAGPPLPLPAARSEAPKAAGTV 

ASVPSIAPARLRPVPDPVELVLV 

AAEFITPGDPTPRLHGSGF1DIR 

QIHHQTRSHLEGVKTG1RFLNH 

t7cn"MD/^r:r:i a i4\/xin\/ a Derive 

apma a u/z^r^rw a ADi d cr\ adpi 
ytriyA WOyv * AAKJLKryAKUl 

<\l OlAIHRVnilHRFnVROI 


25074 


55442 


A 


25212 


16 


543 




25075 


55443 


A |252I3 


1 


3387 





3340 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25076 


55444 


A 


25214 


1688 


2234 


LSVGKTFPVLVPAAFRKVSATG 

AAVPGTPSILALPSY STTPFG VC 

TSASMNVPVLTLRIRTRVTGEV 

AAIKPFSMANAPTPDSILPQLGV 

VSTRCS*TITCANR*STSARGSL 

ERLIMATLL/WVAGTFD*SVWF 

GHDTDVVTLYRjFHEALCYSVT 

LRTPHRRVLRFKSQHPGELACFI 

SPVA 


25077 


55445 


A 


25215 


905 


4761 


PPHNWMPSNATPGIAFVWCAY 

G A I/L PG DA P VP V V DD Y RK V V R 

KDTKGL1ARWKYFWMSVIALG 

VAFALYLAGKDTPATQLVVPFF 

KDVMPQLGLFY1LLAYFVIVGT 

GNAVNLTDGLDGLAIMPTVFV 

AGGFALVAWATGNMNFASYL 

HIPYLRHAGELVIVCTAIVGAG 

LGFLWFNTYPAQVFMGDVGSL 

ALGGALGIIAVLLRQEFLLVIM 

GGVFVVETLSVILQVGSFKLRG 

QRIFRMAPIHHHYELKGWP 


25078 


55446 


A 


25216 


269 


1219 


QTRTRR VQLQDLIEY V A I HQ W/ 

FSDKHPVPFYSCIFDDSFTNCYS 

WSISKDGYFIFGGAYPMKDGQT 

RFLTMK DKM S A FQFQFG KT V K 

SEKCTVLFPSRGQDFVCGICDNA 

FL1GEAAGFISASSLEGIIYALYS 

TDIPRSVLLKQPDKLNPAYWRA 

TRLVCITLFGQ1VNTICMAAPDL 

RKWIMLSPVAHKGHHLEWVLH 

DMQILPVPRPSGC1CSGSSTFFC 

NWGCPYDRPQWQLYPSMCLC 

VHIGPAPVRSEKVESKRAISKV 

DQDSAFRGCCRSGNRNGGRKI 

VAVSLKKVSGAAKPCGHFRST 

RYRVAYSTI1N 


25079 


55447 


A 


25217 


1 


1158 




25080 


55448 


A 


25218 


1156 


1899 


LKLGIRYPQCQRLVTHSLDGISL 

PLHT AH * SQSN S A ENTH RA I S LK 

AVPPFFTAERRGVNAEEHRNGR 

LIMGECRQRFNVLRVANGVRN 

VQFAKARDRNDIASFRQ1GFDT 

FQTEVAQHFTDFRVAGFAFAID 

DSDLLVRLHFTALDAANADNA 

N1AVVIELRNLHLERTVKVNVR 

RRN V VNNRL VQRG HVFRHIFV 

VQTRDTVQRRSVNDREVQLLV 

GRVEVNEQ1EYYADAFVIMLER 

LCKVLCCR 


25081 


55449 


A 


25219 


I 


2583 
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SEO ID 

NO: 


SEO") NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


25082 


55450 


A 


25220 


278 


787 


TLLSATRQVYALLSTKPAFFSS 
HSSFSTSSRLISSRAASSMDVAF 
PIAFSASKTVSIKFFSR*KLLRNS 
HRPPFMVMRSIIRSPSNVFMAS* 
FRFVSIPTLRIDAVRRSTIWCSTT 
A Kr b S K A U A Kr 1 K. N V r K}KJ A 1 PDS 
AAKWrrrVrUrrLNAKr VHPVI 
SSSAMDFA 


25083 


55451 


A 


25221 


866 


1144 




25084 


55452 


A 


25222 


19 


1203 


NWNLTPYASLTGFTADNPEYH 

LSNG MKSKS VDTRS 1 Y RE LG AT 

LSY>JMRLGNGMEVEPWLKAA 

VRKEFVDDNRVKVNSDGNFVN 

YLSGRRG 1 YQAGKDLDRJFKNL 

VLVHAARYAADLSYLPLMQEL 

EKRYEGKLRIQTVVSRETAAGS 

LTG RI PA LIESG E LESTIG LPMN 

KETSHVMLCGNPQMTRRL1PAS 

VEVYHDSLQRKIWHGWEQHIT 

AR Y L VG ADG ANSM V RRH L YP 

DHQ1RJCYVAIQQWFAEKHPVPF 

YSCIFDNSITNCYSWSISKDGYF 

IFCGAYPMKDGQTRFTTLKEK 

MSAFQFQFGKTVKSEKCTVLFP 

SRWQDFVCOrCDNAFLlGcAAG 

FISASSLEGISYALDSTD1LRSAL 

RKPIRTEQGANGAIRELErvFRPA 


1CAOC 

25055 


55453 


B 


25223 


58 






Z. jUoO 




A 
AY 




A 






25087 


55455 


A 


25225 


1 


1008 




25088 


55456 


A 


25226 


1 


1335 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


25089 


55457 


A 


25227 


3 


1886 


H RLN 1 TA EN DC RRLHCSLRDLS 

SLLQAVGRLAEYFIGDVFAARF 

N D A LTV V ERL V K VTL YG SQI KL 

YNIETAVPSVLICPDLIDVHAQS 

LAGGCRLSAHWLAQYCSE1HR 

QNTQQFVTLISTTMDAITPLIST 

KVQDKLLLSACHLLVSLATTVR 

PVFLJSIPAVQKVFNRITDASAL 

RLVDKAQVLVCRALSNILLLPW 

PNLPENEQQWPVRSINHASLISA 

LSRDYRNLK\PSAGAPQRKMPL 

DDTKLI 1 HQTLQRJLRKI L WEN IS 

G\ESTKSSTDFAYQFGCRESV\Q 

VSLGLFPAFMHQSDVTDEMLSF 

FLTLFRGLRVQMGVPFTEQI1QT 

FLNMFTREQLAESILHEGSTGC 

RVVEKFLKILQVVVQEPGQVFK 

PFLPSUALCMEQVYPIIAERPSP 

DVKAELFELLFRTLHHNWRYFF 

KSTVLASVQRGIAXEEQMENEP 

QFSAIMQAFGQSFLQPD1HLFK 

QNLRYL\ETLNTKQKL\YHKK\1 

FR\TAM\LFQFVNVLLQ\VL\VH 

KSHDLL\QEVEIGHRHSYNMASV 

DF\DGFFAAFLPEFL\TSC\DGV\ 

DANQKSVLGRNF\KMDRLCPCL 

PGPAPHSPRMCTGWSTTCGLLT 

DSGNDSLAPWGLWKLLGPCLL 

PGGTRDFLLVAT 



WO 01/075067 
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StQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=$top codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


25090 


55458 


A 


25228 


689 


3053 


VDCRMS/FSYIEKFTDFLRLFVS 

VHLRRJESYSQFPVVEFLTLLFK 

YTFHQPTHEGYFSCLDIWTLFL 

DYLTSK1KSRLGDKEAVLNRYE 

DA L V LLLTE VLNRI QFR YNQ AQ 

\LEEL\DDETLDDDQQTEWQRY 

LRHSLEVVAKVMELLPTHAFST 

LFPVLQDNLAEVYLGLQQFIVTS 

GSGHRLNITAENDCRRLHCSLR 

DLSSLLQAVGRLAEYFIGDVFA 

AR\FNDALTVVERLVKVTLYGS 

QIKLYNIETAVPSVLKPDL1DVH 

AQSLAALQAYSHWLAQYCSEV 

HRQMTQQFVTLISTTMDAITPLI 

STKVQDKLLLSACHLLVSLATT 

VRPVFLISIPAVQKVFNRJTDAS 

ALRLVDKAQVLVCRALSNILLL 

PWPNLPENEQQWPVRSINHASL 

ISALSRDYRNLKPSAVAPQRKM 

PLDDTKLI1HQTLSVLEDIVEN1S 

GESTKSRQICYQSLQESVQVSL 

ALFPAFIHQSDVTDEMLSFFLTL 

FRGLRVQMGVPFTEQIIQTFLN 

MFTREQLAESILHEGSTGCRVV 

EKFLKILQVVVQEPGQVFKPFL 

PSIIALCMEQVYPIIAERPSPDVK 

AELFELLFRTLHHNWRYFFKST 

VLASVQRGIAEEQMENEPQFSA 

IMQAFGQSFLQPDIHLFKQNLF 

Yf FTI MTKOKI YHKKIFRTAMI 

FQFVNVLLQVLVHKSHDLLQE 

EIG I A 1 YNM AS VDFDGFF A AFLP 


25091 


55459 


A 


25229 


1 


853 


MISVANEIAEAGFDPQGRTSED 

LLDLAESRVFKIAESRANKDEG 

PKNIADVLDATVARIEQLFQQP 

HDGVTGVNTGYDDLNKKTAG 

LQPSDLHVAARPSMGKTTFAM 

TLVENAGR\MLQDKP\VLIFSLE 

MPSEQ1MMRSLASLSRVDQTK1 

RTGQLDDEDWARISGTMGILLE 

KRNIYIDDSSGLTPTEVRSRARR 

1\AREHGGIGLIMIDYLPLMRVP 

ALFDNRTLFIAEISRSLKALAKE 

LNVPVVALSHLNRSLEQRAEER 

PGNSDLGESGSIEQDADLIL 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


25092 


55460 


A 


25230 


206 


1073 


VKITSWLMSNSALPGTLKLLAL 

1LKCSTCVRVLPRSELRNLER/Q 

GQLDSVGGFA/YLAEL/SKNTPS 

AAN1SA/YAD1VRERAVVREMIS 

V/ANEIAEAGFDPQGRTS/EDLL 

DLAESRVFKIAES/RANKDEGR 

NPMFDDRGKRGEPSDLIIVAAR 

PS/MGKTTFANfNLVENAAML/Q 

DKPVLIFSQTKI/RTGQLDDEDW 

ARISGT/MGILLEKRNIYIDDSSG 

L/TPTEVRSRARRIAREH/GGIGL; 

IMIDYLQLMRVP/ALSDNRTLE1 

AEISRSLKHFEKLAL1CGCRNNG 

TTRYCKSLLA 


25093 


55461 


B 


25231 


1 


483 




25094 


55462 


B 


25232 


287 


635 




25095 


55463 


A 


25233 


1 


2469 


MPSDISLASCRLRATSRLFTDHR 

RQSDCMTAINRIPIVDDEDNVR 

RFETHCANNVRTALHLFAD1HP 

DVVLMDIRMPEMDGIKALJCEM 

RSHETRTPVILMTAYAEVETAV 

EALRCGAFDYVIKPFDLDELNLI 

VQRALQLQSMKKEIRHLHQAL 

STSWQWGHILTNSPAMMDICK 

DTAKIALSQASVLISGESGTGKE 

LIARA1HYNSRRAKGAFIKVNC 

AALRESLLESELFGHEKGLFER 

ANEGTLLLDEIGRM/PLVLQAFL 

RJLQEREFERIG/GHQTIK/VDIAS 

LLAPTRLQAMVKEGTFREDLFY 

RLNV1HLILPPLRDRRED1SLLA 

NHFLQKFSSENQRDIID1DPMA 

MSLLTA WS WPGNIRELSN V I ER 

AVVMNSGPIIFSEDLPPQIRQPV 

CNAGEVKTAPVGERNLKEEIKR 

VEKRIIMEVLEQQEGNRTRTAL 

MLGISRRALMYKLQEYDATGF 

FRDG MTIM VGGFMG IGTPSRL V 

EALLESGVRDLTLIANDTAFVD 

TG1GPLIVNGRVRKVJASH1GTN 

PETG RRMISG EM D V V L VPQGTL 

IEQIRCGGAGLGGFLNPTGVGT 

V VEERQTS1 DTSTRKRPFELG RP 

SRNNDKGIRPRSGAGSEEYPRT 

LHDSLKRLQTDYLDLYQVHWP 

LRPFYCFGKLGYSWTDSAPAVS 

QLDTLDALAEYQRAGKIRYIGV 

SNETAFGVMRYLHLADKHDLP 


25096 


55464 


A 


25234 


1 


891 




25097 


55465 


A 


25235 


1 


1614 




25098 


55466 


A 


25236 


1 


946 
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SEOID 

NO: 


SFQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25099 


55467 


A 


25237 


1055 


1474 


NGVKSKPPPNHQTGSAPGFSAI 
KNRTFAWPTLPNTSCWANTML 
IGSRELGIRSSQSGPLLGVRVWC 
/CRCRGTQG/HSQGKDG/I PENG I 

IvA I N.r 1 oo Aor KJNoALrK^roK 

1 KPLRKATWLLCGLSTRHL1TK 
RLSSPDWA 


25100 


55468 


A 


25238 


2036 


2743 

t 


DLL1RQMPLLSRRV1PVIRVPVT 

GVLWKSFTPR1TIFGH/AL1DQH 

SMIVAAQGLTPDHQLLLQIYDR 

ARVSASRIVHQAQIYGDAVVR 

YAF1EHRAEVFDFASIEGNEENN 

VWLCDCAKVYGHAQVKAGIEE 

DAIPT1HYSSQVAEYAIVEGNCV 

LKHHVLVGGNAVVRGGP1LLD 

Ctl V V iV^VJColvi 1 OA V HE. IN nVEL 

TDHAVVEAFDGDTVHVRGPKV 
INGEERITRTPLAGLL 


25101 


55469 


A 


25239 


2234 


2571 


IMSSVDSSLVLPLKAMVPSR1TL 
IRSAIWR1SG/RLMRDKNNTHAS 
SKQLLQATKQAFGFRRGKRGG 

IGDIQRSCQTMQIKLAAQRRQQ 
VLH 


25102 


55470 


A 


25240 


659 


1206 


WKSTSNTAKAKPGSVMAVDLR 

IPIRFGVMLSAA/FGDDVVDLIA 

QVDLVTTAVGPVVLERIAPAIA 

KGQVKRKEQGHESPLNI 1 ACEN 

MVRGTTQLKGHVMNALPEDA 

KAWVEEHVGFVDSAVDRIVPP 

QAQATMHPl P VTVPTFQF U/ 1 V H 
OAjA 1 INUrLDV 1 V 12- 1 rotWI VU 

KTQFKGALPNIPGMELTDNLM 
AFVERKLFTLKH 


25103 


55471 


A 


25241 


332 


683 


ALPGR*RHVHLPGSAYEWNDA 
EPAQESDELSLKMLTAICWLTA 

TA/^T^I VI*P*KVA1 RPI VP.RTP 
1 r\J O 1 OL]\l IV Iv V ALtlx^L* V\JI\JI\ 

RLRRI RQQCQLLMRRSR V LSG R 
LSSV 


25104 


55472 


A 


25242 


1 


841 


MVKVAGECRVRASAHLPGLNR 

STKNTEDRGANNQEGTNTQKT 

RGETNERLKKNEHRDLRLARY 

PAKENN KQG DKN KPRTY EKLT 

GTVTHQEPPH H A DQSPG LCLFR 

TSRAQVERGPTVLLLISQENQ1E 

RYDSDNHSQLNLCLRVPTVTTQ 

RRDYDIAERYRQKGIKLPARKE 

RLMTIAERLRQEGHQ1GWQEG 

KLEGLHEQA1KIALRMLEQGFD 

RnOfilA/RR A^POROORO^I PT 

P/EHCCAISGATARKPAALPAAR 
I RRJ LVSI I RCTSGCPA LSG 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown f 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25105 


55473 


A 


25243 


240 


651 


RCPPQSCLLAEGRWCG*K/CRK 

V$V*$NRYR*SRLSLGELLKAY$ 

RNRDLPGF/SSGSARVLVATDV 

AARGLDIKSLELVVNFELAWEP 

EVNVHRJGRTARAGNSGLA1SF 

CAPEEAQRANITSRPPHPAHJAS 

DHQSTP 


25106 


55474 


A 


25244 


1455 


1643 


RDPHQICVAESVYLAAFVLLCA 

GLCVRRRSTTGARNAAAAC*N 

GLW*AEAQCPAYYVCPVVG 


25107 


55475 


A 


25245 


549 


641 




25108 


55476 


A 


25246 


1378 


2084 


PNFG YSPPASSCGQVSQNSS* LQ 

CSVSGRDKMLRTGPCARTVSSS 

YLMG VSFSRDA* * DAR* VCACH 

NTIAALSASAERFTSCERASHSE 

ARSGCCNSVRVMSNNPCCPRSL 

IGVYDILFFQESTAKRCKRSLSG 

SG S ACG KSR VRFTP YRP A R RTP 

LRSTTSPISAASFPSGWECNAAS 

TCSAALRSTAITSLPSLAKFRAS 

SPSNSQTPRTAGLTGSAASESSI 

PQPQAAANS 


25109 


55477 


A 


25247 


1134 


1428 


GPCGCCSSNVARCASQTSSRFA 
AV/WHGAIGAR*LNADNRPLW1 
EITREH AELPGKTG RRMETKQR 
RAITFTQRQNGFESHTPGAVFFS 
INNRCQFGDR 


25110 


55478 


A 


25248 


96 


535 


RPQTTVQPALYVAEQSICSQPC* 

♦FSTKCDRKPAAVLAPAGYAAL 

P VLFSS A KLDG S WLR WN S A SG 

RRQNGSFSCAALASKRPASASS 

KLNSA**SLPSAVFAAPVRVAA 

SMIISGFCALASIRPSASTRRPSA 

SVFITSTFLPLR 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
anion for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


25111 


55479 


A 


25249 


1471 


3026 


SPLRSSVACRGWHRKKNRRGW 

CPRRGDPARPVRDSLQ\HATAIII 

VATPGRLLDHLQKGTVSLDAL 

NTLVMDEADRMLDMGFSDA1D 

DVIRFAPASRQTLLFSATWPEA1 

AAISG RVQRDPL A I El DSTD A LP 

PIEQQFYETSSKGKIPLLQRTLV 

RFANGSARVLVATDVAARGLD 

IKSLELVVNFELAWDPEVHVHR 

IGRTARAGNSGLAISFCAPEEAQ 

RANIISDMLQIKLNWQTPPANS 

SIATLEAEMATLCIDGGKKAKM 

RPGDVLGALTGDIGLDGADIGK 

1AVHPAHVYVAVRQAVAHKA 

WKQLQGG K 1 KG KTCRRC Y PL A 

APYVRHCSLVGRAASHQALWH 

VAGFGLYALFRRTGGCRLRCR 

YSGGLRLIRPTVAAGICRPDKT 

RKRRIRHRAPFPDAARAPYPAY 

RSQYNQFFFTNSDFSFIGPKPSM 

LQSMLCAPCNQADVFHFGANV 

QACVQVI PTPPCI \A\A \/TI Qpr"Q 
\gK£l A V o 1 r IN UKll*> V A r LL KrLV V 

PLRRHIHGQMYMPLSS 


25112 


55480 


A 


25250 


196 


330 




25113 


55481 


A 


25251 


62 


617 


NRRLPSGGDEMSAQVSLELHH 

R1\SQF\LVQESSCWTDW\KFRD 

GVAQLRPKEVRBTMRTTVNGQ 

TRVPRKGVQPPTTW1FNDTKDQ 

LERRIARLETGMAWAEEPPSRT 

RHLJSNCQ1SETDIPNVFAVRVN 

vt i vDAni^vppnPTPwr.TPFn 

I L.L T IvAV^I^AE.KJL'C IrY VUI tVT U 
JV V rrot\U I I W lYl^LJNJvLJI V LLA^ 
A VI I onlNLoVLr 


ZJ I l<* 


DDHoZ 


A 


ZjZjZ 


i 


1 1 ft 




ZD 1 I J 




A 
A 


ZjZjj 


i 


<; in 




25116 


55484 


A 


25254 


9 


79 




25117 


55485 


A 


25255 


1 


361 




25118 


55486 


A 


25256 


863 


1245 


FSQIYLARSALSSAHSSRSPWQH 

SVWTLVRSVTNLETSANSALG 

NLWLRRATAHALKALSPNFWR 

i Aur Qi n a hp a pp^qr^/hpi xxi 

QQAGSFISSLATFCKSSFIPFSKE 
rCEFRGIKVRMSSGNFf 


TCI 1ft 

Zd\ \ y 


c ca on 


A 

A 


ZjZj 1 


AAA 




nil CDPI VPVPPVkTVMWnVtt/ 
ulLorrLVr Vivr V NJLA^J V V U V W 

TYr ULLo VrL V Uio VJL V r VrUL 

rr.vrci \/\/ 




CCA OQ 




ZoZjo 


i 


1 o to 






JJH07 


A 


ZJZJ7 


77ft 
I to 


000 




25122 


55490 


A 


25260 


312 


635 




25123 


55491 


A 


25261 


4047 


4276 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possib!e nucleotide insertion) 


25124 


55492 


A 


25262 


1599 


1776 


WFPASSMSQPKKAQDQTDSQP 

NSTRGTERSWYHSF*NGSKQ*K 

KSNSSPTHFMRPASS 


25125 


55493 


A 


25263 


1 


162 




25126 


55494 


A 


25264 


1 


3370 


MNRAPIPKQSKDKTSRETKNTS 

RSKTRERTDELEGLSTDNHAET 

QHAETNTDMTHERYTQIRNHT 

YKTTHQMEDKRTKPKREKEIH 

NRPDDMAKAGIPRSILNTGHPG 

KLMQTEVHHVRTLK1MLKVYS 

RALQEELQFSSKAJGRLFPCAD 

DLLETHSHFLAQTHERSGYVPL 

CVCATHTKFYEFMEDVNTAYT 

KRHTMFRSLSMVSECLFSL1NG 

DDMFVTFAAMQAQQGRSSLV 

WLFSQLYLYSFISLFIYMV 


25127 


55495 


B 


25265 


44 


238 




25128 


55496 


A 


25266 


1 


444 


M PAEFITG\ERS\SEGFF\RI H AG I 

EQA1SRGLAYAPYADLKNLDD 

KT1ASFQQQLSDMGYKFQFITL 

AGIHSMWFNMFDLANAYAQG 

EGMKHYV EK VQQPEF A A KKD 

GYTFVSHQQEVGTGYFDKVTT1 

IQGGTSSVTALTGSTEESQF 


25129 


55497 


A 


25267 


710 


1395 


DLPGISSKWVIAV1FGHLIVGIF1 

PPAHVRAGIT*RQVR/W1AAHE 

GKAPQQIIIMAHLDTYAPLSDA 

DADANLGGLTLQGMDDNAAG 

LGVTLQLAERLKNTPTEYGIRF 

VATSGEEEGKLGAENLLKRMS 

DTEKKNTLLVINLDNLIVGDKL 

YFNSGVQTLEARHQRSFNTVKP 

WPDSVISNRPFAGNTGSVDDND 

EIQRNLNDTNYNRMWEYNNRG 

VGSKVVAEAKK 


25130 


55498 


A 


25268 


2 


2105 




25131 


55499 


A 


25269 


754 


1133 


RAANQHQTVDLTRLQTR1AQR 

LFNRHSQAIEQRQPQIFQFVLVK 

FAFPRFFLILPANVQWRLIATFC 

RFHTGVQGCQFTLVKRGPGDIR 

DYQQTNLDWYNSRNTTKLDES 

VNRV/HAAIQS*RQNGL 


25132 


55500 


B 


25270 


1 


1275 




25133 


55501 


C 


25271 


1 


1167 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence < X=IJnknimn, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


25134 


55502 


A 


25272 


275 


2424 


SPAMHFQSFT/WQNNLDDNTIA 

SFQQHLSDMGYKFQFITLAGIH 

SMWFNMFDLANAYAQGEGMK 

HYVEKVQQPEFAAAKDGYTFV 

SHQQEVGTGVYAASGNSLLLM 

RALNAAWPG1IDCSNHFARLRC 

SVWSIPRSDLRCAAAFRTGRLA 

ATALHYYTAKRCRPDKTRQRRI 
RQPARALDVGCGVTALSDLPp 














CRTSQRCRPDKTRQRRTRQPAR 

ALDVGCGVTALSDLRGAALHG 

SLANYRVVNFLFRLPDAMILSV 

LLRSCPFVFPLLRRLRAGAPVGP 

YCTGTPITPLPSTRLFAPLPNRC 

SMAGMYGGLQPVPHPAIGARC 

LMRCLTHLIRPTMGTGSMAEE 

ALGTSFKRLCAHYSRMRCWRIL 

SGLRGARPNK1VCRJRRLRRJRP1 

LRLRFPRHSRVVFIFGGGNPRR 

AKQRQTGEEVEKCHQPQHGTK 

CCARGGFAACLVFEYVVVFWT 

SLPDSFCRKSFPTR1RGSMVPSL 

WDFPPGVDGRKGKTSWNGVPG 

PCVTCGLGLTCPESPCCPGLSLG 

DGYPEKVSVGPPIPLKFQAILQA 

FHEIFGEGSCHIASVAVESGVPE 

QPFGSEETRAGARNRVANARR 

LLPEADFWVAIEAGIDGDSTFS 

WV V IENASORGE ARSATLPLPA 

VILEKVREGEALGPVMSRYTGI 

DEIGRKEGAIGVFTAGKLTRAS 


25135 


55503 


A 


25273 


1 


441 




25136 


55504 


A 


25274 


3 


2919 


AVSNCSEGLSKEWGPRPCRHR 
GMEKLPLGGKFWPTQ/EAVRT 
VRA RLQAD/VTG V PT VL V ARTD 
ADASDLITSDCDPYDSEFMTGE 
RTSEGFFRTHAGIEQAISRGLAY 
APY ADLV WCETSTPDLEL A RRF 
AQAIHAKYPGKLLAYNCSPSFN 
WQKNLDDKTIASFQQQLSDMG 
YKFQFITL AG IHSM WFNM FDL A 

INA I Av^UC\JlVINrl I V trv V V/yr t*, 

F A A A K DG YTF VS HOOEVGTG Y 
FDKVTTIIQGGTPDKAFT 


25137 


55505 


A 


25275 


432 


549 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25138 


55506 


A 


25276 


652 


2689 


K FS VG Y A VQN FN ATVSTKQ FQ 

VFSEQN TSSYFAEPQLDVNYYQ 

NDVVHFVTTRDDMPEATRVHL 

EPTIMLPLSNNWGSINTEAKLLA 

THYQQTNLDWYNSRNTTKLDE 

SVNRVMPQFKVDGRMVFERD 

MEMLAPGYTQTLEPRAQYLYV 

PYRDQSDIYNYDSSLLQSDYSG 

LFRDRTYGGLDRJASANQVTTG 

VTS Rl Y DD A A V ERFN I S VGQ I Y 

YFTESRTGDDNITWENDDKTGS 

LVWAGDTYWRISERWGLRGGI 

Q Y DTRLDN V ATSNSS I E Y RRDE 

DRLVQLNYRYASPEYIQATLPN 

VNHH1TN4EHLHMKTRTQQIEEL 

QKEWTQPRWEG1TVRPYSAEDV 

VKLRGSVNPECTLAQLGAAKM 

WRLLHGESKKGYIMSLGALTG 

GQALQQAKAGIEAVYLSGWQV 

AADANLAASMYPDQSLYPANS 

VPAVVERJNNTFRRADQIQWSA 

G1EPGDPRYVDYFLPIVADAEA 

GFGGVLNAFELMKAMIEAGAA 

A V H FEDQL AS VKKM RH MGRT 

ASDQPWLAYAPYADLVWCEPP 

PPD LEL A RRFAQ A IH A K Y PG KL 

LAYNCSPSFNWQKNLDDKTIAS 

FQQQLSDMGYKFQFITVLAGIHS 

MWFNMFDLANAYAQGEGMK 

HYVEKVQQPEFAAAKDGYTFV 

SHQQEVGTGYFDKVTTIIQGGT 

SSVTALTGSTEESQF 



WO 01/075067 

4 V* V 



PCT/US01/08631 



SEOID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \~possible nucleotide insertion) 


25139 

7 . •* "Y! . 


55507 


A 


25277 


134 


1695 


FPDPARLPPVSVNHH1TMEHLH 

M KTRTQQ1 EELQK EWTQ PR WE 

GITRPYSAEDGGKLRGSVNPEC 

TLAQLGAAKMWRLLHGESKK 

G Y IN S LG A LTGG Q A LQQ A KAG 1 

EAVYLSGWQVAADANLAASM 

YPDQSLYPANSVPAVVERINNT 

FRRA DQ1/Q WS AG I EPGDPRYV 

DYFLPIVADAEAGFGGVLNAFE 

LMKAMIEAGAAAVHFEDQLAS 

VKKCGHlClGGKVLVPTQEAlQK 

LVAARLAADVTGVPTLLVART 

DADAADLITSDCDPYDSEFITGE 

RTSEGFFRTHAGIEQAISRGLAY 

APYADLVWCETSTPDLELARRF 

AQAIHAKYPGKLLAYNCSPSFN 

WQKNLDDKTIASFQQQLSDMG 

YKFQFITLAGIHSMWFNMFDLA 

KAYAQGEGMKHYVEKVQQPE 

FAAAKDGYTFVSHQQENRSSK 

QQQPLLTVGRIRRSRRIRQSVPR 

TGIGCASRRFNTAKPWADAV1S 

kid f>c a /^viT/^c\/r\r\xir\ci/^DVif vi 
NKrrAON lOaVUUNUblvJKNLN 

r"VT*KI\/"NTI> Kjl\l/CVXIXID/~'\//~ , CIi'\/\/ 

U 1 N YNKJvi WbYNNKOVOoK.V V 
AEAKK 


25140 


55508 


A 


25278 


230 


380 




25141 


55509 


A 


25279 


432 


1247 


PSQEPSVHGRWMA*KGHSR1V* 
WRAYD*TH\FNPVLKKSVSLGS 
NIRHMLAEEATTEELDG'RGPV 
LV*PNRH*PAYWMRAYLNLKK 
M SCRSFRRKA * RW*CETQTVV 
up pii> \/r\on>jMUipr»\/\/ a p uvu 

riKJJKVl^V^NrHrirLJV VAKH in 

LYAFLRKERQLIFFKFKYARIQY 
AG 


25142 


C C C 1 A 

55510 


A 

A 


25zoU 


Z43 


a in 


DDDCVCWI r\D I DC A VI I DVV*D 

DWYHRTAGRRRDGNAGRQHQ 
NGCYPDPPDRDGRRSAFRNP 


25143 


55511 


A 


25281 


10 


638 


SSVPTAGSRYNHLRAPRYSPLF 

ANYSMSDRCCFCPFG/LDSSTG* 

WFQ*RSVPLPILLPDTSRHQL*C 

SDPTRNGPAVQACQRFFHIVERV 

ARVHHARFAATVTVDHVVIDQ 

RFFQICRT/PWCRLHRHHWRSSS 

GTR*TF* SPARH FCLLHNDSS YR 

CT A D DT/^C/^Tr^A/Dr^D L> /^C Fl A UI 

o 1 AKr 1 CbU 1 Li VrUKKCoL/Arli^ 
LUnWbuoKAHAU 1 UAcLWLL 
NPQPAPSLLQCRR 


25144 


55512 


A 


25282 


803 


1622 








A 

A 


ZJZ6_> 




OoO 


RRPQYQVI ORI P^AVI 1 PYV*R 
I\l\r o T O V Ly IvLr Dn V LLr I T rv 

DWYHRTAG RRRDGN AG RQHQ 
NGCYPDPPDRDGRRSAFRNP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25146 


55514 


A 


25284 


1 


2063 


MKNFMENVLRYLSDDKWKPD 

A KASMTVGTNLDTV YFKRHGQ 

VTGNSAAFDFHPDFAGISVEHL 

SSYGDLDPQEMPLL1LNGFEYV 

TQVGNDPYA1PLRADTSKPKJLT 

QQDVTDL1AYLNKGGSVL1MEN 

VMSNLKEESASGFVRLLDAAG 

LSMALNKSVVNNDPQGYPNRV 

RQQRATGIWVYERYPAVDGAL 

PYTIDSKTGEVKWKYHVENKP 

DDKPKLEV AS WLED VDGNRKR 

NFSNDARANGTAAFTDCETQT 

VVHRDRVDQGHN H FDLVARH 

YHLYAFRQFDGTSHVSSTEVEL 

RTVAFEERSMTAAFISWTECTL 

QIRTCPQNPTGKVWTCDELE1M 

ADLCERHGVRVISDE1HMDMV 

WGEQPHIPWSNVARGDWALLT 

SGSKSFNIPALTGAYG1IENSSSR 

DAYLSALKGRDGLSSPSVLALT 

A H 1 A A YQQG A P W LDALRl YLK. 

DN LTYI ADKMN A AFPELN WQIP 

QSTYLAWLDLRPLN1DDNALQ 

KALMDQEKVAIMPGYTYGEEG 

RGFVRLNAGCPRSKLEKGVAG 

LINAIRAKKSATMIDTTLPLTD1 

HRHLDGNIRPQT1LELGRQYNIS 

LPAQSLETL1PHVQV1ANEPDLV 

SFLTKLDWGVKVLASLDACRR 

VAFENIEDAARHGI HYVELRFS 

PGYMAMAHOLPVAGVVEAVID 

GVREGCRTFGVOAKLIGIM 


25147 


55515 


A 


25285 


3 


371 




25148 


55516 


A 


25286 


63 


180 




25149 


55517 


A 


25287 


2 


205 




25150 


55518 


A 


25288 


495 


707 


REFSSHQKGLRDRPAHKAVLG 
DNQLFSGGTG APV WPG/HSENV 
VPVDPT\MKRLPDDVNHPALDY 
YWRLSFA 



WO 01/075(167 



PCT/US01/08631 



SEQID 
NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


25151 


55519 


A 


25289 


! 


1713 

i j 


MTWAYSPSYGKPLSVPQGIIGL 

MTRfGMDVTLAHPEGYDLIPD 

VVEVAKNNAKASGGSFRQVTS 

MEEAFKDAD1VYPKSWAPYKV 

MEERTELLRANDHEGVKAAPEK 

HCL\AQNAQHKVDWH\SIEEMM 

EP\TREGEAQNKHGRP\AEINGA 

SCKEGRSDQKAYDEKSRPDEM 

PIDDNVVLNKGDVLQVSGDAR 

RVKTIADRIGFISIHSQVTDLLAF 

CAFFVIGLMIGM1TFQFSTFSFG 

MGNAAGLLFAGIMLGFMRANH 

PTFGYIPQGALSMVKEFGLMVF 

MAGEIQVDGNTIYPH1WKSCDG 

GVLFAKQYLLRLGIILYGFRLTF 

SQIADVGISG1IIDVLTLSSTFLL 

ACFLGQKVFGLDKHTSWLIGA 

GSSICGAAAVLATEPVVKAEAS 

KVTVAVATVVIFGTVAIFLYPAI 

YPLMSQWFSPETFGIY1GSVIEV 

GVDVPNASLMIIENPERLGLAQ 

LHQLRGRVGRGAGLLTACCST 

KRRFLKAAPEVTRTGLADDRSS 

GLPLQTGYELASMQGLVDVVR 

LSPQGTDTFAMLDAFRANENG 

AAPLPLTANSDCNGYWRRLAG 


25152 


55520 


A 


25290 


629 


1054 


ASGRFREVTG/MEEAFKDADI/V 
YPQSWAPYKVMEERTVLLRAN 
DHEGLKA\LEKQCLAQN AQH K 
DWHCTEEMMELTRDGEALYM 

HCWPAD1SGVSLK±.CjEV I buvr 
EKYKJA 1 YKbA5>WKrYllAAIvll\ 
CPVNTPNQVHCSSNC 


25153 


55521 


A 


25291 


235 


780 




25154 


55522 


A 


25292 


1 


2783 


MTYRNNHQTGVAFLFQTKFCIE 

DGGVKTFDGYRVQTQSRHAEQ 

EVTDVE1NLFCHPLCHMQIFTV 

H1SEELATFIVRGFRFRRGKAAI 

G IFL VNNQLQPDI V H RG FCTEH 

HDVRGIFCHFTLVEHVITGSGFG 

NTRFTFFRAGNNKMPRLGVGA 

GWAVLQGVPVRFGVWPLPEYP 

AYACGKFNGAIRAGDAAQLAA 

DHRAGDFFEIVFQNLFAIADVD 
LAINHAVNAQLRLRNP 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25155 


55523 


A 


25293 


365 


722 


TSCLSALA1K/QQHLDEKKELG 

HLSAGARRLiLGilVTF/CADSG 

VNLRYSAV*PAGAVYLPDAAV 

GGSADRTADAGALLGANVDCA 

VADRFLPLYLVALHLYAELGRS 

GQPGVRAYSALR 


25156 


55524 


A 


25294 


798 


1094 




25157 


55525 


A 


25295 


1 


2780 


MGIVASASVQAAEIYNKDGNK 

LDVYGKVKAMHYMSDNASKD 

G DQS Y I R FG FKG ETQIN DQLTG 

YG R WE A EF A A WTDMFPEFG G 

DSSAQTDNFMTKRASGLATYR 

KTTSSAYRWPELNLQYHRCTS 

AARAMLLSGRPVMQINERTAV 

RRQMTVYLRVERIHEIDPLVSL 

SHSMSVIPIDVERPIAAAPCTPG 

LWRTKTPLRVPSTYPLRLPGRA 

RVVCHRTFRLHLCKDWVFMFS 

GLLIILVPLIVGYLIPLRQQA 


25158 


55526 


A 


25296 


66 


300 


QSTYCDNPPVPVSRGL*P*RRSS 
STSSAGYQK*RYCQHRHDPASR 
IRTVQRTDSQRTVKRKFMLLVP 
EASVPASEIC 


25159 


55527 




25297 


240 


424 


RCSRDEHDFOLIANLR1VV1TFA 
TFA*CTA*LPLGNHSVVAAH*A 
G*GGAPVTAOVFVOHG 


25160 


55528 


A 


25298 


j 


1425 




25161 


55529 


A 


25299 


1 


471 




25162 


55530 


A 


25300 


1269 


1390 




25163 


55531 


A 


25301 


601 


1119 


VAAGAV*RGH*NVQLGKLFFV 

ASDLRINAIAGGVVVFS*FIQGL 

TNAIGSGFNNARCRKPTGQVA 

ADGGRDAGFFTIANNQCTYAA 

GIFFQCSGEFVGIQFQFAIAG1GR 

DTNLRQRFI AGRTDG ITQH RFQ 

LRLNRPQRGVAEQCTIARTLAIS 

SRMAVYLVRLLKVSISEL 


25164 


55532 


A 


25302 


1666 


1769 


RLKRHPPLRPSWPPY*TGAHVW 
HFSPLANWKPGI 


25165 


55533 


A 


25303 


1 


1970 


MKDDIFFRTSGGGVTLSGGEVL 

MQA EFATRFLQRLRL WG VSCA 

IETAGDA PASKLLPLAKLCDEV 

LFDLKIMDATQARDVVKMNLP 

RVLENLRLLVSEGVNVIPRLPLI 

PGFTLSRENMQQALDVLIPLNIR 

Q1HLLPFHQYGEPKYRLLGK.TW 

SMKEVPAPSSADVATMREMAE 

RAGLQVTVGEKWGVSIETQGA 

LGTENRLADEDIRRADVALLIT 

DIELAGAERFEHCRYVQCSIYA 

FLREPQRVMSAVREV 



WO 01/075067 PCT/US01/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


25166 


55534 


A 


25304 


2804 


3494 


LSLAEWKCLNPSQRALYREVM 

LENYRNLEAVGQLQPQSTQRIP 

*GRICNGDRLTSQKGLDL\VLEA 

LPGLL\EQGGQLALLGAGDPVL 

QEGFLAAAAEYPGQVGVQ1GY 

HEAFSHRIMGGADVILVPNRFE 

PCGLTQLYGLKYGTLPLVRRTG 

GLADTVSDCSLENLADGVASG 

r Vr hUbNA WoLLKAIKKAr VLW 














cnnci U/D Cl/ADA A IV A A fc iirM?C \\r 

bRPSLWKr VyKv^AMAMDrSW 
y\V AAKi> YKbLY Y KLK 












^ ^ .„ ' ^ 


25167 


55535 


A 


25305 


1 


1306 




25168 


55536 


A 


25306 


818 


1658 




25169 


55537 


A 


25307 


2611 


2826 




25170 


55538 


A 


25308 


609 


2359 


PPPIC1APVWGCRKKSLPARSKSI 

FCFALFFPFFLNGE1ILPESPCPF 

WTLFRNDGGKKRDPLAPVYLL 

GKLTISPGP1CPDMIGVLFDSTV 

RRE V A H 1 GN VQHRFCG PLFLKL 

VEFIDFILT1D1AA1IRQYLVVICE 

VDQRINQIAIATRJFRTGYTAAD 

LRQHLMQLLIFLVVFTRFVALT 

TQFFHFFRCVTKNKDIVSTDMI 

QHLDIRTVQRTDSQRTVKRKLH 

VTGAGSFRPCQRNLFRQICRRN 

DQLRQANAVVRDEHDFQLIAN 

LRIVVDHFRYVIDQMNNVLRH 

VIGRSRLTAKNIHARYPLRIRVG 

LDAVIAEMASGLDPFWRPDVV 

HAHDWHAGLAPAYLAARGRP 

AKSEFTVHNLAYQGMFYAHH 

MND1QLPWSFFNIHGLEFNGQIS 

FLKAGLYYADHITAVSPTYARE 

ITEPQFAYGMEGLLQQRHRERR 

LFGVLNGVDEKIWSPETDLLLA 

SRYTRDTLEDKA ENKRQLQN A\ 

MGLKVDDKVPLFAVVSRLTSQ 

KGLDLVLEALPGLLEQGGQLA 

LLGAGDPVLQEGFLAAAAEYP 

GQVGVQIGYHEAFSHRIMGGA 

DVILVPSRFEPCGLTQLYGLKY 

GTLPLVRRTGGLADTVSDCSLE 

NLADGVASGFVFEDSNAWSLL 

KAIKJvAr VL/W oivrVvjo Wl\ T o/\ K 

AIRCCRKVSLRRQRNTPVRWAF 
RLA1TKHFRJALWAARTSFWCP 



WO 01/075067 



PCT/US01/U8631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25171 


55539 


A 


25309 


1028 


1632 


TSASAGTARNFSSNFAVRTTGH 

STSEATSSSRLSLKSALPPILRAA 

SSASALMFFVIGDDFPTSRRJSG 

Y*SALSMVNSGSPIKRWPRJTRS 

D*MPRMVAGMTLSP/MQQGHG 

VHRTHEVHVVAPQRJSFGIGSF 

AREVATIFGSSASVFRR*YRNH 

APNLLTLCSVCLORJxTPGOSPG 

RVFRFHDPVAFROVSYFOROTP 

IA 


25172 


55540 


A - 


25310 


1 


336 




25173 


55541 


A 


25311 


1889 


2257 


S AMTFPRSRRISG Y* S ALSMVN 
SGSPIKRWPRITRSD*MPRMVA 
G MTLS PSSRVTVCTGRTKCTSL 
APORISFGIGSFAREVATRRPYR 
DIKEGFSOREAALLPOSLRVPO 
TGTWSAAGAQA 


25174 


55542 


B 


25312 


1 


735 




25175 


55543 


A 


25313 


1439 


1744 


SAMTFPRSRRJSGY*SALSMVN 

SGSPIKRWPR1TRSD*MPRMVA 

GMTLSPMOOGHVPWOLMVVL 

WNTRQRWKPSSPDRYVNRAMS 

LPSRKGEMLKPAPCRX 


25176 


55544 


A 


25314 


1209 


1972 


SAMTFPRSRRISGY*SALSMVN 

SGSP1KRWPRITRSD*MPRMVA 

GMTLSPSSRVTVCTGRTKCTSL 

APQR1SFGIGSFAREVATIFGSSA 

S V/HF A LHMG AIQQPF A FIG SQT 

LSLVNGNTATTVPQPSAALLGLP 

SASNAWAIAGPRFSISRSGCASA 

RLATFSARRRGASKPLNGCLLR 

ATLSSPDKFQQGSTGGMLWGV 

LRHSPKFSITADGREFTLHWPN 

TGAMTGCATPGEYVWYSTFDN 

TQRKYPHPWEL 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


25177 


55545 


A 


25315 


1 


1521 


METQHRLMRTFQPRQQDWTY 

ALWGGVKLRWLFFFLWGLFLF 

AGEEELGIRQTRTNDFLVTGDN 

LLR1FRFDVGNEDKVRQQFAVV 

R1HREVFLVTFHGVNQRFSRHR 

EEFLFEFCVTPKLNEGTTQRTN 

NRGIAVLNTGHRHPDLVAAVE 

QQLQQFTHTAYQIVPYESYVTL 

AEKINALAPVSGQAKTA\FFHP 

GSETQVENGVKMVRAHTGTPG 

V\IAFRdG\FHGRTYMTOALTG 

KVAPYKIGFGPFP\GSVYHVPYP 

SDLHGISTQDSLVDAIERLFKSDI 

EAKQVAA1IFEPVQGEGGFNVA 

PKEL V A A 1 RRLCDEHG I VMI A D 

EVQSGFARTGKLFAMDHYADK 

PDLMTMAKSLAGGMPLSGVVG 

NANIMDAPAPGGLGGTYAGNP 

LAVAAAHAVLNIIDKESLCERA 

NQLGQRLKNTL1DAKESVPAIA 

AVKOLUbMlAVbrNL>rvJ 1 Obrc> 

AA1AQKIQQRALAQGLLLLTCG 

AYON VIKrLYrLI IPUAyrUAA 


25178 


55546 


A 


25316 


114 


187 


RSTISSVRYGDDAFKP*RQAWN 
VL 


25179 


55547 


A 


25317 


105 


317 


YLFFLSRFNHWISMEKKLGLSA 
L I ALVLoMbWAKVroVCKKl W 
Kyj^rAKV^rlCboAO VLLALAr YC 

\1 7T>T n/"* 


ZD \ OX) 




A 

A 




J 


jyj 




0< 1 ft 1 


CCC/tQ 


A 

A 


Zjj \y 


i 
I 


TOO 

fly 




0^ 1 ftO 
ZD loZ 




A 

A 




I 


1 AA< 






J J J J 1 


A 


I 


1 
i 


1 161 
1 JU 1 




25184 


55552 


B 


25322 


i 


2793 




25185 


55553 


A 


25323 


27 


255 





3358 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IfSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \= Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, V=possi ble nucleotide insertion) 


25186 


55554 


A 


25324 


225 


1408 


RIIYMHMESQKIWFALSTPMEIR 

NECCLPSHSSP1CMYLGACLF\PL 

SSSWGIDDRDDLLRTIHRM1DN 

GHAARLAGFYHRWFRYSPCEW 

RDYLAELNEQGQAYAQFVAST 

AECCGEGGIKAWDYVRMGFLS 

RMGVLNNWLSEEESLWIQSRIH 

LRALRYYSNWRQYFAGYTFGR 

QYWQSPEDDHLPLLREFLAQET 

TDVD1IRRAYLALLPSFHTETDP 

QGF'KQLRHAYDDALPJAQSPAK 

SVLQPEEYEWEALLVEMLGLL 

HRIAMVQLSPAALGNDMAAIE 

LRMRELARTIPPTD1QLYYQTLL 

IGRJCELPYRTCQLHACTSADTP 

LRKIPRFSGKLHFYAFCPNIYSS 

YHSAAKYGGSCQPGSTAHRLG 

YYWRWHF1AGLCHADPHAHSS 


25187 


55555 


A 


25325 


230 


380 




25188 


55556 


A 


25326 


432 


1247 


PSQEPSVHGRWMA*KGHSRIV* 
WRAYD*TH\FNPVLKKSVSLGS 
NIRHMLAEEATTEELDGTAGPV 
LV*PNRH*PAYWMRAYLNLKK 
MSCRS FRRKA * R W *CETQT V V 
H RDRV DQGNNH FD V V A RH Y H 
LYAFLRKERQLIFFKFKYARIQY 
AG 


25189 


55557 


A 


25327 


10 


638 


SSVPTAGSRYNHLRAPRYSPLF 

ANYSMSDRCCK.PFG/LDSSTG* 

WFQ*RSVPLPILLPDTSRHQL*C 

SDPTRNGPA\QACQRFFHIVERV 

ARVHHARFAATVTVDHVVIDQ 

RFFQICRT/PWCRLHRHHWRSSS 

GTR*TF*SPARHFCLLHNDSSYR 

STARPTCSGTDVPDRRCSDAHL 

CDHWSGSRAHADTDAECWCL 

NPQPAPSLLQCRR 


25190 


55558 


A 


25328 


803 


1622 




25191 


55559 


A 


25329 


498 


686 


RRPSYSVLQRLPSAVLLPYY*R 
DWYHRTAGRRRDGNAGRQHQ 
NGCYPDPPDRDGRRSAFRNP 
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PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=(Jnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25192 


55560 


A 


25330 


1 


2063 


mknfmenvlrylsddkwkpd 

akasmtvgtnldtvyfkrhgq 

vtgnsaafdfhpdfag1svehl 

ssygdldpqempllilngfeyv 

tqvgndpyaiplradtskpk.lt 

qqdvtdliaylnkggsvlimen 

vmsnlkeesasgfvrlldaag 

lsmalnksvvnndpqgypnrv 

rqqratg i wv yer y pa v dg a l 

pyt1dsktgevkwkyh venkp 

ddkpklevaswledvddnrkr 

nfsndarangtaaftdcetqt 

vvhrdrvdqghn hfdl varh 

yhlyafrqfdgtshvsstevel 

rtvafeersmtaafiswtectl 

qirtcpqnptgkvwtcdeleim 

adlcerhgvrvisdeihmdmv 

wgeqphipwsnvargdwallt 

sgsksfnipaltgaygiiensssr 

daylsalkgrdglsspsvlalt 

ah1aayqqgapwldalrjylk 

dnltyiadkmnaafpelnwqip 

qstylawldlrplniddnalq 

kalmdqekvaimpgytygeeg 

rgfvrlnagcprsklekgvag 

linairakksatm1dttlpltdi 

hrhldgn1rpqtilelgrqynis 

lpaqsletliphvqvianepdlv 

sfltkldwgvkvlasldacrr 

VAFFWTPHA ADHr.I 14VVPI PFC 

PG YM AMAHQLP V AG VV E A V 1 D 
G VREGCRTFG VQAKLIGI M 


25193 


55561 


A 


25331 


2 


696 


FLLLL WEI RKSSQQTTPTEMN A 
A EM AQL V AG V DE VGRG PL VG 
A V VTA A VILDPA RPF AG LNDSK 
KLSEK\RRLALYEEIKEKALSWS 
LGRAEPPEIDELNILHATMLAM 
QRAVVGLH1APEYVLIDGNRCP 
KLPMPAMAVVKGDSRVPEISA 
ASILAKVTRDAEMAALDIVFPQ 

V^PAnHkT.VPTA PHI p|/| acu 

\Jr\ i LnnrvKorUr V JVtvrVLvj J V 
I II VQPl Cl^DPQPnv/l 


25194 


55562 


A 


25332 


2 


63 




25195 


55563 


B 


25333 


138 


182 




25196 


55564 


A 


25334 


356 


706 


ISDICAPNMVSAIHA1PYTATMA 
IIPERKTSFFEIDAGLVLVRII1SA 

r VoolINl 1 1 o 1 lUoOLrrlsXHjKKo 
F^APRRATTATAPRKIHIA^OT I 
VVIIIRSLVGCRMRRWRVLSD 


25197 


55565 


A 


25335 


1746 


1873 





3360 



WO (11/075067 PCT/US01/08631 



SEQ II) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40,2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


25198 


55566 


A 


25336 


1998 


3626 


PKAARMANVPNNTTGTAMVGf 

SVA/RHILQEQIHHQEHQHNGFE 

QRFYHFVNRKLDEWRGVIRVE 

NLHS/AAGRMAVIPPVLP*WLS 

R Y REH S RRLP A * SPKG E AA SN P 

EVIARTLRKLKNQPELSEDTIKK 

AVESLSLELVLTAHPTE1TRRTL 

IHKMVEVNACLKQLDNKDIAD 

YEHNQLMRRLRQLIAQSWHTD 

EIRKLRPSPVDEAKWGLCRNGK 

TACGKAYQITWAELNKQLEEK 

PRLQTCPSKFGSGPFYF 


25199 


55567 


A 


25337 


243 


604 


PRFPFPLPPATSSVQTAMTDG*N 

ECERICVGYLRYSSHSAPDARR 

QRARTHVPVGKHALPALTKAT 

HPSWWWOCAAMAEDSTDARO 

LKA* WG VNGFLDLRS ATM DGR 

LYPVAMCLLPATK 


25200 


55568 


A 


25338 


1 


3287 


MPITLRRSVEKEQLIE1ANT1MPF 

GKYKGRRLIDLPEEYLLWFARK 

DEFPAEARYTHIDLHVPAPLLV 

M FTLDTRQSACDRNPHLPI H VC 

SSWTSPKCAPRLWTRALLPRTR 

TPPYATGTTIGSRASWFVTFPD 

ASFYRRKAPRQEFHTSLQGRSL 

Y VRQRSTANPTEITRRTLIH KM 

VEVNACLKQLDNKDIADYEHN 

OI MRRLROLIAOSWHTDEIRKL 

RPSPFAIMTEOEKTSAVVEETR 

EAVDTTSQPVAT 


25201 


55569 


A 


25339 


1 


1425 




25202 


55570 


A 


25340 


534 


1391 


RQKRRLYQTYWYKQQPRYLPP 

EHRQRHRHQSAGVSRPYSGYG 

EVRPLSQYQPEWQCWEPDVEW 

VRQPPQDAITDPDFFCFYQPGM 

TFEQFVREFAEWFSQKRPAAM 

MIG1RADESYNRFVAIASLNKQ 

RFADDKPWTGGHSWYIYPIYD 

WKVADIWTWYANHQSLCNPL 

YNLMYQAGVPLRHMRICEPFG 

PEQRQGL\WLYHVIEPDRWAA 

MCA R\ VS\G YTTGG L YPGQ A RG 

AAV*TEALKPSGLPQVCALNQC 

LLSVHRYAGHVRQERCDGADG 

RPAVHERRQLL 


25203 


55571 


A 


25341 


786 


1009 


HHSHEQQFQWPVGASGVDRW 
AVYI HOICPLTOFOY/WCRARO 
FGIMS^PGOOVGFIA*VTSSFSP 
R*KGRRVSSA 


25204 


55572 


A 


25342 


2446 


2970 




25205 


55573 


A 


25343 


1 


2184 





WO 01/075067 



PCT/US01/08631 



SEQIU 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-0nkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


25206 


55574 


A 


25344 


706 


1293 


IHRLLIRRJHQIIDLRIWQRTVEI 

HGAPVRFIQMAAWTHIAVLLT* 

QLRQLRAGFQRNSWAIFYFFHH 

RKQY1FHFDLRRFPVIMHALFC 

AVQRCADLMAHRRQKRRFCLA 

GFFCFRPCLSVFYHQFLQFSCTR 

FDLRRQLFAVAIQCMnIAFAAA 

LVDFDLPDIIXjITLA rql aqq y 

PSLVLIGFSAHVIDETLQ 


25207 


55575 


A * 


25345c 


1 


329 1 




25208' 


55576 


A' " 


25346^ 


882 ~ 


1019 




25209 


55577 


A 


25347 


1 


2265 




25210 


55578 


A 


25348 


284 


535 


cvaasvtgtrvlippllnnrsr 

rspvryvskgnwwgsvcncas 

nnsnsvsr*slppmrshawrkv 

RRIMRQLPLERPRPGFTI 


252 H 


55579 


A 


25349 


131 


208 


LVRWLLSPGW*WKISPIISICLFP 
V 


25212 


55580 


A 


25350 


1 


3108 


MDSQDKYFEATQTVYEWCGV 

ATQLLAAYILLFDEYNEKKASA 

QKDILIKVLDDG1TKLNEAQKS 

LLVSSQSFNNASGKJLLALDSQL 

TN DFSEKSS YFQSQ V DKI RKE A 

YAGAAAGVVAGPFGLHSYSIA 

AGVVEGKLIPELKNKLKSVQNF 

FTTLSNTVKQANKDI DAAKLKL 

TTEIAAIGEIKTETETTRFYVDY 

DDLMLSLLKEAAKKMINTCNE 

YQKRHG KXTLFETYLTDH P VTF 

RERLQMSIYKIPLPL 


25213 


55581 


A 


25351 


1 


296 




25214 


55582 


A 


25352 


3 


164 


VGD/NVGTTARWGIFALHVETL 

AWFTVVASLFAQHKQRAENLI 

QRLHLLWSFNP 


25215 


55583 


B 


25353 


91 


990 




25216 


55584 


A 


25354 


1146 


1881 


RCGVQ\WTMYIRAVFVNLTNP 

KSIVFLAALFPQFIMPQQPQLM 

QYIVLGVTTIVVDIIVMIGYATL 

AQRJALWIKGPKQMKALNKIFG 

SLFMLHNAFAWFYLGAFLLTVI 

AWFLLGNAQKMPQTTLQWGIL 

VFLGVVASGIGYFMWNYGATQ 

VDAGTLGIMNNMHVSAGLLVN 

LAIWHQQPHWPTFITGALVILA 

oi tiri/i invii/n pnvuin ti i a i a i t 

SLWVHPNKRFIWWLTLLA1AH 
GGVQSAPQAFAQGFGHHQTLA 
Llv ILY i riViK 


25217 


55585 


A 


25355 


1943 


2287 




25218 


55586 


A 


25356 


44 274 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25219 


55587 


A 


25357 


876 


1400 


YRHVRDSPGNDRLFETWRSAG 

CAARLLRQSGETRLLSRVVRDY 

GGRWPVSLLDGLPDATWCTEK 

RGGFCTCATGRAGEJCWAQFPE\ 

SLLTNLANPKA1IYFGSVFSLFV 

GDNVGTTARWGIFAL1IVETLA 

WFTVVASLFALPQMRRGYQRL 

AKWIDGFAGALFAGFGIHLIISR 


25220 


55588 


A 


25358 


1 


1428 




25221 


55589 


A 


25359 


421 


797 


IIFPFLLFHLCNQLSHLLQYAVV 

NAPVRRILPIQtbWQQLlQPGEK 

LKS1RRA1QHIGQTQIIGMFIQMP 

1 M 1 A YETDRATG DG 1/ WA A H * T 

HEYPCHVRQSQFHENHDDVQE 

NPPHPWKIQTPGH 


25222 


55590 


A 


25360 


1 


1320 




25223 


55591 


A 


25361 


1 


1251 


MLLS1ITVAFRNLEGIVKTHASL 

AHLAQVEDISFEWIVVDGGSND 

GTREYLENLNGIFNLRFVSEPD 

NGIYDAMNKGIAMAQGKFALF 

LNSGDIFHQNAANFVRKLKMQ 

KDNVMITGDALLDFGDGHKIK 

RSANRAGLFLIGYGAFRIIVEFF 

RQPDAQFTGAWVQYISMGQILS 

I PM I V AGTMKQYLELMQK VLD 

EGTQKNDRTGTGTLSIFGHQMR 

FNLQDGFPLVTTKRCHLRS1IHE 

LLWFLQGDTNIAYLHENNVT1 

WDEWADENGDLGPVYMTTVL 

NQLKNDPDSRRIIVSAWNVGE/ 

LDKMALAPCHAFFQFYVPDGK 

LSCQLYQRSCDVFLGLPFNIAS 

Y A LL VHM M AQQCDLE VGDF V 

WTGGDTHLYSNHMDQTHLQLS 

REPRPLPKLIIKRKPESIFDYRFE 


25224 


55592 


A 


25362 


3 


1327 





wo 



01/075067 



PCT/US01/08631 



SEQID 


SEQ ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


25225 


55593 


A 


25363 


] 


2443 


MGLIGFVLTALWIKLIKNPTDH 

PRMSAEELKFISENGAVVDMD 

HKKPGSAAASGPKLHYIKQLLS 

NRMM LG V FFGQ YFINTIT WFFL 

TWFPIYLVQEKGMSILKVGLVA 

SIPALCGFAGGVLGGVFSDYL1 

KRGLSLTLARKLPIVLGMLLAS 

■"fill /~i"V 1 A /' 1 ' k IX f ' 1 ""Pf \7\/hiff * jf A I A 

TULCNYTNNTTLVVMLMALAF 
FGKGFGALGWPVISDTAPKEIV 














GLCGGVFNVFGNVASIVTPLV.I 












GYLTVSELHSFNAALVFVGCSAL 

MTMSARSATGHECVFWCNGKP 

RRLAMRLIYWCAAAPTGDVVQ 

KLTGKWAL1ANSHRAGQPTRN 

VNEEVGQRLLEEMEWYDNYL 

NMGKTDRSANPSPGNKKGGLA 

NVVEKALGSIAKSGKSAIVEVL 

SPGQRPTKRGLIYAATPASDFV 

CGTQQVASGITVQVFTTGRGTP 

SIQPNTNELPNCCMNGVSTANT 
TSKSSLV1CALR 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


25226 


55594 


A 


25364 


1 


2701 


TFFLPAGEILPPRLEPQITLPVGS 

KKl I S i A V TDL PEPES PH L RSG LG 

WASLCCFMVICKFFPAAEGLIL 

AAVCDSRGSRYWCNGNRRYG 

YASDLLVRCGATVMFSEVTEV 

RD A I H LLTPRA VN EE VGKRLLE 

EMEWYDNYLNMGKTDRSANP 

SPGNKKGGLGKRGSSKALWLP 

LLQIQARKQVGLRVYTVACVL 

RTGTWYDRNGPDWRVPGQLN 

MGNPAPETGRYRLAHPATPHD 

PRTTPDHPSHIKPHAPTNQQPDT 

LTPTH H H HTDTR DPS PPPPRTRT 

PRQSTHTTPPHPTTTTRHTDIHP 

PTHTN PPPPTRVLTRQL H HTN RJ 

1PHRTHTTTCRRNHHNQMNTTT 

PPPPHTPQ1THRHHNTTLREQTQ 

KHRQHIHGTQHHTTRKPPTPTT 

RQYNTSIVGT1GGG\MVERKVIE 

ESLQALQERKPRLFHGRMARN 

GADAVGSDCGGAMSVFISVHG 

MRPRLVLIGAGHVNRA1AQSAA 

LLGFDIAVADIYRESLNPELFPP 

STTLLHAESFGAAVEALDIRPD 

NFVLIATNNQDREALDKLIEQPI 

AWLGLLASRRKVQLFLRQLRE 

KGVAEEHIARLHAPVGY1MIGAE 

TPQEIAIRVLAEILQVKNNAPGG 

L MMKPSH PSG HQM V VIRG AG D 

IASGVALRLYHAGFNVIMLEVE 

KPTVIRCTVAFAQAVFDGEMT 

VEGVTARLATSSAEAMKLTER 



WO 01/075067 PCT/US01/08631 

4 4 



SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25227 


55595 


A 


25365 

-T^lw , - 


1 


1262 


MGNWHLSPCPAPAPGHSCLFL 

VGTSPRILAVPGHTGSKAINKA 

ALLLESYMSQALKNLLTLLNLE 

KI EEGLFRGQSEDLGLRQVF AG 

QVGG\QPLYAAKEPVPEERLVH 

SFHSYFLRPGDSKKP1IYDVETL 

RDVAPVLDVAGATPPTIRHQRV 

TALVAPKNGSRDVRSCAGKMP 

TDGSIRAVLLPFQVSTIGGVTYE 

RVGTKDQGPQCPH VQRSS A V R 

PGPEAAPGDNSYPPYEDRSTCG 

MQAPDASYSANPDLSFTWSPCL 

SEDALHTSPLYCTTPTSGGEAF 

KGLASDLVPHEDKMVLQNGKC 

FTSPRHTEWAVLRAGHALARG 

RNLLDLAAGGMAWVSMSQEC 

PGPGTICSRDLQGTECLRMIQ1L 

PPKDPVTRGSTHCNAGTKRELE 

EFSSQVTLTALIQPLMQVSAQF 

RAADGAP 


25228 


55596 


A 


25366 


2 


176 




25229 


55597 


A 


25367 


1 


1395 


MRESLELPRDLLNCCDQNANS 

DMDMKSRLRGYQMEIMNLLG 

AGVKDFELESDDLVYLVEEISK 

QQSIHDVAWLLLVAFVY1CEQR 

NDLKSELIFTREAEHKSLENLEP 

DHVPEELDTSARNAGALTRRRE 

IRDAATLLRLGLAYGPGGMSLR 

EVTAWAQLHDVATLSDVALLK 

RLRNAADWFGILAAQTLAVRA 

AVTGCTSGKRLRLVDGTAISAP 

GGGSAEWRLHMGYDPHTCQFT 

DFELTDSRDAERLDRFAQTADE 

IRJADRGFGSRPECIRSLAFGEA 

DYIVRVHWRGLRWLTAEGMRF 

DMMGFLRGLDCGKNGETTVMI 

GNSGNKKAGAPFPARLIAVSLP 

PEKALISKTRLLSENRRKGRVV 

Q A ETLE A AG H V L LLTSLPEDE Y 

SAEQVADCYRLRWQlbLAr K.K 

t WQI l PI PlAI RAkTFPFT AKAWI 

Lri.oLLnLUAL{Vf\J\CrDb/\ rv/A W I 

FANLLAAFLIDDII\SHRW1SPPE 


25230 


55598 


A 


25368 


482 


765 





WO 01/075067 PCT/US01/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( \=Unknown, 


NO: 


of peptide 


hod 


inUSSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540.217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


25231 


55599 


A 


25369 


1 


1575 


MGSVTKSRGPTDSSAFFQFNRD 

YSFLDY1LGGCQLMFTPWARLL 

QSTCCEQCSKKAHDQFLADLA 

SILPSNTTPLIVSDAGFKVPWYK 

SVEKLGWYWLSRVRGKVQYA 

DLGAENWKPISNLHDMSSSHSK 

TLGYKSLTISNPISGQILLYKSRS 

KGRKNQRSTRTHCHHPSPKIYS 

ASAKEPWILATNLPVEIRTPKQL 

VNIYSKRMQIEETFRDLKSPAY 














GLGLRHSRTSSSERFDIMLLIAL 

MLQLTCWLAGVHAQKQAFRF 

MRLVDGTAISAPGGGSAEWRL 

HMGYDPHTCQFTDFELTDSRD 

AERLDRFAQTADEIRIADRGFG 

SRPECIRSLAFGEADY1VRVHW 

RGLRWLTAEGMRFDMMGFLR 

GLDCGKNGETTVMIGNSGNKK 

AGAPFPARLIAVSLPPEKALISK 

TRLLSENRRKGRVVQAETLEA 

AGHVLLLTSLPEDEYSAEQVAD 

CYRLRWOIELAFKRLKSLLHLD 

ALRAKEPELAKAWIFANLLAAF 

LIDDHVSHRWISPPEVPDPKRRT 


25232 


55600 


A 


25370 


1 


1341 


MAGGRKFPDGGDRTTLCGLSQ 

PGVLAPRSPEKRRAINQRYPSK 

TGQLPASITDMMRTARHHLSG 

NGISVPKGAELAHPSTVLELFAI 

SAKPIHPEELDTSARNAGALTR 

RREIRDAATLLRLGLAYGPGG 

MSLREVTAWAQLHDVATLSDV 

ALLKRLRNAADWFG1LAAQTL 

AVRAAVTGCTSGKRLRLVDGT 

AISAPGGGSAEWRLHMGYDPH 

TCQFTDFELTDSRDAERLDRFA 

QTADEIRIADRGFGSRPEC1RSL 

AFGEADYIVRVHWRGLRWLTA 

EGMRFDMMGFLRGLDCGKNG 

ETTVM1GNSGNKKAGAPFPARL 

IAVSLPPEKALISKTRLLSENRR 

KGRVVQAETLEAAGHVLLLTS 

LPEDEYSAEQVADCYRLRWQ1E 

LAFKRLKSLLHLDALRAK.EPEL 

AKA WIFANLLA A FLI DDII\SHR 

WISPPEVPDPKRRT 


25233 


55601 


B 


25371 


1 


1233 





WO 01/075067 PCT/US01/D8631 



SEQID 

NO: 


SCO ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=$top codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25234 


55602 


A 


25372 


1 


2197 


SHSRGSPGKAVDFTLVSHAAW 

FG LPHFSTPAFNGQAMM LI A PV 

AVILVAENLGHLKAVAGMTGR 

NMDPYMGRAFVGDGLATMLS 

GSVGGSGVTTYAENIGVMAVT 

KVYSTLVFVAAAVIAMLLGFSP 

KFGALIHTIPAAVIGGASIVVFG 

LIAVAGARIWVQNRVDLSQNG 

CNPAYAEHHQHPGYSDKLKTR 

VSFSCLRIISTNLRRECRAQFRF 

HVDA'SAR-HGFRLWQIQGVAQP 

VFIITIREVEAAMRATAFGTEVG 

RN S RC ! RRFHQ V 1 Q FQ A LN A LG 

VELAGIDSRDPRLKVLEEMKRT 

FHWGRQTISKHIKIWLGLMLGR 

AMTPLMLDATSGKLTVWDGA 

HAGAAMG1LAVTADQNSAELA 

Y Y KSGSFRI ED VL WPS A VTDDN 

IKRNAFAADGSVNSYSVPFSSV 

PLLQRQGR1KYAVTLAKYRTNS 

NEQQESKFAQATLQWGGPWGT 

TWYGGGQYAEYYRAAMFGLG 

FNLGDFGAISFDATQAKSTLAD 

QSEHKGQSYRFLYAKTLNHLG 

TNFQLMGYRYSTSGFYTLSDT 

M YKHM DG YEFNDGDDEDTPM 

WSRYYNLLYTKRGKLQSLISKT 

RLLSENRRKGRVVQAETLEAA 

GHVLLLTSLPEDEYSAEQVADC 

YRLRWQIELAFKRLKSLLHLDA 

LRAKEPELAKAWIFANLLAAFL 

IDDI l\SHRWISPPERIPS ARK WT 


2S23S 


5S603 




25373 


1 


2754 




25236 


55604 


A 


25374 


1 


652 




25237 


55605 


A 


25375 


1 


1800 





WO 01/075067 PCT/USO 1/08631 



SCO ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codoo for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


25238 


55606 


A 


25376 


1 


2187 


MAGPRYPVSVQGAALVQIKRL 

QTFAFSVRVVSDGSDTFVRRSW 

DEFRQLKKTLKETFPVEAGLLR 

RSDRVLPKLLGQASLDAPLLGR 

VGRTSRGLARLQLLETYSRRLL 

ATAER VARSPTITG FFAPQPLDL 

EPALPPGSRVILPTPEEQPLSRA 

AGRLSIHSLEAQSLRCLQPFCTQ 

DTRDRPFQAQAQESLDVLLRHP 

SGWWLVENEDRQTAWFPAPYL 

EEAAPGQGREGGPSLGSSGPQF" 

CASRAYESSRADELSVPAGARV 

RVLETSDRGWWLCRYAGAGPE 

ELDTSARNAGALTRRREIRDAA 

TLLRLGLAYGPGGMSLREVTA 

WAQLHDVATLSDVALLKRLRN 

AADWFGILAAQTLAVRAAVTG 

CTSGKRLRLVDGTAISAPGGGS 

A E WRLHMG Y DPHTCQFTDFEL 

TD\SRDGER\L A RFAQPPDE1 Rl A 

DGEFVWRPKCIRSLAFGEADYI 

VGVHWRGLRWLTAEGMRFDM 

MGFLRGLDCGKNGETTVMIGN 

SGN KK SPXGFPFRA RFI A VSLPPE 

KALISKTRL\LSENRRKGRVVQ 

AETLEAAGHVLLLTSLPEDEYS 

AEQVADCYRLRWQIELAFKRL 

KSLLHLDALRAKEPELAKAWIF 

ANLLAAFLIDDII\SHRWISPPEV 

PDPKRRTNSLWRJTKMVIWSLQ 

VAIRGTVSLTAPSLCNSACCCC 

VSTNSATTLNDFAFARSVIDLTI 


25239 


55607 


A 


25377 


2 


333 


RLGVWQDILSRRASCYHGMEV 

WDKDSFGHISFDDQSMGYSHL 

GHIVENSVIHYA\ARLV1GADGV 

DSWLRNK.ADIPLTFWDYQHHA 

LVATIRTEEPHDAVARQVFHGE 

AFW 


25240 


55608 


A 


25378 


3 


235 


VAVLEQRVHEPLAANAPPQLR 
VS/ARLGVWQDILSRRASCYHG 
MEVWDKDSFGHISFDDQSMGY 
SHLGHIVENSVIHYA 


25241 


55609 


A 


25379 


1 


774 




25242 


55610 


A 


25380 


1 


1076 





WO 01/075067 



PCT/US0 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X~Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, ^possible nucleotide insertion) 


25243 


55611 


A 


25381 


1 1 38 


1737 


SVSTEPSVAAFSS1KLRQDPP/H 

DNLHHQYN*GDIAFQFTPYFH 

NCLCQS* WARAFQ* RANEF*R 

MNCTQLARTSGSHHLIPLTLRF* 

QICISSGQLIQYSVVCRF1HPPEH 

RLTI H PL AGQG VN LG FMDAAE 

LlAbLKRLHRQGKDIGQYIYLR 

KYbKoKJCHoAALMLAGIviQGFR 
r\i rcr"r\iD a fi/i I onin vt a r\ 


25244 ' ; 


55612 


B 


253 82 t 


1 


735 




25245 


5561 j 


B 


2538.> 


1 


in a i ■ ■ 

1941 




25246 


55614 


B 


25384 


847 


849 




25247 


55615 


A 


25385 


1 


1227 




25248 


55616 


A 


25386 


324 


1533 


EGFMEHQRKLFQQRGYSEDLL 

PKTQSQRTWKTFNYFTLWMGS 

VHMVPNYVMVGGFFILGLSTFS 

IMLAI1LSAFFIAAVMVLNGAAG 

SKYGVPFAMILRASYGVRGAL 

VPGLLRGGIAALMWFGLQRGS 

PFYDLIQTALSSPHKVT1EQFYR 

EVGVFLGIALIAVVISVLNNFFV 

SHYVFRWRTAMNEYYMANWQ 

QLRHIKGRTAFINAIMTLIAFLP 

VLVTLSAHVPELPIIGHIPYGLVI 

AA1VWSLMGTGLLAVVGIKLP 

GLEFKNQRVEAAYRKELVYGE 

DDATRATPPTVRELFSAVRKNY 

FRLYFHYMYFNIARILYLQVDN 

VFGLFLLFPSIVAGTITLGLMTQ 

ittki\ /!?/""• *"i\/f>/~* a t/"\\/i rKio ai/tti 
1 1 NVrOV^VKOAryYLlNbW 1 1L 

VbLMvlol YKRLKorbHbLDGDKl 

QEVTHTLS 


25249 


55617 


A 


25387 


1526 


1683 




25250 


55618 


A 


25388 


2709 


2918 


CWCFV/HRRSCCGSVRYALSAV 

bb 1 Gv<> 1 OA Y VoOrULv^rbKLv^K 
LWC 


25251 


55619 


A 


25389 


1 


1812 




25252 


55620 


A 


25390 


134 


386 


RLKPSAA1RRRVSSSRISTPLNPA 
qtta PvnTnr* A\ipp i RAT^ni a 

Oil VOI LA^rV Mr IVL/IVrV 1 OVJL»/\ 

GSPLIQNRFCRARQPRWSAPVA 
RHAAVYARHRWNQII 



3370 



WO 01/075067 



PCT/US0 1/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25253 


55621 


A 


25391 


181 


1630 


RIRQFCFYHHCVLTLAICAFIVIT 

LTiWVSFRVSVLVFAMADDiKV 

AVVGAMSGPIAQWGDMEFNG 

ARQAlKJDINAKGGIKGDiCLVGV 

EYDDACDPKQAVAVANKIVND 

G1KYVIGHLCSSSTQPASDIYED 

EG1LMISPGATNPELTQRGYQHI 

M RTAG LDSSQG PT A A K Y I LETV 

K PQRJ A 1 1 H DKQQ YG EG L A RS V 

QDGLKAANANGVFFDGITAGE 

KDFSALIARLKKENIDVFVYYGG 

YYPEMGQMLRQARSVGLKTQF 

MGPEGVGNASLSNIAGDAAVEG 

MLAPVLITVDQPFVQAGFQPLR 

RLL PA H ETC RRTRA YG VG RLT 

RQIRRQIATTFRHNAQAAESKD 

FQWYRCDPCQLFHLMMRQHAR 

QHHASNVKMAMIKVNRLFIGR 

RSLH R Y V A LN M RITLGG V LH H 

GEVGEDQRVGTQLRRHIHGAL 

PTGVTVRMRKSVNRDVKFAA 

MLMDKTHRFLOFFLGKVKAGE 


25254 


55622 


A 


25392 


2 


505 




25255 


55623 


A 


25393 


1 


2038 




25256 


55624 


A 


25394 


188 


1771 


GKQTSTSPAGWENSLRMRYTx 

MSFSLIATGLLGVYLTTMPGY 

WGILFVWALFGVTCDMMNWP 

VLLKSVSRLGNSEQQGRLFGFF 

ETGRGIVDTVVAFSALAVFTWF 

GSGLLGFKAGIWFYSLIV1AVGI 

1IFFVLNDKEEAPSVEVKKEDG 

ASKNTSMTSVLKDKTIWLIAFN 

VFFVYAVYCGLTFFIPFLKNIYL 

LPVALVGAYGI1NQYCLKMIGG 

PIVLEKVLPPVVSVRVKGTASQ 

GQKIPEEFKQFFGDDLPDQPAQ 

PFEGLGSGVIINASKGYVLTNN 

HVINQAQKISIQLNDGREFDAK 

LIGSDDQSDIALLQIQNPSKLTQI 

AIADSDKLRVGRSGLNLEGLEN 

FIQTDASINRGNSGGALLNLNG 

ENPIDQLKVVGRPHDRJDGPLK 

TTGTARYAYEWHEEAPNAAYG 

YIVGSAIAKGRLTALDTDAAQK 

APGVLAV1TASNAGALDKGDK 

NTARLLGGPTIEHYHQAIALVV 

AETFEQARAAASLVQAHYRRN 

KGAYSLADEKQTVNQPPEDTP 



1171 



WO 01/075067 



PCT/US01/08631 



SEQIO 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=(Jnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25257 


55625 


A 


25395 


356 


849 


GSACRVREIPRPASQMP/HTLPA 

GSRPPGSEAEPGPEAAPPPARRE 

AHQIPRPRRGHLPSSPGPRTHVA 

AHNIRVVTEAHADSHALLSDLG 

AAPFVVMSRJLRVDGDEDPPHV 

DtSIQPTI bNAV VrRPVQLTSAI 

ETGGKEEPYGLSAASLGRAESS 

AASLAGRR 


25258 


55626 


A 


25396 


154 


379 


LVPRLKLGDLPSEINPLSSCSLV 
KfcKJDrrl 1 oC 1 n 1 \ 1 INrK.N!I>rlo 
NPDSTGNRifVQLTW*PLPEPLE 
LWPKAL 


25259 


55627 


A 


25397 


4761 


5127 


LGSGDLPWEINPLSSCSLLREKD 
PPTTSGPQTYTSPRNISPISNPHTR 
TSK.RLNRSGQAFLQNLLPQELA 

Tf AD\II TTD DD\T APCnrTI T OD 

TS A RN LTTRPKN A CS PG FLLS R 
VPSVRDPTGNWTVQLTWQPLS 
EPLELWPKAL 


25260 


55628 


A 


25398 


1 


753 


MGSWLQGLRAMVFALNYMVT 

RVRMKKDPPTTSGPQTVTSPRNl 

SPISNPR/PKETRFICGPKTPAPL 

MDWEGSLPLMFNHCRDTSLHH 

PCFQGVRPCRDACLSPSPLAASP 

AFLGKGQVPLNPFFTLSGKSRF 

SGGGASTPTPSFHVSTPSLLFW 

GRGKYPSTPSSPLVASPAFLGK 

GQVPLNPFFTLSGKSRFSGEGA 

k!" APPTITHAPI RVTI TVPAAVf 
M\r C 1 I 1 UADLIvV 1 L I V CrVr\ V 

STIALSLGWEILPRHWGKEEVT 
KTIYYPVIP 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=!Jnkno»-n, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


25261 


55629 


A 


25399 


174 


2238 

... . . - „v ? 


LRSGDLPWEINPLSSCSLLHEKD 

FPTTSG PQ7YTS P RN ! S P ! SN PRQR 

RHILSMDPKLRRRSWTWVGSLP 

LVFNHCRDASLIIHPGFRGVRPR 

RDVCLGPSPLATITDAELYVTL 

TVEGKSIPFLIDTEATHSTLPSFK 

GPVALASIHVQNVQ1KRDKEGH 

YIMVKGSIQQEELTILNMYAPN 

TGAPRFIKQVLNDLQRDLDSHT 

1IMGDFNTPLSTLDRSTRQKVN 

KDIQDLNSALHQADLID1YRTL 

HTKSTECTFFSAPHRTYSKIDH1 

VGSKALLSKCKRTEIIINCLSDH 

SA1KLELRJKKLTQNHSTTWXL 

NNLLLNDYWVHKEMKAEIKM 

FFEINENKNTTYQNLWDTFKAV 

CRGKFIALNAYKRKQERSK1DT 

LTSQLEELEKQEQTRSKASRRE 

E ITK I RA E LKE1 ETQKTLQ K 1 N ES 

RSWFFEKINK1DILLARLIKKKR 

EKNQIDAIKNDKGDIATDPTEIQ 

TTIREYYKHLCPNKLENLEEMD 

KFLDTYTLPRLNQEEDESLNRPi 

TGSEIVAIIMSLPTKXSPGPDGFT 

AKFYQRYKEELVPFLQKYKEEL 

VPFLLKLFQSI EK EG 1 LPN SFSE A 

SHL1PKPGRDTTKKENFRPISLM 

NIDAKILNKILANQIQQH1KJCLI 

H H DO VG F I PG MOG W FN 1 R K <sTN 

VIQHINRTKDKNHMIISIDAEKA 
FDKIQQPSC 


25262 


55630 


A 


25400 


3 


267 


EKDPLTTSGPQT\TSPRNISP1SN 
1 RI FAFTWTDPDTHOAOnfTW 

AVLPQGFTDSPRYFSQAQ1SSLS 
VTYLSIILIKTHVLSLPIMSD 


25263 


55631 


A 


25401 


167 


408 


LGSRTFPWEINPPSSCSLLREKD 
PPTTSG POTVTRPRNISPI LVS 
GLFLLSSPTSLTIPQPLSSFNLDD 
TLQSLPSLNF 


25264 


55632 


A 


25402 


142 


441 


LRLGDLPWEINPLSSCSLLCEKD 
PPTTSG P\PRN I SPISN P VSG LFLL 
SSPTCI TIPOPLSPFNI GATI OSL 
PSLNFNSFHFLVETKETRFIRGP 
KTPAP 


25265 


55633 


A 


25403 


79 


381 


LGSGDLPWEINPLSSCSLLREKE 
PPTTSG PQTYTRPRN I S PI SN PEL A 
TLAGNLATGPKNARSPGFLLSH 
VLSVWDPTENQTVQLTWQPLP 
QPLELWPKAL 



WO 01/075067 ' PCT/US01/08631 

t 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


25266 


55634 


A 


25404 


1 


511 


MWKGPKGLDMYGKSSVSPKTS 

DILGRDTLLLALKVQTVVLQTA 

CGEGHVAGNCGRPLETEGSLQ 

LTATKKLRDSVLQPKSPEFCQQ 

FTRAWNRTQVPDETEAPAGTY 

A J\Kl oVj UL r W fc, 1 IN r LooL i> L L rl b 

KDPPT A SG PQTYTSPRN1 S P I LN R 
VSEVSDHAGTPALVLHP 


25267 


55635 


A 


25405 


570 


1182 


LGSGDLPWE1NPLSSCSLLHEK 

DPPTTSGPQT\TSPRNTSP1SNLH 

ALKGLKPAITRLLQHGLLKPINS 

PYNSP1LPVLKPDKPYKLVQDL 

CLINQIVFPIHPVVPNPYTLLSSI 

PPSTIHYSVLDLKLAFFTIPLHAS 

C/"\DI C A CTIU A P\ D Pi HP 1_J /~\ A 1 T~ 

oyrLbAr 1 WAUrLUHvvyyi 1 

WAVLPQSFTDSPHYFSQAQISS 

LSVTYLSIILIKTHVLSLPIVSD 


25268 


55636 


A 


25406 


489 


615 


LRNTWNSPRLMACALHSGSPSC 

TWGPYS*SGLSENLASQRVCPP 

YQNENVGRVRDTEIKEHCYEES 

SYRAATQIQVRKVGIITEPYPFM 

ASLRTHCIICETCYEMKISFSKS 

LNPLEKN KKSQPANC A V KE VS 

EQLRRRQAFSVAAGLKGKGSP 

AQSIRKNLQKPYQHFQTLQQLL 

rLyWArtYurbiMrA 1 HO 1 riyu 
LWLVLSTVAAQAVPGALIAEA 

Til I A Al/I/'V A \/C 

1 ALLA WiyOAVb 




JJOJ / 


A 






TIC 

715 


i rcpni uwrcicDi vc/^ci t lici/ pv 
LuoOULFWbiorL\^C^LLHtK.L) 

PPMTSGPQTYTSPRNISPISNLR 


25270 


55638 


A 


25408 


1553 


1896 




25271 


55639 


A 


25409 


964 


1332 


SCRF1R1YQGACCNLHPGEINSH 
VAHTKPVWWSLHTDTHENCHL 

NTAVFFYHWLALEFFLNPLRR/ 

/^c/^^ijct T>nr\vo\/Qi c*\ d\/i c\/r^ 
LoL noLrvj^rrVoLLLKVLoVU 

SLPSPLWPLYQHP 


25272 


55640 


B 


25410 


1 


717 




25273 


55641 


A 


25411 


590 


1142 


PNSS WM RGEPKKDPPTTSGPQT 

YTSPRNISPISNPR/PKETRFICGP 

KTPAPLMDWEGSLPLMFNHCR 

DTSLI1HPCFQGVRPCRDACLSP 

SPLAASPAFLGKGQVPLNPFFTL 

SGKSRFSGGGASTPTPSFHVSTP 

<;i I FWGRfiKYP^TP^SPI VA<JP 

AFLGKGQVPLNPFFTLSGKSRF 
SGEGA 



3374 



WO 01/075067 
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SEO ID 

NO: 


SKi} ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25274 


55642 


A 


25412 


I 


790 


MGLVHLQRQSYWTVQRSSINH 

FLGCNPHTGKDKTLYiviRwTKS 

FRK VED PPTTSG PQTDQPICK H L 

TKFKS ETK ETRF I HG PKTP A P V 

MDWEGSLPLVFNHCRDASLIIH 

S H FKG V RPRRD ACLG PSPL AAS 

PAFLGKGQVPQPLISLCPDPLFP 

HPNLISLRPNPLCPHPDLVSLCP 

DPFPAFLEAHKNFQTPEPQQPGI 

PPEPPPPGACYKC/HEI*PPGOG 

A A A A A A V»J dm A A V\/f A A Aw A MM V-J \J 

MPAAQDSS*AMS/LSVRDPTGN 
QTVQLTWQPLPEPLELWPKAL 


25275 


55643 


A 


25413 


1 


736 


MQ AMEK WKRE A K V ETEKDQK 

NQYQQTWLSDSASGYRYTKLP 

FYFRHNNL1PALAHLLFLDSLYS 

DLLTAAFFMQFWLSAQMSSDQ 

RGLPGYLLWAEEISLLEISELTS 

GKQDSSWPEVKAGLKJCEANYL 

SSDSARLHPGEINSLVAHTKPV 

WWSLHMDTHEIWCRDSNWGD 

LPWEINPLSSCSLLHEKDPPTTS 

G POTATO PRN I LP1 SN PPSS K HOF 

KPPEAISTLPNAAATAAAAVGS 

LLWSL 


25276 


55644 


A 


25414 


1644 


2010 


LGSGDLPWEINPSSSCSLLREKD 

PPTTSGPQTYTSPRNISPISNPHTR 

TSKRLNRSGQAFLQNLLPQELA 

TSARNLTTRPRNACSPGFLLSR 

VPSVRDPTGNWTVQLTWQPLS 

EPLELWPKAL 


25277 


55645 


A 


25415 


1 


1035 


MGKEYSLDVKKSIKVFKDNRS 

QGNRLQK.LGLEDTDREDAMGF 

GSHRAKLTVVAALGACHCPEN 

EGQTVLPSSTSGRSDICRERVSA 

GYTPPFFVKEGVPSPLFKLHVV 

RCCSIQSHHSRRSQNCAEDVIR 

KTKTDQAVSSMSSAPVTVQQL 

NIIPALLVALTCGWAFCLMVSQ 

EQYDEASKQAASFSNNAVIPVY 

MSHMSKTLYKSEVFPfNTYAQK 

ICFIAHTKPVWWSLHMDAHEI 

WCRGRRSTDLPWE\rNPLSSCSL 

LREKDPPMTSG PQT\TSPRNISPI 

LNOEL ATRAGN L ATRPRN ACSL 

* * 1 ^ \^ Aw u Mm. Ml M \j\ \*J 1 ~ Iw £ \ M IXJi A VJ ™ S \ jL-^ 

GFLLSRISSVWDPT* KFGL VQLT 
LGKPLPEPLELWPKAL 


25278 


55646 


A 


25416 


174 


393 


LRSGDLPWEINPLSSCSLLHEKD 
PPTTSGPQTVTSPRNISPISNPGET 
KETRFIRGPKTPAPVMDLGRQP 
SLGV 



WO 01/075067 PCT/US01/0863I 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25279 


55647 


A 


25417 


2 


4574 


WDVLGAVIGTECGTIESGLSMV 

FLKDGERKLCTPSMDTTGYGN 

LRFYFVMAKWIYIPENVVKGR 

KE1ILVLDFTWCMVHRGICDPG 

NSHENDIILYAKIEGRKEHITLD 

TLSYSS/L/SSLYWPVMSQ1LFW 

QRTVH*TWL\QL*DGIPDIPNVY 

F*KLWQFQALLLP*LLLYPWC* 

SQLWLWCLGQW*GPGFQQRW 

A AC A\IVlCD*AI T I <^\X I~k F I DDTTD 

AAoAN Y Irr^yL I lyNNLKK 1 IK 
ClvAV WNovyMVAl VbrrrbK 
KCIMO Y * * U Y H DIC A 






A 

A 


OCA 1 O 

Zjh to 


t 
1 






25281 


55649 


A 


25419 


1 


301 




25282 


55650 


A 


25420 


2 


309 




25283 


55651 


A 


25421 


3 


512 


YIGPSCLKFCSGRGQCTRHGCN\ 
CEMASQTFPMFISESFGSSRLSS 
YHNFYSIRGAEVSFGCGVLASG 
KALVFNKDGRRQLITSFLDSSQ 
SRIISVELPGDAKQFGIQFRWW 
QPYHSSQREDV WAIDEIIMTSV 
LrNMbLDr J NLVbV lQbLGr YL 
GNVQPYCGHDWTL 






A 






o to 




25285 


55653 


A 


25423 


1 


750 




25286 


55654 


A 


25424 


1 


1404 





3376 



WO (11/075067 PCT/USOt/08631 



SEQID 

NO: 


SEQ 11) NO: 
or peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN • 
09/540»217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Un known, 
*=Stop codon, /=posstble nucleotide 
deletion, \= possible nucleotide insertion) 


25287 


55655 


A 


25425 


i 


2506 

_ ... t v.- 


gcsrllvtvdlnltnaefiqfy 

fmycclitpnnrnqgvlleysv 

nggitwnllmeifydqyskpgf 

vnillppdake1atrjfrwwqpr 

hdgldqndwa1dnvl1sgsad 

qrtvmldtfssapvpqherspa 

dagpvgrjafdmfmedktsvn 

ehwlfhddctverfcdspdgv 

mlcgshdgrevyavthdltpt 

egwimqfk1svgckvsekiaqn 

qihvqystdfgvswnylvpqc 

lpadpkcsgsvsqpsvffptkg 

wkrjtyplpeslvgnpvrfrfy 

qkysdmqwaidnfylgpgcld 

ncrghgdclreqcicdpgysgp 

ncylthtlktflkerfdseeikp 

dlwmsleggstctecg1laedt 

alyfggstvrqavtqdldlrg 

akhdyillpedaltnttrlrw 

wqpfvisng1vvsgveraqwa 

ldn1liggaeinpsqlvdtfdde 

gtsheenwsfypnavrtagfc 

gnpsfhlywpnkkkdkthnal 

ssrel1iqpgymmqfkpfgfcrs 

dswqlvqtqclpsssnsigcspf 

qfheatiynsvnssswkr1tiql 

pdhvsssatqfrwiqkgeetek 

qswvaidhvyigeacpklcsgh 

gycttgaic1cdesfqgddcsv 

fshdlpsyikdnfesarvtean 

wetiqggvigsgcgqlaryah 

gdslyfngcqikraatkpl\dl 


25288 


55656 


A 


25426 


146 


10561 


GGGGGGGGGGMERSGWARQT 

FLLALLLGATLRARAAAGYYP 

RFSPFFFLCTHHGELEGDGEQG 

EVLISLHIAGNPTYYVPGQEYH 

VTISTSTFFDGLLVTGLYTSTSV 

QASQSIGGSSAFGFGIMSDHQF 

GNQFMCSVVASHVSHLPTTNLS 

FIW1APPAGTGCVNFMATATHR 

GQV1FKDALAQQLCEQGAPTD 

VTVHPHLAEIHSDSIILRDDFDS 

YHQLQLNPNIWVECNNCETGE 

QCGAIMHGNAVTFCEP 


25289 


55657 


A 


25427 


1 


296 





3377 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25290 


55658 


A 


25428 


i 


557 


MARSLGVLVALPFPLPVGFNAE 

EAHNIVKEFSPGKSHPRESLSQQ 

RETLVQAGAFHWFGWRGKEK 

LKPKFNTFGRLPNEMLEQWLSP 

TNQCVDGV/LKGGED\YNHNN1 

NQWTASIVEQSL\THLVKLGKA 

Y K Y I VTC A V VQKbA YGFHTASS 

CFWDTTSDGTCTVRL/WENRT 

MN\CIVNVFCHCLFVL 


25291 


55659 


A 


25429 


178 


2270 


VRRLFCVQTGGSPVGRGSLHHL 

WLVFSHVLSLLCSPCLLAPGM 

WGFHDRDLVLRKALYTMMRT 

GAEREALKRRWRWQQTQQNK 

ESGLVYTEEEWEREWTELLKL 

ASSEPRTHFSKNGGTGGGHLPP 

EGKPLHGCSSLLRSGKGGHVK 

A EPSRLQQSQA KPPLTSQI RALH 

FPIPSQ1NEKPGAGHWSAKLHFP 

YWQLGEAGEEEGSSPPDIMRCL 

LTCLSVPSTAVIPLTDSEHKLLP 

LHFAVDPGKDWEWGKDDNDN 

ARLAHLILSLEAKLNLLHSYMN 

VTWIRIPSETRAPLAQPESPTAS 

AGEDVQSLADSLDSDRDSVCS 

NSNSNNGKNGKDKEKEKQRKE 

KDKTRA DS V AN K LG SFSKTLG I 

KLKKNMGGLGGLVHGKMGRA 

NSANGKNGDSAERGKEKKAKS 

RKGSKEESGASASTSPSEKTTPS 

PTDKAAGASPAEKGGGPRGDA 

WKYSTDVKLSLNILRAAMQGE 

RKFIFAGLLLTSHRHQFHEEMIG 

YYLTSAQERFSAEQEQRRRDA 

ATAAAAAA\PPPPPRP/ERPPRRP 

ETEGVPVPERASPGPPTQLVLK 

LKERPSPGPAAGRAARAAAGG 

TA/CPGGRRAACERQRTSAWPQ 

PPGASAPERHPRAGVGRAGRG 

VP AfiRfifiAAAVRHVPA APPI A 
V XVr\.Vjr\.VJvJ/A/Ar\ V IVn V rnnCrbn 

VVAELQPGARRRPAHRQHGRV 
AGARGARGPTGRGGDRGGGRA 



WO 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IfSSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=$top codon, /^possible nucleotide 
deletion, V=posstble nucleotide insertion) 


25292 


55660 


A 


25430 


404 


1116 


SLGPLMLSGQKLQTSYTMEYY 

AAIKR/DKJVSLVCTWLELEAHL 

KKLMQEQKTKYHMFLLDSLSH 

GMQQAERVL1ADGTMLLSAQY 

QFENNLLVPILRVSFRKSLQRKE 

EPGRK AfCKSQTSG EG I KKRRF W 

FEWKEPVALSSQGWYEAKGSE 

RPEKGHLGLLRAESFQDLRTAL 

ISKPYFWPGKVGPAIKCPFTI P 

ELKTYPQYGVTLGEPVRNEQQ 

QASSFPSLSNTHLSKKRNES 


25293 


55661 


A 


25432 


1571 


1782 


WLLCRLPPRVPDQL*WCGCQPE 
KCAOAFFODGSAMPLPSRTCPH 
^PRMCTGWSTTCATTDSATTA 

OF IXIVJV^ 1 VJ TV O.J 1 V^r\ I J Ls <jr\ 1 1 fx 

CPLAL 






Ft 


ZrJfJJ 


AO 


1 160 




25295 


55663 


A 


25434 


14 


437 


LQTSHPYPTTSKC/PPP/CEKPSP 
TSL/C*RRSAPHLQPPE 


25296 


55664 


A 


25435 


782 


997 


MMLCQLQRPV/CGSHSCSRG/C 

PSSTCPNPSHPIHPIPMVPSSWSG 
HWDSK 


25297 


55665 


A 


25436 


1117 


1815 


GDAHTEQCLQNLYPRGSRPPLP 
LESHPSSSKHSPKACPTGRS/CG 
P WK/CPG PE VRP* PPPSCTR* DP 
HFRG LL EG LLEPRH VTCL A LCG 
PQRVLYWPVYHERLGEGWDW 
CPSSWPGA 



wo 



01/075067 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25298 


55666 


A 


25437 


1261 


2757 


ALGKDEKSQGPP1QTGGLGPRL 

FRLPSSQGQERRFAAAKAPSSL 

VPrfNGSPLSCWRGLREEGGLSL 

ATLWTPCGVGSGVPAAPPSAW 

CDLGKLLVCWRGQNRGPRSTQ 

TDVRRHEARSRQRRRKCVAAP 

VAPRSRRWRCPAALAAPAVAV 

PVVFALIFLLGTVGNGLVLAVL 

LQPGPSAWQEPGSTTDLFILNL 

AVADLCFILCCVPFQATIYTLD 

AWLFCjALVCKAVHLLIYLTMY 

ASSFTLAAVSVDRCAVPG\HPL 

GRAVGAGVGGGVLNVGLVWL 

LAALFSAPYLSYYGTVRYGALE 

LCVPAWEDARRRALDVATFAA 

GYLLPVAVVSLAYGRTLRFLW 

AAVGPAGAAAAEARRRATGRA 

GRAMLAVAALYALCWGPHHA 

LI LCF WYGRFA FS PATY ACRLA 

SHCLAYANSCLNPLVYALASR 

HFRARFRRLWPCGRRRRHRAR 

KALKXVKJ'AaoUrf'ULrOUAK.r 

SGRLLAGGGQGPEPREGPVHG 

GEAARGPE 


25299 


55667 


A 


25438 


1 


1624 


MKDKSKTLGLEASIFRNNWKC 

KSIFEGLKGHQEGYFSQMIISYE 

KIPSYRKSKSLTPHQRIHNTEKS 

YVCKECGKACSHGSKLVQHER 

THTAEKHFECKECGKNYLSAY 

QLNVHQRFHTGEKPYECKECG 

KTFSWGSSLVKHERIHTGEKPY 

ECKECGKAFSRGYHLTQHQKIH 

TGVKSYKCKECGKAFFWGSSL 

AKHEI 1HTGEKPYKCKECG KAF 

SRG YQLTQHQ K1HTG KKP Y EC 

KICGKAFCWGYQLTRHQIFHTG 

EKPYECKECGKAFNCGSSLIQH 

ERIHTGEKPYECKECGKAFSRG 

YHLSQHQK1HTGEKPFECKECG 

KAFSWGSSLVKHERVHTGEKS 

HECKECGKTFCSGYQLTRHQV 

FHTGEKPYECKECGKAFNCGSS 

LVQH ERJ HTGEKPYENCKECG K 

GFSXGGYHLTQHQKIHTGEKPF 

KCKE\CG KAFS WGSSLVKHERV 

HTNEKSYECKDCGKAFGSGYQ 

TFTHGSKLVHERTHSNDKPYK 
YNECGEAFLWTTYSNEKIDTDE 



man 



WO 01/(175067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


25300 


55668 


A 


25439 


32 


447 


VLGGSMMFREGQRGNRQKGP 

KKRRNLALSSALLASTA\PAGG 

QPRHWRPG*CCLRQQL*PLQGN 

WAPVSPLQGHRSQLRAGYS1SS 

FLQMFAP*VQGAARAQPAPGA 

AVPRGSGRQGGPRAVDLHGFR 

VGWNRLRAASM 


25301 


55669 


A 


25440 


1 


858 




25302 


55670 


A 


25441 


147 


1088 

.. ..... - ■ ..V: 


SRTTYKGKSSFQTYSDYLRWES 

FLQQQLQALPEGSVLRRGFQTC 

EHWKQ1FME1VGVQSALCGLVL 

SLLICVAAVAVFTTHILLLLPVL 

LSILGIVCLVVT1MYWSGWEMG 

AVEAISLS1LVGSSVDYCVHLVE 

GYLLAGENLPPHQAEDARTQR 

QWRTLEAVRHVGVA1VSSALT 

TVIATVPLFFCIIAPFAKFGKIVA 

LNTGVSILYTLTVSTALLGIMAP 

SSFTRTRTS/CPQGPGCRAAGRG 

PG AGCLPRAPAERL* DSPARRG 

LPIARDGLWTLAPLVPWVGDR 

SCFPARLQLAVSPGLGPGRPAG 


25303 


55671 


A 


25442 


1 


1596 


MGVSVRVDCGCARASEFLGRP 

RGAVRGADPGSGLTETCAQSR 

TWARARSKGGFRLTLNFYGPR 

YPSEGTSRGQRSEALPFLDIQHP 

TPLGRPRM LQSRGEMVRS WGP 

VVEGKLGFCPPLTVFPGGLRGP 

HPGLAGERENFARGAKQEACL 

LQGPGDAGLTHPCPATGYFPEA 

SCTSRSIRMFINSQERQLADMSL 

FIADSWLCYSGUCWKSLEHQR 

GASLSCVYMEGKGGNIWMKAS 

NVLPLCQMLPTSGHSKSDLFGG 

LAVEKQMRQDHHILLHDRSGF 

QLAVTSPLLTRLGKGHIIQVPV 

YVLDAPSRWLGGLRLFRDSSCG 

LVLSLL1CVAAVAVFTTHILLLL 

PVLLSILGIVCLVVTIMYWSGW 

EMG A VEA1 SLSI L VGSSVDYC V 

HLVEGYLLAGENLPPHQAEDA 

RTQRQWRTLEAVRHVGVAIVS 

SALTTV1ATVPLFFCIIAPFAKFG 

KIVALNTGVSILYTLTVSTALLG 

IMAPSSFTRTRTS/CPQGPGCRA 

AG RG PG AGCLPRAPA ERL* DSP 



WO 01/075067 PCT/USO 1/08631 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X^Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


25304 

J-*. i ; .... 


55672 

; v. /'"V * 


A 


25443 


i 


2355 


MDHPGFREFCWKPHEVLKDLP 

LGSYSYCSPPSSLMTYFFPTERG 

GKIYYDGMGQDLAD1RGSLEL 

AMTHPEFYWYVDEGLSADNLK 

SSLLRSE1LFGAPLPNYYSVDDR 

WEEQRAKFQSFVVTYVAMLAK 

QSTSKVQVLYGGTDLFDYEVR 

RTFNN DMLL AF1SSSC1 A AL V YI 

LTSCSVFLSFFGIASIGLSCLVAL 

FLYHVVFGIQYLGILNGVAAFV 

IVGIGVDDVFVFINTYRQATHL 

EDPQLRMIHTVQTAGKATFFTS 

LTTAAAYAANVFSQIPAVHDFG 

LFMSLIVSCCWLAVLVTMPAA 

LGLWSLYLAPLESSCQTSCHQN 

CSRKTSLHFPG DVFAAPEQVGG 

SPAQGPIPYLDDDIPLLEVEEEP 

VSLELGDVSLVSVSPEGLQPAS 

NTGSRGHLIVQLQELLHHWVL 

WSAVKSRWVIVGLFVS1LILSLV 

FASRLR\SASRAPLLFRPDTNIQ 

VLLDLKYNLSAEGISCITCSGLF 

QEKPHSLQNMIRTSLEKKRRGS 

GVPWASRPEATLQDFPGTVYIS 

KVKSQGHPAVYRLSLNASLPAP 

WQAVSPGDGEVPSFQVYRAPF 

GNFTKKLTACMSTVGLLQAAS 

PSRKWMLTTLACDAKRGWKF 

DFSFYVATKEQQHTRKLYFAQS 

HK.PPFHGRVCMAPPGCLLSSSP 

DGPTKGFFFVPSEKVPKARLSA 

TFGFNPCVNTGCGKPAVRPLVD 



WO 01/075(167 PCT/US01/0863! 



SI Q ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possib!e nucleotide 
deletion, \-possible nucleotide insertion) 


25305 


55673 


A 


25444 


1 


1737 


MLYAAECLRNVMKLQVIPSAL 

NEALQAQSTWSDLGLASHALS 

STWCLHGESAAWSQPAVVECG 

QPRDQLQTHSEAWLCALVATF 

SQELEQFAVTGAQISDRQGHAV 

CTAPPRGRPSTLMTNLVCASSA 

DECGGGKTETQTAGGRLQGAE 

TRSRGQLTRL1TRTQAAEPRWF 

LQLLKRSANRSRALTRPFSGLSS 

DGARRLRLSFVSAVSSADTKPT 

VPVSSDSSGRDGCGETRAEAGP 

GGPHVAQPQRVAPPAAAARDF 

RKPRGLNRQNVSP/PG PGEQGP 

G/PRPQKPAGRAP\PEPQGEPGL 

GLFPRVGRPPRSFPGSPADPAAS 

VSHTQGPS PDTG LPGTCQNRLP 

NPAAVDEQTCTRGSLNCRLSRS 

PRVSERRGPEGTPGRRPAAPPQ 

CAGTRGLSPRADLGAAIRTPRA 

PYRPHGQGRPSRHNCDSVSSQG 

WPPHSCWWKTTSNGMPWKAS 

FCSRTAQPANQNTGNHERGLRS 

VAMFGDRASREATPALSLCESQ 

GCFEDEKEVFSPEPHVETSDEPL 

PICSGPGDGWGDPIARPGRGNN 

LSPGTSAWEVPRWIRVTGEDW 

LSTGPAECVFINDLTT 



WO 01/075067 PCT/USO 1/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ 11) NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop endon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


25306 


55674 


A 


25445 


2 


1642 


LLSSI S A WFG PPASTPAFTMSI R 

VTQKSYKVSVTSCPRAFSTRSYT 

SRPGSR1SSSSFSRVGSSNFRGDL 

GGGYGGASGVMGGITAVTVNQ 

SLLSPLVPEVDPN1QAVRTQEKE 

Q1KTLNNKFASFI\DEVGFLEQQ 

NKA1LGTKWSLLDQQKTA\RSN 

MDNMFESYINNLRRQLETLGQ 

EKLKLEAELGNMQPLVEDFKN 

KYEDEINKRTEMENEFVLIKKD 














adeasmSikvelgsrlegTltdei 

nflmqlyeee1relqsqisdtsv 

vlsmdksrsldmdsiiaefkaq 

yedianrsraeaesmfqimyee 

lqslagkhgddlrrtkteisem 

nrnisr\lqaeieglkgqr\asl 

ggrplqdae\qrgkswp1k\da 

nak\lseagspplqagpkqdmg 

r\qlrey\qklmnvkagpwt1e\ 

iatyqesclegeeepgwslgcq 

n m si\ht\kttqrg y ag rpeppp 

mggftspxgfsykpgapgfgsg 

AGSVSSFNRHQLSPGAVVVKKIE 

TRDGKLVSESXSNVLPKVKQLR 

QPLPSLPLLRCPRGLGKEAPYP 


25307 


55675 


A 


25446 


1 


1280 


MAYLCNAICMTHMVTLDPVDQ 

ALPGATTATSVPGPQCDASCM 

MLFAVVPFNGIALAATQGAQS 

MLPPRVQGSLSSKPSTRRGRDA 

PGLQVSQAPPPRRGFAVG RRYS 

PPALAPGRCAAPHGGGRKELPT 

RRPGHGMAPKFPDSVEELRAAN 

GSESFRNGQYAEASALYGRAL 

RVLQAQGSSDPEEESVLYSNRA 

ACH LKDGNC RDCITDCTS AL A L 

GPFSIKPLLRRASAYEALEKYP 

MAYVDYKTVLQIDDNVTSAVE 

GINRGPGLKEDTTQKRWNSLPS 

ENHKEMAKSKSKETTATKNRV 

PSAG D VEKA RVLKEEGNEL VK 

KGNHKKAIEKYSESLLCSNLES 

ATYSNRALCYLVLKQYTEAVK 

DCTEALKLDGK.NVK.Ar YRRAQ 

AHKALKDYKSSFAD1SNLLQIEP 

RNGPAQK.LRQEVKQNLH 



WO 0 1 /075067 PCT/USO 1 /0863 1 



SEOID 
NO; 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown T 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


25308 


55676 


A 


25447 


1 


1297 


MHLLSAYFVPGSMLVGSGYM 

MVNITDVSPPSWSFLCSMLI TTT 

QGAQSMLPPRVQGSLSSKPSTR 

RGRD A PG LQ V SQ A PPPRRG FA V 

GRRYSPPALAPGRCAAPHGGG 

RKELPTRRPGHGMAPKFPDSVE 

ELRAAGNESFRNGQYAEASAL 

YGCALRVLQAQGSSDPEEESVL 

YSNRAACHLKDGNCRDCIKDC 

TSALALVPFSIKPLLRRASAYEA 

fcEKYPMAYVDYKTVLQIDDNV 

TSAVEGFNRMTRALMDSLAGPE 

W/RALKLPSFPLVPVSAQKRWN 

FLPSENHKEMAKSKSKETTATK 

NRVPSAGDVEKARVLKEEGNE 

LVKKGNHKIAIEKYSESLLCSN 

LES ATY SN RA LC Y L VLKQ YTE A 

VKDCTEALKLDGKNVKAFYRR 

AQAHKALKDYKSSFADIXSNLL 

QIEPR\NGPAQEVAGREVKQNL 


25309 


55677 


A 


25448 


-> 

_> 


491 


G1TFTHSPAATGGGAQRVRRRD 

PPPGVQLRNMAQETNHSQVPM 

LCSTGCGFYGNPRTNGMCSVC 

YKEHLQRQNSSNGRJSPPATSV 

SSLSESLPVQCTDGSVPEAQSAL 

DSTSSSMQPSPVSNQSLLSESV\ 

ASSQLGQY1CGTKAVPET EDVQ 

ASVSDTAHV 


25310 


55678 


A 


25449 


1 


860 


HLLLLAIDYNLPIAGVLMESQY 

LGASPKRLVIPNLYAHRKSLAT 

LEPYAPRRPMP1ARRYAIPYMS 

HHNGYIGDVYYRLTVEEKKSSF 

1ARRSILTTEFTIRRTKKVPVPSI 

NMSSASPLEDESRPSAGVQLRK 

GRYRLLRDRYRPGCNS VG ESPR 

KSSFS DDI M ATES R ESI F A EEPR 

TGEHSVRGPVSNQSLLSESVAS 

SQLDSTSVDKAVPETEDVQDSL 

NASPTKQQCG/DVQTVDLYSNN 

KELFAQKCYRHRYISRLKKCCL 

CHELVPRDTIKSPESLSVGS 


25311 


55679 


A 


25450 


880 


1196 


SPTTRRGTPGTCLKPTACAGAA 

♦PGCSARRTCASAAPLSTCPPSS 

CAAPPPAPAAVPSTPRPTSPSPW 

AAPASPSRRRTQTASTPASTNR 

APSSCWAPTTRPLAP 


25312 


55680 


A 


25451 


254 


579 


IEKISLEPKNRPSPQ1PNLVGP/R 

LFLVPGDFQSQVPNFLPFKPSSG 

PHPAAGKGQPFSFLPAWRSTGP 

ERATPGPGRPAACSALEAPSLR 

GPSGYSAQEPPRRPISARI 



oooc 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Slop codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


25313 


55681 


A 


25452 


6 


1442 


RSELIRHSWPRHAQLRGARART 

AVSIRECISVHVGQAGVQIGNA 

CWELFCLEHGIQADGTFDAQAS 

KINDDDSFTTFFSETGNGKHVP 

RAAMIDLEPTVVDEVRAGTYR 

QLFHPEQLITGKEDAANNYAPG 

PPTPGGKESIDLVVLDRIRKLTD 

ACSGLQGFLIFHSFGGGTGSGFT 

SLLMERLSLDYGKKSFCLEFAIY 

PAPQVSTAVVEPYNSILTTHTTL 

EHSDCAFMVDNEAIYDICRRJvIL 

DIERPTYTNLNRL1SQ1VSSITAS 

LRFDGALNVDLTEFQTNLVPYP 

RIHFPLVTYAPI1SAEKAYHEQL 

SVAEITSSCFEPNSQMVKCDPR 

HGKYMA\CCMLYRGDVVPKD 

VNVAIAAIKTKRT1QFVDWCPT 

GFUCVGINYQPPTVVPGGDLAP 

VQRA VCMLSNTTA IAEA W A RL\ 

DHKjDLMYAKRABVHWYVGR 

GD WKKGEFSE AREDL A A LEKD 

YEEVGVDSVEAEAEEGEEY 


25314 


55682 


A 


25453 


3 


618 


SSAGREPDPSDLPRRLCFTHRLP 

AARRWVQLCVHASPEPGGQGV 

CPGRSERMVIRVFIASSSGFVAI 

KKKQQDVVRFLEANKIEFEEVD 

ITMSEEQRQWMYKNVPPDKKP 

TQGNPLPPQIFNNGDRYCGLLVS 

FSVICIKNPNWHNLFLLIPWSGI 

NPYCEQDSSFSENVGDEILKNS 

GVPRDFTSILIQKERKSEKVKG 

VDQGHR 


25315 


55683 


A 


25454 


3 


424 


SWTMAATIQAMERKIESQAAH 
LLSLEGQTGMA*S*GTPPCCPG 
AAAGSRSSCCAAGSPRSPAASA 
AARTPAAGSPARPTCPPAGSRT 

nnt c odviati a cot* no n rni i \s a 

PRLSSRNQPASSRPSRrDLLGKA 
GEQPAlQbSSPWPbbWLPbb 1 K 


25316 


55684 


A 


25456 


268 


445 




25317 


55685 


A 


25457 


3 


205 




25318 


55686 


A 


25458 


27 


272 


AKCSGQGPGRVRAQGERADHE 
CPGAGAGGGGCNSAASAREES 

SRLiSGXSLQMQNVSLASRRJCEE 

rr\/D a a a a cin a a at.opdv 
DVKAAAAVjuAAAUIvrKV 


25319 


55687 


A 


25459 


1 


253 




25320 


55688 


A 


25460 


2145 


2399 
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SEQID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25321 


55689 


A 


25461 


174 


1309 


H LLCCRAQRRPQTPPA A RG LE A 

CSEGALKMPEAPPVLLLAAVLL 

GLVLLVVLLLLLRHWGWGLCL 

IGWNEFILQPIHNLLMGDTKEQ 

R1\LNHVLAACGSPGNAQSVLG 

G HLTPNCEQKE W/APLN V G DK 

KGQDSWDALISRJEQPALPCLLG 

NLGAYFGLLQLLRMAR\LLVNQ 

GARLIHHSRFNPDLCPPSPKRM\ 

VDFAGVKDKALFQVTLWCGAS 

PETFHPPSLKKK YD VGHN WTW 

VFLDHWKDRYL\PDTLLLE\EC 

GXLLPEGGQLLLAEQRLSSPGAP 

\DFL\AHVSREPACFG\CT\HYQ1 

VP WK Y RE\ V V DG LG RRPIW KG 

PVGSEAGALTAPPRPPSRALSPK 

PGTEGARPWLLLTLVRLRACVL 

NAKSHARAESLRA 


25322 


55690 


A 


25462 


2470 


3460 


SGPCPRCCAECRPYKTRPRSRV 

PGTHGPGPADHGQPPCCMAGA 

HPPRPQAWMLLQTHSQDCEGK 

VGCGGIFCPCYHHCKHTHHHH 

HHPHHHHYHYHHHNHHQHHH 

HHHHHHYHHYHSHYHHYHHH 

HLHHH\HHHHHHPYPHHYHHH 

RGQDHHPHPHHHH/HHHYHHH 

HYHHHYHPHHHPHHHHQPQH 

HHHQHYHHHYHHHHPHHPHH 

PHHHHHYHYHHHHHHHY\HPY 

PHHYHHHHHHHHHPHPHHHH/ 

HHHYHHHPHHNHYHHHHHPH 

HHHRPHHHHRHOHPHHYHHH 

1 till M 11 11 11 llu A\^l 11 1111 1 1 11 111 

HPHPCHHHRLHHHHRHHHYHH 
TSSVQGPGSQPAGASLPGQACR 


25323 


55691 


A 


25463 


1 


407 


DAERQEALGIVRR1GTDTEAAT 

EPAGATVPAAAAAARJGTVGP 

QPPAMPRRKRNAGSSSDGTEDS 

DFSTDLEHTDSSESDGTSRRSA 

RVTRSSARLSQSSSRJSRSCSKS 

GSLLALRSLLTLPEE*PVVSSSL 



OOQ-7 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
locntion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinlc nucleotide 
deletion, V=possible nucleotide insertion) 


25324 


55692 


A 


25464 


3 


2539 


RILYIPDGHRAPGASQSGNWEH 

PLLLLEPGNLASSPSMSLAYPHP 

CGLTIHQEHRRAHEELAYTPND 

RASSTGHPAFIEDGNPSPVLAFA 

ASPRPNDSYILKREPPESCEKER 

VFEEATTRGKYGEGAKQETFTF 

ALTLVFIQCVINAVFAKILIQFF 

DTARVDRTRSWLYAACSISYLG 

AMVSSNSALQFVNYPTQVLGK 

SCKPIPVMLLGVTLLKKKYPLA 

KYLCVLLIVAGVALFMYKPKFC" 

VVGIEEHTVGYGELLLLLSLTL 

DGLTGVSQDHMRAHYQTGSN 

HMMLNINLWSTLLLGMAVSCP 

DQGPELVPRCPFVQALEKPSWK 

NLHQQDLFATC Y WHN EGESCV 

SCHGKTLSSKTQGG I LFTGELW 

EFLSFAERYPAIIYN1LLFGLTSA 

LGQSFIFMTVVYFGPLTCSIITTT 

RKFFTILASVILFANP1SPMQWV 

GTVLVFLGSTQIILDNLKILNTS 

AKTLLYKTPLSWQELEGERASS 

CAHKRSASWGSTDHRKEISKLK 

QQLQRTKLSRSGKEKJERGSPLL 

GDH/VSAGSTEGVPS/RASPQGP 

LSCDSAPACT/VSLEGLNQELEE 

VFVKEQGEEELLRJLD1PDGHR 

APAPPQSGSCDHPLLLLEPGNL 

ASSPSMSLASPQPCGLASHEEH 

DP.A APPI A QTPXini^ A QQPnHPA 
KUAAtcLnj 1 rlNI^lw^oorOrlr A 

FLEDGSPSPVLAFAASPRPNHSY 
IFKREPPEGCEKVRVFEEATHQ 


25325 


55693 


A 


25465 


845 


1316 


LSLGDSAQCLLPHASWCQVAG 
HPAFLEDGSPSPVLAFAASPRPN 
HSYIFKRJEPPEGCEKVRVFEEAT 
S/RRVLTGPFLTSCPDK\NKVHF 

QP\TGSAFCPVNLMKPLFPGMG 

cicdxi/^dcki DfiicccDrnon a ttc 
rlrKJNCroNrUlooorOv^rlsjiA 1 lo 

EGSGSLQGLPTAIRAMAAHPYH 
Q 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possit>lc nucleotide 
deletion, \-possible nucleotide insertion) 


25326 


55694 


A 


25466 


1077 


1506 


CD ACG RRC RTC RTFC LG LQ P A G 

LDGHHHRHPDC WFrWSPRriR* 

GMIIDVFSRYSGSEGSTQTLTKG 

ELKVLMEKELPGFLQILTNEDE 

PLVTIPFLSHSCSLAYLLTTSGN 

RVNALLKWLLKLGERWQMTE 

EGIKGQRSGHGPEQAENPLGDS 

V PQDTTKD VPLTQ H R L H QG LE 
AG VPKTS VP A RPG L P V PA LQH A 
QIPGPCERALLHCHNGPQRLQH 
SLQGEEQRETHLRGQDWPCTL 
QMRTLKREVHALPGGRAGGAA 
REGLGASICETGEHQMTNFQVP 
RWPPCFPGQAGPVLGTGTRHG 
LDLLSGRPGTVRKGSSVARJMK 
EEVTVTKQSAADLRHTGQGPT 
CCVLSGGRCGSQACSRRPFSLL 
LGDESEPHG RG PFA A ALHHRR 
N PLNDVMLVG DD AGPAGHF AS 

V YN P LA WT VTTI VTLT VG FPG V 
RVTDEAGHPVPSQVSGIQRCLQ 
G M K A PPVTVT VSG EKG SC LC A 
SCVLCLEHPYFPI VPWI PPVFR 
DSVIPSSTSPOEAVLADVGFRN 
NVPQRAQLKPQKQILTPF 


25327 


55695 


B 


25467 


31 


783 




25328 


55696 


A 


25468 


846 


1392 


PDPAAHRFGHPTLHPGSLRTSS 

GAGTWYQNPQHHNDHDYYHH 

HHHHDDHHYHYHHHHHHHHH 

HHYHHHHHHHHHHHHHHHHH 

HHHQHHHHHHHHYHHHHHHH 

HHHHHHHHHHHHHDQHHHHH 

HHHHHHHHHHHH/HF/HHHDH 

HHHHHHHDHHHHHHHHHHHH 

I 11 11 11 1111 11 1L/1 lltl 11 11 11 11 It 1111 II XI I 

HHHHHHHHHHHHHDH H HHHH 
YP 


25329 


55697 


A 


25469 


181 


412 


LRSDQQTRKFVSRSSGACSPPTT 
TELSWPPSLLPSL*FHSPSSQP* 
MNHSASTTSPLPSFITERESILAT 
EWDTARN 



WO 01/075067 
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SEQ 11) 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


25330 


55698 


A 


25470 


1 


848 


MPSLNTI VSPLGSPHTSLI PPML 

LSANLPFDTTIMIKLQTACSAPI 

HNLQRPCGENLRTSTFVRRLDR 

NLVKSPQPGGGGQPSRQWEAR 

GAEPQGRRDPSEVQ/RPAGRGF 

GRISRAPRKPSRAPTPTQGLGPP 

LGAGGQGSLASCRPARKNARPP 

TRA AAHSAHPHSH WHSH A RPQ 

PQSPSAAGQSGDPWPPARVPPP 

PLLRLPQRRTAGRTPVDAPARG 

lrTLSLSSSHSKSSGKHKGARKT 

PEMWPLFRGSLSKLSRRRKVSP 

S A A LH WRLRRTQKRLCC 


25331 


55699 


A 


25471 


92 


1083 


TMRTHGHRKGNITPWGLSGVG 

GL/ETGRALGE1PNVDEGLMGVI 

AAVAIVLVSLLFVMLRYMYRH 

KGTYHTNEAKGTEFAESADAA 

LQQRERALDSSRDSHLETLGAC 

PGRNGGGLALQEATPRDPGRR 

WPPQRPPFAPRRWEKIWAHGPL 

GSAGQHQLTGRKVLVEGLGCI 

CM A HTDLQNTS V AKM A IN RPN 

EYAQVSLENDVSCKVKAVQAP 

QRLHWPSVDADTGGRGAVH1A 

FPKHVEPETPFAHTIPARNSWT 

K WSSEH 1 LETLS PQ K PA LP W A P 

RQQGRPLG LTA PI SKRLG PG DG 

PEG E AG ERL AQ A H FINTRPPST 

GPPGTPAAD 


25332 


55700 


A 


25472 


73 


424 


RPGMWSTRSPNSTAWPLSLEPD 

PGMASACTTMHTTTIAEPDPG 

MSGWPDGRMETSSPTIMDIVVI 

ft/*" 1 A I A A I" 1 A T \ / I \/CI T T"\ f K At n\/x 4 

•CAIAAEAIVLVSLLFVMLRYM 
YRHMGTYHTNEAKGTGVADS 
ADACPAGDPA 


25333 


55701 


A 


25473 


139 


546 


RPGMWSTRSPNSTAWPLSLEPD 
PGMASASTTMHNYHHCRSLIPG 
M\SGWPDGRMETSTPTIMDIVVI 
AGVIAAV\AIV\LVSLLFVMVAL 

TCNRA/HRG TYH I NbAKGubr 

SRK\EYFI 


25334 


55702 


C 


25474 


142 


408 





3390 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


25335 


55703 


A 


25475 


44 


727 


ARAGSRSRGLPFCGTAGPPPKA 

TLWGGLLRLGSLLSLSCLALSV 

LLLAQLSDAANNFEDVRCKCIC 

PPYKENSGH1YNKNISQKDCDC 

LHVV\DPMPVPGA\NVEAYCLR 

CECJCYEE\RSS\STIKVTIIIYLSIL 

GLLLVLYMVYLTLVEPILKRRLF 

GHAQLIQSDDDIGDHQPFGKCT 

RCASPLPQFEPTCWNKVEYAQ 

QALESFQVQEQRKSVXFDRACC 

PQLNLGN 


25336 


55704 


A 


25476 


11 


1323 


VVLLVSVNTEAEESEKAATEQR 

/PLEGTDQTLDVEEEQEESKAA 

ACG SKKRV VPG I V Y LG H IPPHF 

QPLHVRNLLSAYG/RSPSHYDL 

WNLKYLHHFTWSHHSEHLAFE 

RQVCVHRQHLRVEVTQAKCETI 

FYLQSVEWGQCFLAVDGDLAH 

PDGSWTFAQRPTEQELRARKA 

AQPVGKVLNYYPTQLSLECEVP 

SQPMGTGHSHRGLCQDVKV1N 

VPVSFVWCALVAGLLVVVPPPP 

PQAPEAEVSDISLKRGLQREIEQ 

CRRDIQNFPFPCASEELASQLFP 

LMEVPQGRGTTGFMNAPLTTS 

EVRGLKKELKPLLDDPERVAEQ 

I DQFLG SKL YT WTE LMS I LG ILF 

SKEERNMICRAAMGAWERDYP 

AGQNIPAADVTFPARDPQWNN 

NNAAHQKNMRDLQELIIKGIKJE 

SAPRPQNLTKAFDEQQEKDEGP 


25337 


55705 


A 


25477 


1 


490 


GTSGTRPLVSVNMEAEESEKA\ 
ATEQEPLEGTEQTLYAEEEQEE 
SEE A ACG SKKRV V PG I V Y LG H I 
PPRFRPLHVRNLLSAYGEVGRV 
FFQAEDRFVRRKKKAAAAAGG 
K K RSYTKDYTEG WVEV\RDTR\ 
IAKRVA\AALLK*PMGARRRSP 
FRYDLWNLKYLHR 


25338 


55706 


A 


25478 


2 


574 





WO 01/075067 
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StQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25339 


55707 


A 


25479 


160 


1548 


KTSSQTLSLALTMFQRLNKMFV 

GEVSSSSNQEPEFNEKEDDEW1 

LVDFIDTCTGFSAEEEEEEED1S 

EESPTEHPSVFSCLPASLECLAD 

TSDSCFLQFESCPMEESWFITPP 

PCFTAGGLTT1KVETSPMENLLI 

EHPSMSVYAVHNSCPGLSEATR 

GTDELHSPSSPSILPNK.MLSVHV 

GT A 1 HNQA A LCQS V ES Y WQCG 1 

QLLTQFQSQSKLGQLLAATCKE 

LPGPKESRRTAKJDLWEVVVQIC 

SVSSQHKRGNDGRVSLIKQRES 

TLGIMYRYVLEPLVLTHLSLFV 

KLHNVREDIVNDITAEHISIWPS 

SIPKKQMSSRTFMSQEETVCRA 

AHTPSLPEEKWVEQLIYALVVA 

AARIMAMWGPNAAWLVFLAA 

AGPPPLTPPHSPP/PPPPPPALGR 

\irfc a /~* nni dho Acri r>r> nnnr 1 nice 

DSGAWACGPALCPRPA1PSPAP 
ALRVPEALRLWGTCSV 


25340 


55708 


A 


25480 


1 


380 


FTSPKTARNWGWLMQVRNQR 

L V LG KAGG KKG SPLEQRGGNG 

HHGGTRLICALV\LVS\MRPLAT 

r AbrV; Ibid V ArKbRVjlNCLirr/ 
iron orw\/~» a xi L'f* /"•/"• E?pvr\TA \/D/"* 

GVaKJ'rv^CANNUUCrUU l\VK.O 
VPWCFYPNTIDVPPEEECEF 


25341 


55709 


A 


25481 


3 


2367 




25342 


55710 


A 


25482 


2 


1230 


WRRSRRRRPPAPQAGGGDFRA 

GISPPTGKKSLGLMEPQGNHYR 

CRCLQV AGSQA WARC VSM PEL 

VVQKVVGHP/LVLLSVVDHFNR 

IGKVGIQKCVIGLFWGSWQKK 

VLDVLNSFAVPFDEDDKDNSM 

WFLDHDYLENMYGMFKKVNA 

RER1VGWYHTGLKIHKNGITIN 

ELMKRYYPNSVLIIIDVNPKDL 

GLPTEAYISVEEIQDDGTPTLKT 

FEH VTSE1G AES YLEK VATG KL 

R1NHQIIYELQDVFNLLPDVSLQ 

EPIKAFYLRTNDQMVVVYLASL 

IHSVGLTDPFCWALHNLINNK.1 

ANQDGDKKEGQEKKES/KKDR 

KADKGKDKDKEKSDVKKEQK 

GLELTPPVARQYSPQDLSEIPRH 
ADFRCDPAHFQLWWSQGETPS 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQID NO: 
or peptide 
sequence 


Me( 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


25343 


55711 


A 


25483 


3 


1042 


DRYCCRCLRVAGSQAWRAGC 

VAMPELAVQKVVVHPLVLLSV 

VDHFNRIGKVGNQKRVVGVLL 

GSWQKKVLDVSNSFAVPFDED 

DKDDSVWFLDHDYLENMYGM 

FKKVMARERIVGWYHTGPKLH 

KND1A1NELMKRYCPNSVLVIID 

VKPKDLGLPTEAYISVEEVHDD 

GTPTSKTFEHVTSEIGAEEAEEV 

GVEHLLPDIKDTTVGTLSQRITN 

HVHGLKGLNSKLLDIRSYLEKV 

VTG\KLPINHQHYQLQDVFNLL 

PDVSLQEFVKGFYLKTNDQMV 

VVYLASLIRSVVALKNLINNKI 

ANRDAEKKEGQEKEESICKDRK 

EDKEKDKDKEKSDVKKEEKKE 


25344 


55712 


A 


25484 


257 


1566 


GLEHLCNPRWPLLFLRAMDST 

VPSALELPQRLALNPRESPRSPE 

EEEPHLLS/SLAAVQTLANVIRP 

CYGPHGRQKFLVTMKGETVCT 

GCATAILRALELEHPAAWLLRE 

AAQTQAENSGDGTAFVVLLTE 

ALLEQAEQLLKFGLPRPQLR/EA 

Y ATAT A/EEKQ VGQL/A A AG IN 

VAVVLGEVDEETLTLADKYGI 

VVIQARSRMEIIYLSEVLDTPLL 

PRLLPPQRPGKCQRVYRQELGD 

GLAVVFEWECTGTPALTVVLR 

GATTQGLRSAEQAVYHSIDAYF 

QPCQDPRLIPGAGATEMALAK 

MLSDKGSRLEGPNGPAFLAFAR 

ALKYLPKTLAENAGLAVSDVV 

AEMSGVHQGGNLLMGVGAEGI 

INVAQEGVWDTLIVKAQGFRA 

VAEVVLQLVTVDEIVVAKKSPT 

HQQIWNPDSKKTKKRPPPVEK 



wo 



01/075067 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


25345 


55713 


A 


25485 


145 


1918 


PLEYFQRSVSGVPQLLFLEHLC 

NPRWPLLSLRAMDSTVPSALEL 

PQRLALNPRESPRSPEEEEPHLL 

SSLAAVQTLASVIRPCYGPHGR 

QKFLVTMKGETVCTGCATArLR 

ALELEHPAAWLLREAGQTQAE 

NSGDGTAFVVLLTEALLEQAEQ 

LLKAGLPRPQLREAYATATAEV 

LATLPSLAIQSLGPLEDPSWALH 

SVMNTHTLSPMDHLTKLVAHA 

CWA I KELDG SFKPER VG VC ALP 

GGTLEDSCLLPGLAISGKJXGQ 

MATVLSGARVALFACPFGPAH 

PNAPATARLSSPADLAQFSKGS 

DQLLEKQVGQLAAAGINVAVV 

LGEVDEETLTLADKYGIVV1QA 

RSWMEIIYLSEVLDTPLLPRLLP 

PQRPGKCQRVYRQELGDGLAV 

VFEWECTGTPALTVVLRGATT 

QGLRSAEQAVYHGIDAYFQLC 

QDPRLIPGAGATEMALAKMLS 

DKGSRLEGPSGPAFLAFAWAL 

KYLPKTLAENAGLAVSDVMAE 

MSGVHQGGNLLMGVGTEG11N 

VAQEGVWDTLIVKAQGFRAVA 

EVVLQLVTVDEIVVAKKSPTHQ 

EI WN PDSKKAKUCHPPPV ETKKI 


25346 


55714 


B 


25486 


1 


642 




25347 


55715 


A 


25487 




395 


FLPVNLTHDWQGSSALATLERP 

LSQVRLKRFVGTLIAFMVSAIVI 

LATASMAVASITESVQTAAFID 

NMARNVSNKLLLQQGIDQKIL 

ALLQSLE A ALE Y VG EQQDAL A 

FQQQ*NCNWGHKH1CIISLPWN 


25348 


55716 


A 


25488 




358 


HEPMCGETHQALQGAMEKLW 

SRFM ELMQE/KKVDLKER VEEL 

EHCC!*LSGERQTPSGSGKPGHG 

KESCTLVRGAPASESCPPAGEYI 

ALYQSQRAVRKEEECISRLAQD 

KGEVKVKLLE 


25349 


55717 


A 


25489 


1 


250 


VQCGG 1 PPGQNNKJEEME VLPEP 
PPPINRKKDKSYATAMGPFLRQ 
EALSGELLACLVIQD*QGNWV 
YKPISFNIYKKLRKSIRG 


25350 


55718 


A 


25490 


1 


702 




25351 


55719 


A 


25491 


1 


252 




25352 


53/20 


A 


25492 


1 


122 


LAPLVTYFSSLSLGFFNLKGKL 
APSSWRC*GLNE!IRGKH 


25353 


55721 


A 


25493 


-> 


505 
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SEQID 

NO: 


SEQ 10 NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


25354 


55722 


A 


25494 


1 


3345 


MRVGFRDIVGSLSEYSFGCPVN 

YEVFHSVWITILCCLMANDRKP 

QFLYFFQFFSFHGGRNLMSSFH 

PGNGHNDSRRS V FYANEKWEF 

LDPTPKDLEESIVQEEKKEPTPE 

GNKVSQRLKNLPHTSLKAKQL 

LQTSSTNRGTVITATRLAFDLRT 

QSTKCS H PA SG SSG H STDFQL E 

GEWGLWDLGTKGFKLPYSLS1 

DIDNVK^PHFPHFI KTI TVSI GS 

NRRMGLEKKECHQKQGALREQ 

LQVHIQNVE1LVSE 


25355 


55723 


A 


25495 


296 


1350 


TL WLQG EQPSTQEI H EK V/LN E 

AMGAMMYHTIILTREDLEKFK 

APRVIVQIGSGYDNVDIKAASE 

LGIAVCNIPSAAVEETPDSTICHI 

LNLYQRNTWLYQALRGQAVA 

VRAKAFGFSV1FYDPYLQDGIE 

RSLGVQRDLLYQSDCVSLHCN 

LNEHNHHLINDFTIKQMRQGAF 

LVNAPHGGLVDKKALAQALKE 

GRIRGAALYVRESEPFSFAQGP 

LKDAPNLICTPHTAWYSKQASL 

EMREAAATE1RRAITGHIPESLR 

NCVNKEFSVTSAPWSVIDQQAI 

hpft KnATYRYppnivnvApnr; 

nrcL>ii\JA i 1 1\ i rrvji vu v r\r vjvj 

LPA A VEG 1 1 PGG I P VTHNLPTVA 
HPSQAPSPNQPTKHGDNREHSN 


25356 


55724 


A 


25496 


694 


1185 


PKPFKEGTIRGAALDMHESEPF 

SFAQGPLKNAPNLICTPHTAWY 

SEQASLEMREAAATEIRRAITG 

CIPESLRNCVNKEFFVTSAPWS 

V I DQQ AI HPELNG ATYRYPPG V 

VGVAPGGLSAAMEGIIPGGIPV 

THNLPTVAHPSQAPSPNQPTK* 

MK*KQMGEVA*GAARJRGETL 

GLNGFGCTGQA/VAVRAKAFG 

FSVIFYDPYLQDVVERSLGVQR 

VYTLQDLLYQSDCVPLHCNVN 

EHNNHLINDFTIKQMRQGAFLP 

PKPFKEGTIRGAALDMHESEPF 

SFAQGPLKNAPNLICTPHTAWY 

SEQASLEMREAAATEIRRAITG 

CIPESLRNCVNKEFFVTSAPWS 

VIDQQAIHPELNGATYRYPPGV 

VGVAPGGLSAAMEGIIPGGIPV 

THNLPTVAHPSQAPSPNQPTKH 



WO 01/075067 
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SEQ >D 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon* /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25357 


55725 


A 


25497 


290 


1251 


PFMLYVSISTLYIAFCHILNLYR 

RNTWLYQALWEGTRVQSVEQ 

MG£VA*GAARIRGETLGLNGF 

GCTGQA/VAVRAKAFGFSVIFY 

DPYLQDVVERSLGVQRVYTLQ 

DLL YQSDC VPLHCN VNEHNN H 

LINDFTIKQMRQGAFLVNAARG 

GLVDEKALAQALKEGTIRGAA 

LDMHESEPFSFAQGPLKNAPNL 

ICTPHTAWYSEQASLEMREAA 

ATEIRRAITGCIPESLRNCVNKE 

FFVTSAPWSVIDQQAIHPELNG 

ATYRYPPGVVGVAPGGLSAAM 

EGIIPGGIPVTHNLPTVAHPSQA 

PSPNQPTKHVDNREHPNEQ 


25358 


55726 


A 


25498 


1 


1538 


MLLQKTQFEYAFKKKRKLEES 

KKRGAGPASSDPRWRGSSQTA 

PHASEVSGAPLGRSCETTRDTG 

VGPSPRQWLGAGAGTWQHRA 

RAASTPSSRGLRALQTWGGGE 

VMNGPLH\PPPPRVALLD/SRNC 

T V E M PI PKDL ATM A FC DTH STQ 

EIHEKILHEALGAMRYHTITLA 

RADLEKFKALGVIVRIGSGYDN 

VNIKAACELE1AVCNIPSAAVEE 

TANSTICHILSLYRRNTWLCQA 

WARKHVCYSMGQ1REVALGG 

AHIGGETQG\LIGFGSTGQAVPV 

RAE AFG FS VI FY DPY LQDG I E RS 

LGVQRMSQGAFLVNAARGALV 

DEKALAQALNNGKIR/GAALDV 

PQSELFSFAQG\SLEM REA A ATE 

IRRTITGCIPESLRNCVNKEFFVT 

SAPWSVIDQQAIHPELNGATYR 

YLPGFVCVAPGGLPAATEGIIPG 

GIPVTHMLPTVAHPSQAPSPNQP 

TKHGDNPEHPNEQSRECRKVII 

Q1HLRPRDSEKLMNSEKTMLTV 

FLADSGHMHY 


25359 


55727 


A 


25500 


I 


2595 




25360 


55728 


A 


25501 


561 


1023 


SGHDAYREQIQEYRVISLLLNP 

N\DHVNKCQSTNDAYPTGFRIA 

VYSSLIKLVDAINQLREGFERK 

AVEFQDILKMGRTQLQDAVPM 

TLGQEFRAFSILLKEEVKNIQRT 

AELLLEVNLGATAIGTGLNTPK 

biorLA VKJCLALKbLAFVONLF 


25361 


55729 


A 


25502 


2 


227 




25362 


55730 


A 


25503 


262 


428 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


or peptide sequence 


deletion, ^possible nucleotide insertion) 


25363 


55731 


A 


25504 


389 


2310 


ATSGPPGRSLGSACTIWVLVWT 

GSIPIYSFHGKVEKYMCFHNMS 

DDTWSAKVFFPLEVFGFLLPMG 

1MGFCCSRSIHILLGRRDHTQD 

WVQQKACIYSIAASLAVFVVSF 

LPVHLGFFLQFLVRMSFIVECRA 

KQSISFFLQLSMCFSNVNCCLD 

V FP VY FV 1 W F FR M"N 1 R A H R R 

ATEEVSKNLVAMKEILYGTNE 
KEPQTEAVAQLAQELYNSGLLS 














TLVADLQLIDFEASLGLHGLEQ 

AVDLALPIAQAQGEVLNNGKC 

MDQFPVDVYQGGAGTWVNMS 

TNEVLANIGLGLMGHQKGEYQ 

YLNPNDHVNKCQSTNDAYPTG 

FRJAVYSSLIKLVDA1NQLREGF 

ERKAVEFQDILKMGRTQLQDA 

VPMTLG\QEFRAFS1LLKEEVKN 

IQRTAELLLEVNLGATAIGTGL 

NTPKEYSPLAVKKLAEVTGFPC 

VPAEDLIEATSDCGAYVMVQG 

A LK\RL A VKM SQI\CN DLRLLSS 

GPPG\SSIMPAKVNPVVPEVVN 

QVCFKVIGNDTTVTMAAEAGQ 

LQLNVMEPVIGQAMFESVH1LT 

NACYNLLEKCINGITANKEVCE 

U I V I INOIVJIV i I L/iNrrlvJliniNVJ 

LLTEAELDDIFSVQNLMHPAYK 


25364 


55732 


A 


25505 


133 


375 




25365 


55733 


A 


25506 


3 


505 


ARGREGVSRRERPLLSARRLGA 
EWDSAGAETASGLQVPRLGGS 
WPQTSVFSAAVKARGCRIATLP 
MDLIGFGYAALVTFGSIFGYKR 
RGGV PSLI AGLF VGCL AG YG A Y 
RV\SNDKRFCKKCHWFTAFI pg 
LPSMGVRFKRSKKIM\PAGLVA 
GL\SLM\MILRLVLLLL 


25366 


55734 


A 


25507 


244 


696 





WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


25367 


55735 


A 


25508 


1 


1442 


MGQLHQAQASADIATSRLQQT 

SLTDVTRHQQFFSTYNTDDFIQ 

FTATY REQTRTRRQRQ Y A VN H 

VTFFFGKCTFRDRHRHRVIGIVL 

NIGLTFPAHQTQDGIGSTRSQR 

QSRLVAN K V ATRN L V KHFDDD 

REANRGIQEAQTEHHHRGVLV 

NESRQRFGCQQHN RH RN HYRR 

HHHRQMVNHPYCSNYRIQRED 

GVKDDNLCDDHPETGIQLYASL 

LliQ VF FF A ANI YG WY A WSRQT 

SQNEAELKIRWLPLPKALSWLA 

VCVVS1GLMTVFINPVFAFLTR 

VAVM1MQALG\LQGVMPELQA 

DAFPVWDSCMMVLSIVAM1LM 

TRKYVENWLLWVIINVISVVIF 

ALQGVYAMSLEYIILTFIALNGS 

RMWINSALIHQVVLDL1QQGIVI 

VWRDHLHMQRLHRLLAYHPC 

M YLVH I ADFRDFPAHTRLQVQ 

RFP A I P V H LQ VI HSR YLSTVATR 

Y AESE ATPVSG ALG LLCPTLPI V 


25368 


55736 


A 


25509 


133 


375 




25369 


55737 


A 


25510 


2 


471 


AFAQRETAGRRVGQRWCGDCF 
RTPGTALGGSWPQTSVFSAAV 
KARGCRIATLPMDLIGFGYAAL 
VTFGSIFGYKRRGGVPSLIAGLF 
VGCLAGYGAYRVXSNDKRECK 
KCH W FTAFLPGLPSMG VRFKRS 
KK I M\P AG L V AG LAS LM\MILRL 
VLLLL 


25370 


55738 


A 


25511 


3 


432 


NSRVDDFVAAQDAKGKKVAP 
APAVVKKQEAKKVVNPLFEKR 
PKNFGIGQ\QRLLARAEKKAAG 
KGDVPTKRPPVLRAGVNTVTT 

i \/c\ivi r a ni a un\/r\Dici \i 
LVhNrvKJ\l^LVVIAHDVUrIbLV 

VFLPALCRKMGVPYCIIKGKAR 

LGRLV H RKTCTTV AFT 


25371 


55739 


A 


25512 


59 


882 


SRLKNASIFVASPSGKKAKGKK 

VAP/APAVVKKQEVKKVVNPLF 

EKRPKNFDIGQD1QPKRDLTSFV 

K WPPL YQ RQRA I LCK WLK VPP 

EINQFTQALDHQTAALLLQLAH 

KYRSETKQEKKQRLLALAKKK 

AAGKGGIPTKRPPVLRAGVNTJ 

TTLLENKKAQPVVIAHDVDPIE 

LVVFLPALCHKMRVPYCHKGE 

ARLGRLVHRKTCTTVAFIQVNS 

lUIVuALAKLVUAIK 1 U Y INL/K Y 

NEIRRHWGGNVLGPKSVACIG 
KLEKAKAQELATKLG 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location oflasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


25372 


55740 


A 


25513 


1 


833 


GTRPKMPKGKKAKGKKVAPAP 

AVVKKQEAKKVVNPLFEKRPK 

NFGIGQDIQPKRDLTRFVKWPR 

YI RLQRQRA ILYKRLK V PPA1NQ 

FTQALDRQTATQLLKLAHKYR 

PETKHEKKQRLLARAEKKAAG 

KG\DVP\TKRPPV\LRAGVNTFT 

PL\VENKKAQLVV1AH\DVDPM 

RGWLSFLPALVCRKMGVPYCIIK 

G K\A RLG RL V\H RKTCTT V\A FT 

r^VTO^P<iORRl U/AkTI VFAIRTM 
V INoC-OV^IVJVJ-. W ArvLV Call\ 1 1>» 

YND\RYDEIRRHWGGNDLRPK\ 
SVAR!\AKLEKAKAK\ELATKLG 


25373 


55741 


A 


25514 


1 


1176 


MEKELVDHTGLFLSAHASEAL 

ALKLMIYSEVAHKLRAVRSQH 

PDMGVSLPLTPAMSCPKTIERM 

RRSRELEREKDQSIETDHLPWA 

FG STFLKTPLSC KTL M K Y I C Y A 

FIINLSFVKGVSAVTLMMSEES 

NMQMQFSVSITSGFGPFKSHIIA 

AIPNAERKESQGEKMAPAPAVI 

KKQEAKEVVNPLFEKRLKNFGI 

GQDIQPQRDLTRFVKWPHY1RL 

QRQRAILSXAHKYRPETKQEKK 

QRLLAQAKKKATSK/EDIPTKR 

PPVLRAGVNMVTTLVENKKAQ 

LVMTAHDVDP1ELAVFCLPAPC 

CKXGVPYCIIKGKARLGHLVHR 

IfTPTTVVFTK VM^PH^n Al AV 

rV 1 *w I 1 V Vr 1 l\ V IN oC.L/rvvJrAL//\ IN. 

1 VPAIRTNYHR YnFIHPHW^fi 
L. V 1 IN I Lyrv T ULlnvrl VY \JVJ 

NVLGLKSVAHIIKLEKAKVKEL 


25374 


55742 


A 


25515 


2 


524 




25375 


55743 


A 


25516 


144 


412 


AGSCPFAAGPGPLGSGRCFVLIR 

FTI inisIR AHKTRI AK'UAYMOPD 
nnPl^OK^T l\PFVHA VVTVRHAK 

J^L/OrVV^rvL/ 1 \CL_, V n/\ V V 1 V iVL/rV rV. 

HTNFVGVSGTFKIILPPLWLASN 


25376 


55744 


A 


25517 


38 


476 




25377 


55745 


A 


25518 


235 


892 


RSRVGTNRLFGETYPRASPGPQ 

STALLTAYKJCMTDLVAVWDV 

ALSDGVHKIEFEHGTTSGK/REV 

VYVDGKEEIRKEWMFKLVGKE 

TFY VGAAKTKS/ATIN I DAISG F 

A YE YT\LEINGKSLKK\ YM E DRF 

KNPPILWVLHM\DG\ENFR1VLE 

KDAMDV WCNG KJCLETARDFC 

KM SDTI SDDTK V DEO ERALSRT 

PEDKWNFRPAVPMRGERGSPS 

HCGQAH 



WO 01/0754)67 



PCT/USO 1/08631 



SEQ ID 


SEQ ID NO: 


Me* 


SKQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X^Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*-Stop codon, /=possib!e nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


25378 


55746 


A 


25519 


1 


1233 


MQLKFPGRQKIHISKKWGFTKF 

NADEFEDMVAEKRLIPDGCGV 

KYIPNRGPLDKCHHGKCVATG 

TSYMCKCAEGYGGDLCDNKN 

DSANACSAFKCHHGQCHISDQ 

G EP YCLCQPG FSG EHCQQG LLG 

G VREMLRCK VRSN 1 VTMKAKL 

SFRICMTLTILANMWPRPILGG 

VDQIPIKPKSKVLYLGAASGTT 














VSHVSDIIGPDGLVYAVEFSHR 










: 


AGRDLVNVAKK.RTNIIPVLECIA 

RHP/HQPDQ\ARSVALNAHTFLR 

NGGHFLISIKANC1DSTASAEAV 

FASEVRKLQQENLKPQEQLTLE 

PYERDHAVVDYSSSSATEQRRT 

ENDSDKLTEVGFRKLVINFSKL 

KEDVRTHHKfcVKNLEKRLDhW 

LTRJNSVEKTLNDLMEAENHGT 

KKYVTQAQASVAYL1KWKKG 


25379 


55747 


A 


25520 


78 


978 


AAGHSAKKSCLSLLPAWSFPLG 

STRAQWHVRRLQARJSGGGRH 

RCG RRG Q\G KTRRRMG PM V VS 

VEPHRHEGVFIYRGAEDALVTL 

NMVPGQSVYGERRVTVTEGGV 

KQEYRTWNPFRSKLAAAILGG 

VDQIHIKPKSKVLYLGAASGTT 

VSHVSDIIGPDGLVYAVEFSHR 

AGRDLVNVAKKRTNIIPVLEDA 

RHPLKYRMLIGMVDV1FADVA 

QPDQSR1VALNAHTFLRNGGHF 

LISIKANClDSTASAxcAVr ASbG 

EKLQQENLKPQEQLTLEPYERD 

HACVWGVYRrLPKSbSK 


25380 


55748 


A 


25521 


230 


314 


QMPGNMPAFSA*CDAGASYQA 
YVNSAIY 


25381 


55749 


A 


25522 


1360 


1848 


RFRALV/TEGFSLRELFPVATVL 
VASSTWTKRFIFLLAADWRLA 
LRRSI\TH PFVRKQELTVYTLNM 
ELENLLTNVVNQAQQGGKVML 
DSVPVDPNMLNQFQSTMPQVK 
FOMK AAOKDPVl I VPPOLRPI 
LARYARLFAPGLHVLSYNEVPD 
ELELKIMGALM 



WO 01/075(167 



PCT/USO 1/08<i31 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25382 


55750 


A 


25523 


91 


1184 


AAACSPPPPARLTYGSETLRGG 

DCSKMAAGCCGVKKQtCLSSSP 

PSGSGGGGGASSSSHCSGESQC 

RAGELGLGGAGTRLNGLGGLT 

GGGSGSGCTLSPPQGCGGGGG 

GIALSPPPSCGVGTLALSTPAAA 

TSSSPSSSS/APASSSSPGSRKVM 

VVSTE\MC\CFCFDVLYCHLYGI 

\QQP\RPPRFTNEPYPLFVTWKJG 

RDKRLRGCIGTFSAMNLHSGLR 

EYTLTSALKDSRFPPMTRDELP 

RLFCSVSLLTNFEDVCDYLDWE 

VG V H\G IR1 EI H QCKKA SKR\T A 

TYLPEV\AfCEQGWDHIQTIDSLL 

XlVCnWlC APITNIFPRKTIKI TRY 
IxouMVl 1 L,o I r\C I L«rVrlI\v^ririnr 

QNGIGDPLPAYNHYS 


25383 


55751 


A 


25524 


3 


154 




25384 


55752 


A 


25525 


575 


1707 


TA LLLTQSLFGGLFTQTHM KFG 

AVTRJ*NRKTGNSKKQSTSPPPK 

ERSSSPATEKSWMENDFDELRE 

EG FRRSN YSELREDIQTKG K E V 

EN FERNLEECITRITNTEKCLKE 

LMELKTKARELCEECRSLRSRC 

DQLEDCLLKKLHSHQANPEFDL 

ITEHLTLCIRJSIQ1KAYLSLSKA 

QSSLSHRPPTYLAYLFNGFRLF 

KNLKAYLHPGEINSFIAHT1CPV 

WWSLHTDAHEIWCRDSDLKLV 

PTLPLIPLEAALRMITHSLSIPPP 

KNFRRPNTSTLFCVIFLIN I RRQE 

YQASEPKPSHRIPCDLQRI KYLG 

IQLTRDVKDLFKENYKPLRNEI 

KEDTNKWKNIPCSWVGRJNIVK 

MAILPKPLLVIPRQTGSGMDPQ 

QTSGDLQKCLTVLRKTNKQKAI 

ASTSRKRMTMQKLHLKEKLINS 

KDQRTNDKNHMIISIDAEKAFN 

KTEHRFMLKTLNKLEINSRWIK 

DLNVKPKTIKTLEENLGNTIQDI 

VMDKDFMTKTPKA MATKAKI 

DKWDLIKLKSFCTAKETI 1 RV Y 

RQPTERESIFVIYPSDKGL1SRIY 

KELAIPGKGNSSNVSKDSKMSK 

HQKMQGENKHD 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
**=$top codon, /=po$sible nucleotide 
deletion, \= possible nucleotide insertion) 


25385 


55753 


A 


25526 


110 


569 


TALLLTQSLFGGLFTRTRMKFG 
AMTRJGXDLPWEINPLSSCSLLC 
EKH PPTTSG PQTDQPKKH LTN F 
KSETKETCFIHEPKTLAPVTDW 
EGSLPLVFNHCRDGLSDHSATF 
QGCQTMQGCLPWSFTLSGKSR 
FSGEGANHHGHRASGNSHSGS 


25386 


55754 


A 


25527 


2 


464 


LFGGLFTRRRMKFGAVTRIR\DF 

PWE1NPLSSCSLL/CEKDPRTTS 

G PQTDQPSKHLTNLKS ASTPPP 

YNPFITSPPHTRSGLQFRSTSSPP 

ArAyyr 1 LnKVALAKajI VKVN 

APFSLSDLSQ1SVRLGSF1KYEKS 

SPVHGSFGSNPETLYSPRP 


25387 


55755 


A 


25528 


162 


206 




25388 


55756 


A 


25529 


74 


446 


TAMLLTQSLFGGLFTWTRMKF 

GAVTRIG\DLPWEINPLYSCSLL 

SRFKKIKACYHSPATSWPFKTY 

KLSLQLPHFTCPKTRQALQVSS 

GAVPYQPNCFAYPPCGAQPVPS 

FVLNTFLHNSLCRA 


25389 


55757 


A 


25530 


66 


311 


FGAVTRIG\DLPWEINPLSSCSLL 
RJbKEPPTTSGPQI NQAKKHLTN 
FKSGACYTCRKSGHWAKECPQ 
PGIPPKPRPICVGPH 


25390 


55758 


A 


25531 


728 


825 


MKFGAVTRJGVDLPWE1NPRSSC 
SLLHbKDPPM 


25391 


55759 


A 


25532 


291 


311 


TALLLTQSLFGGLr^QTHMKJ 7 G 
AVTRI*NKKNNTK 


25392 


55760 


A 


25533 


1 


1056 




25393 


55761 


A 


25534 


245 


487 


TALLLTQSLFGGLFTQTRMKFG 

A V I rvJljXL'rlr WClINr LooV^oLrrl^ 

EKDPPTT/SG PQTDQPKKHLTNF 
KSTSFVFSSCIPPP 



WO 01/075067 



PCT/US01/08631 



SEO ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25394 


55762 


A 


25535 


818 


2391 


TALLLTQSLFGGLFTQTRMKFG 

AVTRIG\DiPWEINPPSSCSLFLP/ 

RLPLLHFPGAGPSTPQPLL/HSPS 

AASPAFLGQGQDLIMLVFKVYN 

NRKKLQFLASTVTQTPATSPAH 

KNFQTPEPQQPGVPPEPPSPGAC 

YKCQKSGHQAKECPQLRIPHLS 

YAWTFNDNPLYVQEDNRRFVS 

QETGNLY1AKVEPSDVGNYTCF 

ITN KE AQRS VQGPPTPL VQRTD 

G V MG E Y EPKI EVRFPETI QA A K. 

DSSVKLECFALGKIDDSIREKG 

AIRJKPSSILMRCNCLVQSPILVG 

EGWTGARCQGKSSTANPKLSL 

KSRTSNKKMKAFMSALQATFE 

EETLQRVNSFFMHNVLDNCLLP 

NSGTCLFETAPPEWEQKIQNTH 

LSIYDNLLWECKASGKPNPWY 

TWLKNGERLNPEER1QIENGTLI 

ITM LN VSDSG V YQC A AENKYQ 1 

1YANAELRVLGSQLVHFRENGT 

CLSDEVIRDSDFMSGMTVVHAF 

TSGSQGTTTENQDELQIKFISAR 

HSQATEGINSTSAKFD 


25395 


55763 


A 


25536 


425 


749 


IASLLTQSLFGGLFTWTHMKFG 
AVTRT/RGDLPWEINPLSSCSLL 
HEKDPPTTSG PQTDQPKKHLTN 
FKSAQLKASG K/DLQKPYQHFQ 
TLQQLLPLQWAPCYGPSSVSI 



WO 01/075067 



PCT/US01/08631 



SEQID 


SKQ ID NO: 


Met 


SKQ II) NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X-Unknown, 


NO: 


or peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


25396 


55764 


A 


25537 


2 


2204 


IDMIFTPGPPSTPKHKKSQKGSA 

FTF PSQQS PRN EP Y V A RPSTSEI 

EDQSMMGKFVKVERQVQDMG 

KKLDFLVDMHMQHMERLQVQ 

VTEYYPTKGTSSPAEAEKKEDN 

RYSDLKT1ICNYSETGPPEPPYSF 

HQVTIDKVSPYGFFAHDPVNLP 

RGGPSSGKVQATPPSSATTYVE 

RPTVLPILTLLDSRVSCHSQADL 














QGPYSDR1SPRQRRSITRDSDTP 

LSLMSVNHEELERSPSGFSISQD 

RDDYVFGPNGGSSWMREKRYL 

AEGETDTDTDPFTPSGSMPLSST 

GDGISDSTVPLFLSSEILQKQVG 

QSITSM LG FLSRG PSMKLCMGL 

ACVLSL WNTVSG 1KGEAKKEK 

GMTFLPTTDSKKFFSLLSVTSYS 

SFAFHKFSVAVYNISNLKTVDP 

AKFPTRYCYCLNNRTNDLSDFT 

ALLVDIIGNSTSYLTEIFKSTSIL 

SVNQSNESDCIFICVMTGKSGR 

NLSDFWEIEEKYPIINYTFTSGL 

SGVLALLLTQSLFGGLFTRTRM 

KFGAVTRIG\DLPWEINP/LSSCS 

LLHEKDPPTTSGPQTDQPKKHL 

TNFKSAARPTFLGQGQVPLNPF 

SFTLSGKSCFPRRQEPPNRLFPH 

PNLLSLCPNPLFLCPNPFSTFLE 

GKNHHPHPFSVSQVFSLGLPPS 

I U/T7UCDNj(AUDI D\/f\DDf*\ADDni 

L WtMorlvlAnKLKVt^rKl^yr rLU 

HKQV1SLQSGHSLLVKSQSWSQ 
DPIKFQLPHHHKNTASVCINPSV 


25397 


55765 


A 


25538 


110 


542 


TALLLTQSLFGGLFTRTRMKFG 
AMTRIG\DLPWEINPLSSCSLLC 
EKHPPTTSGPQTDQPKKHLTNF 
KSETKETCFIHEPKTLAPVTDW 
EGSLPLVFNHCRDGLSDHSATF 
QGCQTMQGCLPWSFTLSGKSR 
FSGEGASCSLPG 


25398 


55766 


A 


25539 


1 


781 


MPLQPLATPFTSPGSPSVAQVT 

TNTGEPGFAQQEYAETPQTTAR 

PPHPHPALRALQASVHQTPRLG 

DCLGSSESATALHGSGEPNKLA 

PPGRPTERGGLFKCSVPLRTVR 

GCRAGLRGTETVPSSLQRQPAG 

DVGWINNKSTTALDRTPTDTQ 

RTRRPRPPKQKQRGRALKERPR 

DSDSAREGPLKAVAGLFGGLFT 

R 1 CMKrGAV 1 KJUXULPWblNrL 

SSCSLLH EICDPPTTSGPQTDQPK 

KHLTNFKSDLLSLATED 



WO 01/075067 PCT/USO 1/0863 1 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=StOp codon, /= possible nucleotide 
deletion, V=possible nucleotide insertion) 


25399 


55767 


A 


25540 


1571 


1781 


TALLLTQSLFGGLFTRTRMKFG 
AVTRIGVDl PWFllsJPSS^rS! 1 RP 
KDPPTTSGPQTDQPKKHLTNFK 
SA 


25400 


55768 


A 


25541 


2150 


3195 


TV LLLTQS LFGG L F 1 WTR M KFG 
AVTRIGVDI PWEINPl SSCSI 1 H 
EKDPPTTSGPQTDQPKEHLTNF 
KSDED 


25401 


55769 


A 


25542 


4688 


5149 


TAMLLTQSLFGGLFTRTRMKFG 
AVTR/IRGTDLPWEMNPLSSCSL 
LREKDPPMTSGPQTDQPKKHVL 
TNFKSG AC YTC WKSG H WA K.ER 
POPfilPPKPRPICVfiPHI KIRTPS 
TH LGQ ATPRAPGTL AQGSLTDS 
FPDLLGLAAEDSHCLIASEAP 


25402 


55770 


A 


25543 


! 


433 


MAAFPAALNRPTRARARRRRIS 
AHSAASAAAAVVVAGTARGM 
VPGSEGP\CRA\GDEVADWEIVI 
EGTANLGPYFEGLRKHYLLPAI 
f YFNnnpp a FTDFdri n vnriTO 

L I J VJVJ i I nt I L/I \J\JLS I VJ VJ J V< 

YSI VVFNTVDCAPESYVOCHA 
PTSSAYFFVTWI DGIK 




SS771 

•j j iii 


A 


9SS44 


1 






25404 


55772 


A 


25545 


1 


301 




25405 


55773 


A 


25546 


2 


438 




25406 


55774 


A 


25547 


1058 


1494 


KSVRLVVN/YLRTQKAVVRVSP 

EVPLQNILPVICAKCEVSPEHVV 

LLRDN I AG EELELSKSLNELGIK 

ELYAWDNRRVPSAVPMQGPWP 

A EH FLO VN EOPP AG S PS PC PS 

SSSSGLRGGMQTANGPACALTP 

TCAQTDCPCPTSH 


25407 


55775 


A 


25548 


1 


3965 


RRFQPLPSAALRRCPPPARVGG 

RWVSAEKVNEGGSGGGGSQRL 

TRRARSTARVPAPGTMDAPRAS 

AAKPPTGRKMKARAPPPPGKA 

ATLHVHSDQKPPHDGALGSQQ 

NLVRMKEALRASTMDVTVVLP 

SGLEKRSVLNGSHAMMDLLVE 

LCLQNHLNPSHHALEIRSSETQ 

QPLSFKPNTL1GTLNVHTVFLKE 

KVPEEKVKPGPPKVPEKSVRLV 

VNYLRTQKAVVRVSPEVPLQN1 

LPV1CAKCEVSPEHVVL 


25408 


55776 


A 


25549 


1 


388 





WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SBQIDNO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25409 


55777 


A 


25550 


1 


1748 


mvlarvarrpagsaeaqasla 

g1caalperarkmsspgidgdpk 

ppclprnglvklpgqpnglgaa 

sitkgtpatknrpcqppppptlp 

ppslaaplsraalaggpctpag 

gpasalapghpaerpplatdek 

ilnglfwyfsacekvcvlaqvc 

icawrrvlyqpkfwagltpvlh 

akelynvlpggekefvnlqgf 

targfegfclwgvsdldicefi 

dnyalskkgvkamsLkrstit 

daglevmlevqmqgvvrlels 

gcndf\teaglwsslsar1tsls 

vsdcinvaddaiaaisqllpnla 

elslqayhvtdtalayftarq 

ghsthtlrllscweitnhgvvn 

vvhslpnltalslsgcskvtdd 

gvelvaenlrklrsldlswcp 

rjtdmaleyvacdlhrleelvl 

drcvritdtglsylstmsslrsl 

ylrwccqvqdfglkhllalgs 

lrllslagetpvsaltlavtth 

phlvhppnlpgpcanshparth 

spgseaeeeggaarpsppepwa 

ARTEPPSDPAAGCPLL I li GLS 
GLVQLQELEELELTNCPGATPE 
LFKYFSQHLPRCLVIE 


25410 


55778 


A 


25551 


1 


377 


MRRLTRRLVLPVFGVLWI/EWjA 

AVLLGNQEEVGGAD/WDLKCR 

PL/EVNVSKSDDTLKINGVEDH 

K.I IrLXilXjK. 1 YtJN Vl^vJHDbGN 
vrcprwiuTi /ODfici r> * r> /"\ n nt in 

Y laGDNH 1 L/bKraLK*KyKr*lP 
CIRSQHGNRKRIPRRRIFI 


25411 


55779 


A 


25552 


222 


287 




25412 


55780 


A 


25553 


2 


918 


GHCEVNRDWLQPLLHRVKEDY 

TRVVCPVJDIINLDTFTYIESASE 

LRGGFDWSLHFQWEQLSPEQK 

ARRLDPTEPIRTPIIAGGLFVIDK 

AWFDYLGKYDMDMDIWGGEN 

FEISFRVWMCGGSLEIVPCSRV 

GHVFRKKHPYVFPDGNANT\YI 

KNTK.RTAEVWMDEYKQYYYA 

ARPFALERPFGNVESRLDLRKN 

LRCQSFKWYLENIYPELSIPKES 

SIQKGN I RQRQKCLG 1 SKGRTTK 

i<tp<"»t*^* a\i rnrspjRRRpn^PRV 

WGLSHYTQADSFQGELVALFSS 
FTFVSLGAPVVSCSFARMGD 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25413 


55781 


A 


25554 


84 


2804 


PRGSWRCRRDLKCRPLSHSDA 

D WDDLWDQFDERR Y LNAKKW 

RVGDDPYKPVCFSTSGRVSGSP 

A1RAIPDTRHLRKKATSNSLSRQ 

QLASPLPRSSYCGVTPGPIAIGP 

LWTSGSLRTPNHIDTVFAPGLP 

QPWFHLNYLRAMPSLSSAPKCT 

LL V YCTDLPPTSI 1 1 TFHN E A RST 

LLRTIRRPPAVSTSQMAMTAAA 

LTPAPLRTYSVHLSCRAHQLVP 

MPQRKKYDETWVREHTKHSKI 

SLFPSCRLHFSCLSRRRMAVGS 

GKFQVMGDLGEPFLRVRWLR1 

WTLGPDFHGSALNSVLNRYTPT 

HLIREIILVDDFSNDPDDCKQLI 

KLPKV KCLRNN ERQG L VRSRJ R 

GADIAQGTTLTFLDSHCEVNRD 

WLQPLLHRVKEDYTRVVCPVI 

DIINLDTFTYIESASELRGGFDW 

SLHFQWEQLSPEQKARRLDPTE 

PIRTPIIAGGLFVIDKAWFDYLG 

KYDMDMDfWGGENFEMMTVQ 

VLQPRRSEALICTWKVHHLTRE 

ST A LLI A L VQ APFTG PQ AKKLQ 

QSPCPAM L APEY APEAS VL VCT 

VSLLTYTTLQSEISFRVWMCGG 

SLEIVPCSRVGHVFRKKHPYVF 

PDGNANTYIKNTKRTAEVWMD 

EYKQYYYAARPFALERPFGNV 

ESRLDLRKNLRCQSFKWYLENI 

YPELRYPSYLLELWLAESRGPQ 

LAWSGEETDNDQLDEGFYVYQ 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ II) NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /= possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


25414 


55782 


A 


25555 


1 


2439 


MPLKKKGDEPQMEKYIQERSM 
LA PPSCSDHRDTHSRCIPH IQRL 
FQC PLG P WFQGEQ RNQ A RG EG 
GALHPLPVTAGTVALPGAAQPT 
PA RGN VTESLQG ATVKL VCKK 
TSFIFIYCQHPAQCLALACDHEC 
IDLCTHVASTSLCLRGYQGMKR 
TI ERA LTATL AQGTA V PPFPSD V 
PSQKDAAVRGKGDGSEWERTL 
TMKRSNLNSEKILPAILLLTEFP 














RHQSPCSFDKPHMPNTLGCWLP 

TVLETRGGTNGQSSGKREATLC 

PCPLLGLP1SEEDCVPPALLLPPR 

G\LPPGLQLSWAPVPQFPPLGPS 

SLG1PA/LPLVLNLGCLPSLVCPP 

TSAHTSEVAPSLKSPAEPSPPAR 

LPRSHQPALSREMRHSDYSVSV 

HAICWDHDFYTLVTHYMNNTS 

PISSKRSSDKLNPHVLVVQDSM 

TILSLHNHLALAGQDMMVWEP 

RKTLQRRQQPDSSSHSPPPALV 

ECHPLEPEPLVAGIMYSFSGLQ 

GVGLRDRAVDETNKRNEKRTL 

EMSRVEALSSFENSEFGCPPSIN 

TREITGNSLEGNVKKGVSVPNC 

TAPGKRTEKKYSKIHEMVKHS 

GNCKRTDGIWEEYGWSWRLH 

MKKVFPGFMLVKGGEDAAPGT 

KEIKSVSGIFQRGKKKPRGRKE 

in. in rvivrvrvvj 1 /Af OrvJ_> I INI V I J^LIU 

VCLIGKVVVWLTSACAEKPKP 
HGEATCRHSGPSAPLNFQPTRV 


25415 


55783 


A 


25556 


2 


1178 


AKCVEVCGKREPPSMSPLNQSA 

EGLPQEASNRSLNATETSEAWD 

PRTLQALKISLAVVLSVITLATV 

LSNAFVLTTILLTRKLHTPANYL 

IGSLATTDLLVSILVMPISIAYTI 

THTWNFGQILCD1WLSSDITCCT 

ASILHLCV1ALDRYWA1TDALE 

YSKRRTAGHAATMIAIVWA1SI 

CISIPPLFWRQAKAQEEMSDCL 

VNTSQ1SYT1YSTCGAFYIPSVLL 

IILYGRJYRAARN Rl LNPPSLYG 

KRFTTAHLITGSAGSSLCSLNSS 

LHEGHSHSAGSPLFFNHWKIKL 

VTVALKRKEDSAARERKATKIL 

GIILGAFIICWLPFFVVSLVLPIC 

KJJoW WIHrALrUrr 1 WVOYLN 

CI IXJPIIVTVPNFFFRr^AFnW I\/P 
jLIINrlti 1 V rlNccr t\A//\rv^*^l V r 

FRKAS 


25416 


55784 


A 


25557 


3 


146 





WO 01/075(167 PCT/USU1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


25417 


55785 


A 


25558 


45 


592 


PSPPPPARAPSARTRRAPIPAAG 

QGRARPPRTVSRCGSAAMATKI 

DKEACRAAYNLVRDDGSAVIW 

VTIKYDGSTIVPGEQGAEYQHFI 

QQCTDDVRLFAFVRFTTGDAM 

SKRSKFALITWIGENVSELQRA 

KTHTDETLVKEVVONFANEYVl 

SDRKELEEEFIKSMBLKKAVGAN 

YDAQTE 


25418 


55786 


A 


25559 


249 


1808 


INGGTLTVTLSVTNQGAETLPF 

GTGWHPYFPLSPQTRJQAQASG 

YWLEREQWLAGEFCEQLPQEL 

DFNQPAPLPRQWVNNGFAGWN 

G Q A RI EQPQEG Y A 1 1 M ETTPPA P 

CYFIFVSDPAFDKGYAFDFFCLE 

PMSHAPDDHHRPEGGDLIALAP 

GESTTSEMSLRAYNDTNRRSDK 

AFTPHPTCFPSNQNNSASPPTIT 

PDTATIAPVSHKAFAGNALRSII 

SDGKLTAGSVINNASAGAVPIP 

A SI 1 VCTIG IS A A VG MTNKH PAT 

AIDTTHIMLLSTAPSAWGNNQT 

RAAPNTSLLAAYRFLIDSRDTE 

TDSRLDGLSDAFSVFRCHSIMN 

CVSVCPKGLNPTRAIGHIKSML 

LQLPPNVEKFAGAYLIQFALFQ 

PLTHN RLMFFG A F A DFLH A DQ 

TFPGQITAAVKGQFVRRRLRFF 

AiISPSRTLS/YHTP*PRR*PR*SN 

FVTGRDAGRGLYNRQ*KTS/PS 

SICSA*OANPVVHHAMTVKFA* 

WOPIMKISSTSFPSMRPLSHMK 

TINGLTTFVAW 


25419 


55787 


B 


25560 


1 


567 




25420 


55788 


A 


25561 


1 


741 


M L 1 L 1 S PAKTLD YQSPLTTTR YT 

LPELLDNSQQLIHEARKLTPPQ1 

STLMRJSDKLAGINAARFHDWQ 

PDFTPANARQAILAFKGDVYTG 

LQAETFSEDDFDFAQQHLRMLS 

/GLPYRLEMGIRLENA\RGICDLY 

QFWGDIITNKLNEALAAQGDN 

VVINLASDEYFKSVKPKKLNAE 

II K P VFLDEKNG KFK I ISF Y AKK 

ARfll MSRFNFNRLTKPEOLTGF 

NSEGYFFDEDSSSNGELVFKRY 

EQR 


25421 


55789 


A 


25562 


3 


320 


IGLVLPISVRKRHAASARCLVN 
RRPMPRLHGLPGI PMRPPSLPRV 
RHAGTVFRRHRKRGSPMAY*Y 
GHSDVVKHREALVADLCHKAA 
FQLCRGQRHCRPALWRHR 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


8EQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in tSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon* /-possible nucleotide 
deletion, \-posstble nucleotide insertion) 


25422 


55790 


A 


25563 


1600 


1908 




25423 


55791 


A 


25564 


142 


326 


TKRAPSAISSRCCCNSHQTSKob 

I \/DTCCCl DCCCU1 DTI A #/" , CC\/ 

LVK 1 oooLKbooHLK 1 IA tbov 
HLPISCMQIRPSQAR 


25424 


55792 


A 


25565 


1 


1599 




25425 


55793 


A 


25566 


393 


611 


HSRAVCRFYPAKTSPFPVRRCR 

■v/r> /~\r?\/r>D * 1 1 am rr * a /~* r> r?*^n/^ , o i 

YK^r VPK^Hl^Nt'AORb CjrCol 

a *t\/i n\/r> a i dpi a 1 1 r> r> i o a r~\r"\i 
Al VLrYKALrbLAHPRLbADyL 

DA A II I 


25426 


55794 


A 


25567 


971 


1628 




25427 


55795 


A** 


25568 


3 ~" s ~" ; 


1895 




25428 


55796 


C 


25569 


1 


2505 




25429 


55797 


A 


25570 


1 


3345 




25430 


55798 


A 


25571 


457 


790 


PSFRRRYRQVVVISVRKRHAAS 
ARCLVNRRPMPRLHGLPGIPMR 
PPSLPRVRHAGTVFRRHRKRGS 
PMAY ¥ YGHSDVVKHREALVAD 
LCHKAAFQLCKOQKHCRPALW 
RHR 


25431 


55799 


A 


25572 


1662 


1767 




25432 


55800 


A 


25573 


3 


603 


RLRSLFFLPDKMKLKDCVMIKK 

IFALPVIEQISPVLSRRKLDELDL 

IVVDHPQPPSGDYTLHPLPPI1R 

ANRPNRFR1NAGCTRTFTLSTPI 

NVFRHKILRTQEFPSLTHHAYSP 

LL V VIN K A KFDG LSPEFQQAL V 

bSAQbAUNYQKXLVAbD/LAK 

NHRRHERSGRGS/LSPISTAKPL 

ATHWGIRFATCLLKMCRRELIC 


25433 


55801 


A 


25574 


2271 


2519 


HRQLVIVFQQPLVSGFHEAELS 
LDD AK W V Ln rXAKJVI L A r M Y :>M 
LMAVLrLKUCCrKVb ILrUKaA 
ISQSTSTSASSSRCGAPW 


25434 


55802 


A 


25575 


931 


1213 




25435 


55803 


A 


25576 


1 


2767 


MIAILSGLRCSIVANYIYAENNL 

FWLRLNNPKAIWCLR1CTFATV 

1GGTLLSLPLMWQLADI1MACM 

A ITN LTA 1 LLLSP V VHTI A S D Y L 

RQRKLG V RP VFDPLRYPDI G RQ 

LSPDAPLTTTRYTLPELLDNSQ 

QLIHEARKLTPPQISTLMRISDK 

LAG IN A A RFHD WQPDFTPANA 

RQAILAFKGDVYTGLQAETFSE 

DDFDrAQQHLRJvlLoOLYvjVLK 

PLDLMQPYRLbMUJKLbNAKO 

KDLY\QF\WCjUII 






A 


ZDD / / 




**0 / 




25437 


55805 


A 


25578 


1 


675 




25438 


55806 


A 


25579 


1 


4014 





3410 



WO (11/075067 PCT/US01/08631 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
bod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


25439 


55807 


A 


25580 


1802 


2385 


RKISAPALIKSRTG*EMASLPTS/ 

HDKQIEQALADVDVPIVGVGGS 

YHLAESYPPVHY1ATDNYALVE 

SAFLHLKEKGVNRFAFYGLPES 

SGKRWATEREYAFRQLVAEEK 

YRGVVYQGLETAPENWQHAQ 

NRLADWLQTLPPQTG1IAVTDA 

RARHILQVCEHLHIPVPEKLCVI 

GVMNRRTVRSPFRESLKISP 


25440 


55808 


A 


25581 


1 


1568 


MVKQLKLVSFLLRPGDSKQGY 

DKHSSLQVGLMIPVGSCIRPRKP 

SEQSFKFEEGTDAAFHGFWLW 

PCTMLNVTPIKGMMTVIYEFPV 

DSETTLQNYD1YFTNEELTDEQ 

KSLIEWYRDVFRPEDLRLVESV 

QKGLKSRGYRGQGR1MADSSG 

SGISEHAWCMSRGAQGRQFCK 

GAKMSQVLITGATGLVGGHLL 

RMLINEPKVNA1AAPTRRPLGD 

M PG VFN PHDPQLSDA L AQ VTD 

PIDIVFCCLGTTRREAGSKEAFI 

HADYTLVVDTALTGRRLGAQH 

MLVVSAMGANAHSPFFYNRVK 

GEMEEALIAQNWPKLT1ARPSM 

LLGDRSKQRMNETLFAPVLFRL 

LPGHLLEELNWKTWAERWNS 

MLGPRAVKVFFSLAFLPGTLEP 

AQILFPTQRQGKKAALLLGLW 

ICLEIYSDNRRSPEVSTAWNSPP 

TGKLDNKQYMIMIPRKRETNTT 

TRGASNARLDPPSRKGYKGHY 

ETI G H A LEHDKQSQG SYNVEHT 

IKRQTPRVRRCTSIIAGIYQELG 


25441 


55809 


B 


25582 


1 


1560 




25442 


55810 


A 


25583 


1 


2115 




25443 


55811 


A 


25584 


3036 


3957 


RJYDAVSEPAEPVDCPRNPVCR 

FY*QYRDHRGKTVYDVASGDA 

LFISELG/PLPENVTWLSPEGEFQ 

KWN/GTAWVKDTEAEKLFR1RE 

AEETKNNLMQVASEHIAPLQD 

AADLEIATEEEISLLEAWKKYR 

VLNSRAMALILTPDLIRSNTACF 

CSSFVLAGQTAKAAADDGLFPP 

1FARVNKAGSPVAGLIIVGILMT 

1 FQLSS1 SPNATKEFG L VSS VS VI 

FTLVPYLYTCAALLLLGHGHFG 

KARPAYLAVTT1AFLYCIWAVV 

GSGAKEVMWSFVTLMVITAMY 

ALNYNRLHKNPYPLDAPISKD 


25444 


55812 


A 


25585 


1 


2490 





WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon tor last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25445 


55813 


A 


25586 


368 


761 


LYCEACIMAFRMSEQPRTIKIY 

NLLAGTNEFIGEGDAY1PPHTGL 

PANSTDIAPPDIPAGFVAVFNSD 

coj w n l. v cLJnivvjrw i v y u v 

DALFISELGPLPENVTWLSPEGE 

FQKCSGTTRVKNAKA*TLF 


25446 


55814 


A 


25587 

> * *- * 


1 


809 


MPVSSYERGHAEKRVVQECCG 

INLTSSANTILSDCERVNGYCVL 

CHTTRALVTGNHHRNAVYAET 

PSNSRINYIVSSHNAFRMSEQPR 

TIKVYNLLAGTNEFIGEGDAYIP 

PHTGLPANSTDIAPPDIPAGFVA 

VFNSDESS WH L VEDHRGKTVY 

DVASGNALFISELGSLPENVTW 

LSPEG EFQKWNGTA WVKDTEA 

EKLFRIREAEETKNNLMQVASE 

hi a pi \nnAAni piatpppiqi i p 

r\ W Ixix T fx V L»L/INix V \J 1 o 1 AyUIC 

U/PAT P 
W rr\Li 


25447 


55815 


A 


25588 


1 


2301 




25448 


55816 


A 


25589 


718 


1131 




25449 


55817 


A 


25590 


279 


513 


CRRJDTWQPI YQTCGRLMA VEL 

1 TVVTHPI TMPQnRI PPFlRVFTPl 
LI V V 1 IlrLINrov^IxUrrL'K. I r Itl 

TV/SHRMEVVKEQIDLLAQKAF 
SLAYLSPCESGL 


25450 


55818 


A 


25591 


1 


407 


PQDNAKKLRPHQLSSDEGHTG 
MGGTAKDVGFVSMRTYSWISS 
ALPKRLGGGVMPIGATIATEEV 
FSVLLGNPFLHTTTFGGNPLAC 

AAA! ATIMVI 1 \HRTVR1 Rl ^X. 
\C A IPPWTV^Vrx! WRfTWIPI WVR 

IVAlvv W 1 V j V IN W l\ vj IN 1 1 I W Tlx 
fx fx V V rwVJx- 


25451 


55819 


A 


25592 


1 


2079 




25452 


55820 


B 


25593 


1 


700 




25453 


55821 


A 


25594 


1427 


1845 


ACISGFSTETSASGRVSVITDAS 
LFRVLPRVCGMAVAATKRSGRI 
TTSE A LCC ANQLRRRPCVS PTR 
STPS WLSC A V* ICTSGTT* MKR 

VPWAPHPWIPvIQI IPUCr;i WPOP 
ITAk'PAPIAI vJQCVT^PP^CVTFn 

I IN 


25454 


55822 


A 


25595 


2 


295 




25455 


55823 


A 


25596 


1 


900 




25456 


55824 


A 


25597 


1 


1422 





3412 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25457 


55825 


A 


25598 


2 


535 


YGNREQRAVSSHTNTWVNRAL 

ARGWSSLGYRWWVSAWTPSR 

RFISQLMSRPVDASAAKVKRSA 

SVPCGSIPFGNCFSVRLRJLSASC 

GCHLPVRFSSSSGSEIPSTISSGSI 

TLPLDLDIFWPSSSRJRPVM*TV 

WNGTCGLPFSSLMKCMV1MIM 

RAIQKKMMSKPDTITLVGWN 


25458 


55826 


A 


25599 


442 


1368 


RRTMAAFACGVVRDASEVIRPS 

STLVPLVGEKHAKGLFGTIVDN 

FYLVALIFAMGTSLGLATPLVT 

ECMQ WLFG 1 PHTLLG Fl/L YN A I 

CVACGLQKGVRJASDVRSYLSF 

LMLGWVFMVSGASFIMNYFTD 

SVGMLLMYLPRMLFYTDPIAK 

GGFPQGWTVFYWAWWVIYAI 

QMSIFLARISRGRTVRELCWIL 

WTVLGSNTLLLIDKN1INIPNLIE 

QYGVARAIIETWAALALNMGN 

MWGFFILWFIGPGTLVNAWQNI 

RAQFVHHILRRNGIADGFRHLA 

ALTIHGKAVGQYLTIRRFTLHR 


25459 


55827 


A 


25600 


2468 


3907 




25460 


55828 


A 


25601 


-> 


3738 


YKTNYTDNSEYYANVGFNVKP 

VKRDGKMSVMSDPDTAIYPFPP 

KPTPLSIDEKAYYREK1KRLLTE 

RNAVMVAHYYTDPEIQQLAEE 

TGGCISDSLAMARFGAKDPASN 

LLVAGGGTCRSVVINAVFSYVT 

NVWGWAFEWYMVVMLFGWF 

WLVFGPYAKKRLGNEPPEFSTA 

S WIFM MFASCTSA A VLF WGS1 E 

IYYYISTPPFGLEPNSTGAKELG 

LAYSLFHWGPLPWATYSFLSV 

AFAYFFFVRKM E VI RPS 


25461 


55829 


A 


25602 


1331 


1456 




25462 


55830 


A 


25603 


549 


588 




25463 


55831 


A 


25604 


19 


1629 





3413 



WO 01/075067 
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SEQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25464 


55832 


A 


25605 


1 


1995 


MVGVRFALGLMWLTLIVAET1S 

ansgigylamnareflqtdvv 

vvaiilyallgkladvsaqlle 

rlwlrwnpayhlkeatlsaeq 

aariremtvitsslmmsltvde 

sdlsvhlvgrkinkrewagna 

sawhdtpavardlshglsfae 

qv vse ahs ai vildsrgn iqrfn 

rlcedytglkehdvigqsvfkl 

fmsrreaaasrrnnrvffrsgn 

ayevenvpdpgveqaddiilrjt 

ATAICGSDLHLYRGK1PQVKHG 

D1FGHEFMGEVVETGKDVKNL 

QKGDRVVIPFVIACGDCFFCRL 

QQY A ACENTN AGKG A A LNKK. 

QIPAPAALFGYSHLYGGVPGGQ 

AEYVRVLKGMWGRLNDAQPG 

FRSSRPLRYGAG1MTLLNISGLS 

HHYAHGGFNGKHQHQAVLNN 

VSLTLKSGETVALLGRSGCGKS 

TLARLLVGLESPAQGNISWRGE 

PLAKLNRAQRKAFRRD1QMVF 

QDSISTWNPQPNRLHIV/RFPLT 

RLNQYQPSFSTDLYHGTLKPAS 

LTMSGVVLLGRM/PRKTSQQV 

QWA\CIARTDKASMPTVYSESL 

FVEPLERVLYVAVILTQIIRGLR 

DTE1ETINPDIAVHFALCFHGLG 

SIPTKG A EKSPFLTIH K VR VKPD 

IPSPVSIMAPCRAHPTCEALFNN 

STALHSPWFCDSL 


25465 


55833 


A 


25606 


179 


371 


CVLQYTHWPACSTVA\HSRRw* 
NRRRLRLAVTKTGSLFSHRCAG 
ARLAFSKKLRCRDALPASRS 


25466 


55834 


A 


25607 


544 


983 


SVQN PR VN WIH A ALQRTG RG R 

RRHEQHGEDHFVNGAAGVHQ 

AANGLVNPPRHQVFGAHQAKG 

DGENHRQRGAPDGDLQRDGHF 

GEVILPLAEIGREEVGGERRHV 

AAVFDQ/S*AGPFPRPATRRPTR 

RVQRPSSEARTSCAWVGRW 


25467 


55835 


B 


25608 


I 


1746 




25468 


55836 


A 


25609 


1 


858 




Z340V 


-OoJ / 


A 

A 




no 


288 


LCKjNNUbrLAKbOAAMUALLU 
REHSRH P\PDLEG\GSQQQ VCDS 
GGSVTAANTSGGQQVKAQLEL 



WO 01/075067 PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pos$ible nucleotide 
deletion, \=possible nucleotide insertion) 


25470 


55838 


A 


25611 


1934 


2812 


RPQTYSDAQPGFRSSRPLRYGA 

GIMTLLNISGLSHHYAHGGFNG 

KHQHQAGLNNVSLTLKSGETV 

ALLG RSGCG KSTLSR VL VG LES 

PAQGNISWRGEPLAKLNRAQR 

KAFRRD1QMVFQDSISAVNPRK 

TVREILREPMRHLLSLKKSEQL 

ARASEMLKAVDLDDSVLDKRP 

PQLSGGQLQRVCLARALAVEP 

KLLILDEAVSNLDLVLQAGVIR 

LLKKLQQQFGTVA-SLFITH DLRL 

VERFCQRVMVMDNGQ1VETQV 

VGEKLTFSSDAGRVLQNAVLP 

AFPVRRRTTEKV 


25471 


55839 


A 


25612 


1 

r 


515 


MLAVECRSLPFPPLVQPVRYTD 
VTVKDDYNPETEQYTLT1SQRT 
PATPDQAEKQPLH 1 PFA I EL YDN 
EGKVIPLQKGGHPVNSVLNVTQ 
AEQTFVFDNVYFQPVPALLCEF 
SAPVKLEYKWSDQQLTFLMRH 
ARNDFSR WDA AQSLLA/I LHQA 
ERRASS A RS A A VS AG ACG 


25472 


55840 


A 


25613 


1 


1053 




25473 


55841 


A 


25614 


1 


1521 




25474 


55842 


A 


25615 


430 


1120 


QTASTFLKRGKCASRQSKLCGN 

RRRKRRQR1SSYCLLRGTACSP 

AHQPDAFHQKRGNAGRHYAEC 

VLQ YSSCSTRYSNPG R\TQLINLF 

EVA DGKRL VDLPG YG Y A EVPE 

EM KRK WQRALGE YLEKRQSLQ 

GLVVLMDIRHPLKDLDQQMIE 

WAVDSNIAVLVLLTKADKLAS 

GARKAQLNMVREAVLAFNGD 

VQVETFSSLKKQGVDKLRQKL 

DT WFSEMQP V EETQDGE 


25475 


55843 


A 


25616 


407 


1176 


AYSTSLRVKICRKTSTLLLRSRV 

TQIRSNTKSTKRAAHCSLTASC 

PPRCSI HATTVTSTTPCL WRRJ A 

TMLRALARLLLRICFSGRTLKIA 

CLLLLVAGATILIADR/AALYHA 

GKVKWLLVSGDNGRKNYDEA 

SGMQQALIAKGVPAKVIFCDY 

AGFSTLDSVVRAKKVFGENHIT 

IISQEFHNQRA1WLAKQYGIDAI 

GFNAPDLNMKHGFYTQLREKL 

VIAKGHGSLLTDLPVAKAGTM 

WA1EIDDVARHSRSHL 


25476 


55844 


A 


256 17 


3 


168 


NPFYSAMRVKSAGIRHILARHVE 
GASHMAEGYTRATAGNIGVCL 
GTSGRCCFRLCW 


25477 


55845 


B 


25618 


169 


1227 





WO 01/075067 
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SfcQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25478 


55846 


A 


25619 


489 


740 


AIARSCADYHPANFRHHRAAA 

RAGDDYLSRRAERQPGAKAGG 
SRLRAGKRPCSAFRYW*CAAG 

t~* *-* pi/it m a r"v» / » o r\i ^ t 

E*SVGEKIMAGDVISPKRRL 


25479 


55847 


A 


25620 


146 


475 




25480 


55848 


B 


25621 


38 


191 




25481 


55849 


A 


25622 


662 


4568 




25482 


55850 


A 


25623 


20 


2661 


AGHIHRPRYQHGVGTESTSIMS 
VASRSAERVFLTKFESWKNFPI 
NRGRNKMAKMRAVDAAMYV 

LkkegKtpafg\vpgaa\inpfy 
spm rkhg\g i rh il arh veg as 
hmaegytratagnigvclgts 
gpagtdmitalysasadsipilc 
itgqaprarlhkedfqavdieai 

AKPVSKMAVTVREAALVPRVL 

QQAFHLMRSGRPGPVLVDLPF 

DVQVAEIEFDPDMYEPLPVYKP 

AASRMQIEKAVEMLIQAERPVI 

VAGGGVINADAAALLQQFAEL 

TSVPVIPTLMGWGCIPDDHELM 

AGMVGLQTGHRYEKYTEGRKI 

VH I DIEPTQ1GR VLCPDLGIVSD 

AKAALTLLVEVAQEMQKAGRL 

PCRKEWVADCQQRKRTLLRKT 

H FDNVPVKPQRV YEEMNKAFG 

RDVCYVTTIGLSQIAAAQMLHV 

FKDRHWINCGQAGPLGWTIPA 

ALGVCAADPKRNVVA1SGDFD 

FQFL1EELAVGAQFNIPY1HVLV 

NRPAANGAQGSCHPDAPAVFR 

SSIFIRKSEEKLVVTMNELSASR 

A LPEETM PGRFELKPTLEK VL H 

A PDNFLFM DPLPPMHRRG1II A A 

IVLAVGFLLPSDDTPNAPVVTR 

EAQLDIQSQSQPPTEEQLRAQL 

V 1 rl^lN IJrUvNL * KJw\M^rvaoK. 
ivLrrvKlJLrrilL i rrKArrvlAo 

AKRKGQVLHQQYSLKKYRYK 


25483 


55851 


A 


25624 


1 


570 




25484 


55852 


A 


25625 


312 


873 


APRSRVQAKIAASNTGELNALQ 
QLGFS\LVEGEVDLAL\PVNNA\ 
SDSGAVVA\QETDIPA*RQLASA 
A FAQSRFRAPWY APDASSRFYA 
QWIENAVRGTFDHQCLILRAAS 
G DI RG Y VSLRELN ATDA RIG L L 

ArDrATACl MATAIV1U/AVAD 

AGRGAOAbLIWy 1 ALNWAY AK 
GKTTLRVATQMGNTAALKRYI 
QSGANVESTAYWLYR 



WO 01/075067 PCT/USO 1/08631 



SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


25485 


55853 


A 


25626 


2 


922 


FSPPGLHDAGEAVFWRVNKSA 

NYGVLDKLARGYADLSKAESQ 

WDEMMRTAGSLKLGTIHASINS 

LFENITAAPADP1LGLADLFRAD 

ERPGKINLGIGENPSCCRTSSSP 

VFDAA1WPAPVNNASDSGAVV 

AQETDI PA LRQLASA AFAQSRF 

RAPWYAPDASSRFYAQWIENA 

VRGTFDHQCLI LRA ASG Dl RG Y 

VSLRELNATDARIGLLAGRGAG 

AELMQTALNWAYARGDHMI/R 

I*RTAGGGNRTRLYAVGNG*RQ 

TVWRWRFYPSI PAVAGATFWO 

RQSVTDAVLHRFAGDGGAAAR 
YPAWR 


25486 


55854 


A 


25627 


911 


1441 


A1PS1SCFLLAIKALILSAIWLNA 

TPSRSKLEPSSKW1RSLRCPSPN 

RCAAASSFNISCQWFLSEYGPP 

NQVASGKTSPFV1VFKQPRYRA 

VTKPNCRLMMRNGCSTLARML 

PVMYAMI MPVI FI RfifCFKVI 

TLPGRSA1SQSTSTSASSSRCGA 

PW*PASAETNCSSPCSRLPS 


25487 


55855 


A 


25628 


1 


1247 


MERVLDNLLNNALRYCHSTVE 

TSLLLSGNRATL1VEDDGPGIAP 

ENREHIFEPFVRLDPSRDRSTGG 

CGLGLA1VHSIALAMGVNAQA 

DFMKLTGADEQIAAYCFKMPF 

VFHLIEEVSRNFGYALCLINIDH 

KAALNITQRTAANILLDGQMQ 

HAVDQAFTQRTARQGSTFVQY 

ARLARKLATANICWSYFVPVR 

ASIEPLTWENAFFGVNSAIVRJT 

SEA PLLTPD A L AP WSRVQ A KI A 

ASNTGELDALQQLGFSLVEGEV 

DLALPVNNASDSGVAVVAQETD 

IPALRQLASAAFAQSRFRAPWY 

APDASSRFYAQWIENAVRGTFD 

HQCLILRAASGDIRGYVSLREL 

NATDARJGLLAGRGAGAELMQ 

TAI NWAYAROKTTLRVATOM 

GYTAALKRYIOSGANVESTAY 

WLYR 


25488 


55856 


A 


25629 


1 


1925 




25489 


55857 


A 


25630 


402 


664 


TARRLLFFRD/RTARVAVPNAA 
VVLPFPLPVKTMHPRSLGRRRS 
GGICRPLGYLVAMDAIDGLQN 
ADNSNGESRIATSSFRSRSARR 



WO 01/075067 



PCT/US01/08631 



SEQ II) 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon Tor peptide 
sequence 


of peptide sequence 


deletion, \= possible nucleotide insertion) 


25490 


55858 


A 


25631 


920 


1237 


IARPGCHLSHCHSEPSGRLSK*P 
FSCNSLKTGDF*PI*GLIQTQIFS 

rrrtr i\i\rvl I r OVJOvJrv v OUOn orvo 

HHWKAFIQKQSKWKTCSGRLR 
SAIPS1KLFTVASS 


25491 


55859 


A 


25632 


1 


1341 


MVHRFGlRVRFVALGFYQDVfL 
PVRAHRHEWGHYVHLCAS1QR 
yiUVar AKJJA 1 oHbaLrV 1 0 VK 
FWGYPFAANKVVIAGFELEGET 
MTRPGLICAEGGLLVMIVSLRS 








\ * *-* • ' 






ELYDSYH EFTRQRVTEI VEKA A 

NHLPAVVEMMTLHRCAINRHN 

FVRRVGPAGISTFFASSPDGVN 

AG FSTFRV VFTCQRSRPLQRH S 

HADVQTATLLLNTVNLEQKQA 

NAILSGLSDMIPNSSPESAPEIQL 

LQSRMILGKTIAELNLRDIVEQK 

YFPI VG RG WARLTKEKPG EL A I 

SWMHIPTLSKNRPTPFS/DGLS 

DMIPNSSPESAPEIQLLQSRMIL 

GKTIAELNLRDIVEQKYFPIVGR 

G WARLTKEKPG ELAISWMHIP 

QLNGQDQQLTLTVG ENGHYTL 

EGEEFTVNGMVGQRLEKDGVA 

LTIADIKAKPGTQFVLSQRTELE 

AINALQETFTVSERSKESGMLE 

Lr 1 1VI 1 UUL/ryLl 1 I\JLilNolr\lN IN I L 

QQNIARQAAQDSQSLEFLQRQL 
PEVRSELDQRKKNSTFIASSAIR 


25492 


55860 


A 


25633 


170 


935 


LTQEDTRINLIPMAVESLHLPTQ 

MLINGGETYAWRNWKRGGQY 

KS ATLNTGQPH VRAREL VDSD 

TLASDAARLTCRHGLALPALFT 

LIAVVTSLLSPQFIRQILWSRLT 

KTR*AGDQLDAYSTTEWSGSA 

TTYTHfJWfiKRPI YTf!R*R\/l-IRr> 

WYGRPASGKRWRCADYRGH* 
GQTRNTVCPEPAYRTGSD 


25493 


55861 


B 


25634 


42 


755 





341B 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
bod 


SEQ II) NO: 

inUSSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25494 


55862 


A 


25635 


793 


2127 


RYCKGTVMDQIRLTHLRQLEA 

ESIH1IREVAAEYSNPVMLYSIG 

KDSSVMLHLARKAYYPGTLPFP 

LLHVDTGWKFREMYEFRDRTA 

KAYGCELLVHKNPEGVAMGIN 

PFVHGSAKHTDIMKTEGLKQA 

LNK7YTTSRAKERJYSFRDRFHR 

WDPKNQRPELWHNYNGQIN\K 

G ESI R VFPL SN WTEQDI WQ Y 1 W 

LEN1DIVPLYLAAERPVLERDG 

M LMM I DDNR1 DLQ PGE V IKKR 

MVRFRTLGCWPLTGAVESNAQ 

TLPEI 1 EEML VSTTSERQGR V 1 D 

RDQAGSMELKJCRQLIEL1INVH 

NLLKNG FG FQ VK VNRI A LL A FN 

VEFFFRLVQLAAHFSSGTLAQD 

KLCSWFGLNVRDSQRNAIFFQT 

LADHTIDGELFTFQC1VAVFPNL 

PIYSYATIYVSSSSIP1SSEESPSIR 

FACSQTSRQPPVSDSRFCVSQV 


25495 


55863 


A 


25636 


360 


566 


GAETMGDLLWVVGILLMCSLS 
TLVLVWLDPRLKS*RT*A*CGA 
LTSHQAINNGRNEKRKPI RESDP 
LKA 


25496 


55864 


A 


25637 


1 


312 


LLRKSVSVIIKGTIKT1IGFMLLQ 

AGSGILTSTFKPVVAKMSEVYG 

INGAISDTYVMQDG*APELGLS 

PGRFLRHDTDFVLQLGIVMVRL 

AGDGSLNINAQANN 


25497 


55865 


A 


25638 


517 


796 


PTARFGWVKGVDLPAD/CNRQ 
DRFAIDVRVQGS*\WGCVLPLF 
RV LLF VSC ALLL VS VSC VLRLL 
FCCSS\LSLFLSGLGGGRSPKAG 
DVFRDRR 


25498 


55866 


A 


25639 


47 


411 


AIKVRELSIKLKMC/YSLIKTLH 

G*KYRNFMVIGSMVFGKKAITH 

VAGVKRRTAVVVGFKVFDIQR 

SQFR1VVTGDLAQLLYRVIKVIT 

CGH F V RQHG I VLC AG V L H VG D 

RYQAHVKTLGGLI 


25499 


55867 


A 


25640 


1 


1488 




25500 


55868 


A 


25641 


2 


298 


CClCLmYAPIDVW/WG/WNTA 
GQVQAA*TLKAASSSIVTIPLRN 
TFIFNYSLSGLRRRRLIIRSRRHS 
THASNITLIAASTASRJGWFASA 
YHTRSNHGR 


25501 


55869 


C 


25642 


1 


2064 




25502 


55870 


B 


25643 


1 


1116 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25503 


55871 


A 


25644 


312 


620 


SACRCCLVVVPLFVCL/GSSLSL 
APTFPLLASFSSSRASRVVAFGL 

uoLKAUo ALtLrLAA V V LALKo 
AO 1 ILcWWWWniv VLrrc 1 IV 

RLPSTSLIPYPASVSI 


25504 


55872 


A 


25645 


2 


2237 




25505 


55873 


A 


25646 


692 


6383 


RMSRSSDYDQYRSRNALIRRHI 

EKMDASLHVGTKEFDISKVSEV 

DS VDDLLI DN A ARYLLKD WKG 

VGELVNGVEVALEYTAERGIAL 

LKQNPELYWQILAEAASIAQVG 

GEVWIAPKFERNGLRLLANSEI 

GAASQLQTYHRVDPGRPCKLD 

LSGGMSQRVMIAMAIACRPKL 

LI ADEPTTALDVTIQ AQI I ELLL E 

I r\f\lf CXI KA A 1 \/I ITUHI AT VAC 
LV^vl^C-NIVlAb VL.1 1 nULALVAb 

A A U1/II\/K>IV Af^O\/\/nTY* , P* A 14 A 

AAHKJ1 Vlvl Y AuyV Vcl UlJArIA 

IFHAPRHPYTQALLRA 


25506 


55874 


A 


25647 


856 


1467 






55875 


A 


ZD045 






ovtlALrlvlV^rlvrlvL 1 UAoUor Kr 
DUD XI I DCPiTYM A A T"l Dr\lfT> A C A 

LIPLMRJLPVRYGHLLLC 


25508 


55876 


A 


25649 


1 


218 




25509 


55877 


A 


25650 


2740 


3293 


IFAVNLILQCHVGGTHHQRFLL 
FAGNGDAGNQIRERFPNAGG/E 
LQSPDVALLLRPAFWRRPQSSA 
AAA HGE* SRGS VPE AP YTRRQF 
ALPAPPI KC APLPERQRPS VPSR 
HLRLPACPGYKNRASSAKPSYS 

KKJxJL^v^ivI^InAOAIVIoAivV rULlOo 
orvojviivrv i <j 


25510 


55878 


B 


25651 


I 


1875 




25511 


55879 


B 


25652 


1 


2981 





3420 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


25512 


55880 


A 


25653 


1 


1649 


MTFRNCVAVDLGASSGRVMLA 

RYERECRSLTLREIHRFNNGLH 

SQNGYVTWDVDSLESAIRLGL 

NKVCEEGIR1DS1GIDTWGVDFV 

LLDQQGQRVGLPVAYRDSRTN 

GLMAQAQQQLGKRDIYQRSGI 

QFLPFNTLYQLRALTEQQPELIP 

HIAHALLMPDYFSYRLTGKMN 

WEYTNATTTQLVNINSDDWDE 

SLLAWSGGQQSLVWVAEASGE 

WGVLACTLFAWNRNYFVLLFV 

G VFLSSFG STAN PQMFALAREH 

ADKTGREAVMFSSFLRAQVSL 

AWVIGPPLAYALAMGFSFTVM 

YLSAAVAFIVCGVMVWLFLPS 

MRKELPLATGTIEAPRRNRRDT 

LLLFVICTLMWGSNSLYIINMPL 

FIINELHLPEKLAGVMMGTAAG 

LEIPTMLIAGYFRQTSGPTAYGR 

SVGR1RRSRRIRQSCYYQRJFSL 

LACELANALERPENFCGMHFFN 

PVHRMPLVEHRGEKSSDETIAK 

VVAWASKMGKTPIVVNDCPGF 

F VN RVLFPYFAG FSQLLR/ERRG 

FPQDRQSDGKTVWLADGPGIS 

AGRCGH 


25513 


55881 


A 


25654 


1590 


2855 


RNLLGEAADPVSGPHSAIYRPD 

WPKSGDCACQGPIKGSANRPA 

VVPHVHGPVSEDLEVFLNVFGE 

LPQPLIDTQILAAFCGRPMSWG 

FASMVEEYSGVTLDKSESRTD 

WLARPVLPERQWEYASPNVWY 

LLPITAKLMVETEASGWLPAAL 

DECRLMQMRRQEVVAPEDAW 

RD1TNAWQLRTRQLACLQLLA 

D WRL R KA RERDL A VN F V V REE 

HLWSVARYMPGSLGELDSLGL 

SGSEIRFHGKTLLALVEKAQTL 

PED ALPQPMLN LM DMPG YRKA 

FKAIKSL1TDVSETHKISAELLAS 

RRQINQLLNWHWKLKPQNNLP 

ELISGWRGISAVKSSEAGLGAL 

SATSGFGKLQIQHQAFTLRTRT 

TDQHTLLAGTLFIAKILIPMVSF 

TFQYCCFAVPQATYCHRIAPIL 

GNGAMKPGRKIS 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=$iop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25514 


55882 


A 


25655 

\f * 


1 


3315 


MDELRLVLMTIIH1KLPP1RRAD 

GSFGNDLTTGAGFNDRKTVPR 

YARVHVYRCRKVIC1FTKRJPFC 

LDVPAHRALVVMKGTLYGMP 

VVAAAFEFAFMGGSMGSVVGA 

RFVRAVEQALEDNCPLICFSAS 

GGARMQEALMSLMQMAKTSA 

ALAKMQERGLPY1SVLTDPTM 

GGVSASFAMLGDLNIAEPKALI 

HFAPiPR VIFOTVRFkTI PPP.FOP 
vj r avjr is. v iea^ i v i\Di\Lrr\jrv/i\ 

SEFLIEKGAIDMIVRRPEMRLKL 
ASILAKLMNLPAPNPEA 




JJOOJ 


A 








RHAHTni RR^^DRF^PA PPAHP 

ANGGR*TPRHAAKRRDPGTPV 
QPARKPSKPTRLLR 


25516 


55884 


A 


25657 


884 


1276 


LVTRQLSPGNRCNVFAFSSAVE 
TSLTCQGWLSPVCAVCQAISSS 
HMASIQVRSPAASCGSPFCSKRP 

jn L* W W 1 o V Oti Lor r\.I\.J\. J okJrViN 

AESVSAT*SKRRSSARRSASARS 
TLSGAALRSRTASNEWRS 


25517 


55885 


A 


25658 


649 


1427 


LPLLGWSMSPRMTAQLACDAL 

QMALWRRKRPRNVIVHTDRGG 

QSVQQFRALKRH1TASRETERF 

YLDVQKQFPKVTAQKVIVSEA 

GASVYSASELAAQEFPDLDVSL 

RGAVSIARRLQDPLAELVKIDP 

KSIGVGQYQHDVSQTQLARKL 

DAVVEDCVNAVGVDLNTASVP 

LLTRVAGLTRMMAQNIVAWR 

DENGQFQNRQQLLKVSRLGPK 

AFEQCAGFLR1NHGDNPLDAST 

VHPE A YPV VERIL AATQQA LKD 

LMGNSSELRNLKASFLDNEEN 

WPLLLDALIPVANTCEMILMPA 

C FG L A DDKL WR WLN EKLPCSL 

MLLPTLPPSVLGIRLQNQLQRQ 

fvr nfifiV wi Fpnnnn nTTTiTi 

TOR**PAriRVYR<ipri<ii ^nnnT 

1 V^lx r /A.VJ r\ V I I\Or VJOLfOVJVJvJ 1 

HSGSNTAGTERSDG 


25518 


55886 


A 


25659 


1 


1878 




25519 


55887 


A 


25660 


I 


4329 





3422 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 

01 pcpiiuc acquciitc 


Amino acid sequence ( \-Unkno\vn, 
*=Stop codon, /^possible nucleotide 

ucicnuiif \ puniuic llUtltWllUC lll>C[ IIUIl/ 


25520 


55888 


A 


25661 


2514 


4173 


PTSCLPDDYVGHCRGVSAAHF 

AGSVSCVRLLSACARPLWRHL 

GLALLRVWCRTFLLLSALASVF 

CPCSVVWGRLLFSASLSVVVW 

GGVFLSPLGSLSPRGTARLGAA 

CRSRED/RRR*WRGIFNRDTFAS 

AVPASVNPDKPCAPAACIRFTS 

TSAY*VGCSDRNA/DAEASGEG 

WRRFGDATLSTGQFGGEAREE 

VILGLIGSQA\KTGGNTPKASAV 

RKITLVAWPALETGLTMLSM** 

IG*ETRVFSVFEPSSKSIVPSSRT 

VTFSSNASRRIAL*ISGSASFDSL 

IVFA*QPPSKLNTPSSSQPCSSSP 

IRRRFGSVERVVLPVPERPKNT 

ATSPFSPTLAEQCIEAIPSAVFA 

A P VRV A ASM 1 1 SGFC ALASI RPS 

ASTRRPSASVFITSTFLPLR*VMI 

SPSLNALPLIRLSAQQRNSFTRL 

FSPRVMANASAPVTVAAPPMS 

DFIESINAVCLMQARVHWRFFI 

ASWVVIQPPAIPENVLNRVRLC 

AAPGTLCLTTFVSSSGDR*NAL 

CNRCNRPAPCFRSSAIRFATVLA 

ARRHDWVWPISPL1PRPSS 



WO 01/075067 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


25521 


55889 


A 


25662 


2221 


4400 


RGCVVSGKSSCSKTNLPSDDKR 

TGASCPLRDLFLRYLRAHALVT 

AEQLAHEFSLGIAIVEEQLQQLR 

EQGLVMNLQQDIWVSDEVFRR 

LRLRSLQAAREATRPVAATTYA 

RLLLERQGVLPATDGSPALFAS 

TSPGVYEGVDGVMRV1EQLAA 

SAINASLWESQEFVYGKPVYAV 

GENYSQGQYYLASFANKIWLSP 

QGVyDLHGFATNGLYYKSLLD 

KLKVSTHVFRVGTYKSAVEPFI 

RDDMSPAAREADSRWIGELWQ 

NYLNTVAANRQIPAEQVFPGA 

QGLLEGLTKTGGDTAKYALEN 

KLVDALASSAE1EKALTKEFGW 

SKTDKNYRAISYYDYALKTPA 

DTGDSIGVVFANGAIMDGEETQ 

GNVGGDTTAAQIRDARLDPKV 

KAIVLRVNSPGGSVTASEV1RA 

ELAAARAAGKPVVVSMGGMA 

ASGGYWISTPANYIVANPSTLT 

GSIGIFGVITTVENSLDSIGVHTD 

GVSTSPLADVSITRALPPEAQL 

MMQLSIENGYKRFITLVADARH 

STPEQ/I DKI AQG H V WT/G LG DF 

DDAVAKAAELAKVKQWHLEY 

YVDEPTFFDKVMDNMSGSVRA 

MLPDAFQAMLPAPLASYQVRS 

PCLTYILLLFRYHSYQYHAKEIN 

i Dpi HfiRDHRnA AFR AOI YTH 
ATHFYIPRNG^SRFNPGKl APHA 


25522 


55890 


A 

A 


25663 


J 


1665 




25523 


C C OA1 

55891 


A 


25664 


475 


1 1 OO 

1 loZ 




25524 


55892 


A 


25665 


242 


3059 




25525 


55893 


A 


25666 


1761 


1970 




25526 


55894 


A 


25667 


455 


1137 


GTKPRDIDHILGTFITPG MPKGG 

KLDV Y A A PELPLKLLG RPTEG E 

YNEEF/SLLPVVNYLKDKLSNP 

V/RLDGVDVAEGEL/VVLENVR 

FNKGEKKDDE/HRAQASTHGIG 

K/FADVACAGPLLA/AVLDSLSK 

/1ADQLIVGGGIANTF1/AAQGHD 

VGKSLYEADLV/DEAKRLLTTC 

NIPVroLVVKVA 1 .brae 1 ArA 1 L 
t/p\/Ducr\i/TCvicTr , rr' a ci a 

WIvVKYLrA VAIVlLcbKO 


25527 


55895 


A 


25668 


1 108 


1932 




Z55Z8 




A 

A 


ZDooy 


i4yo 


1 03 1 




25529 


55897 


A 


25670 


462 


1152 




25530 


55898 


A 


25671 


545 


598 
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SKQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
bod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25531 


55899 


A 


25672 


1 


1761 


MRGKNW1DMDQARQQSTPHT 

DRKICHKNDRPRTTPLRKJDAH 

PHTLIILPAESTLSTTKYKLRAL 

LVENTNKDKSAVSVVFRGSVL 

HQQAANFPNLMLCFQLKNGVN 

ACNDFIMLFVDDNAAGSIERAA 

SPCINEKQH A FS ES V P A 1 A A V RG 

LGSM1AVEFNDPQTGEPSAAIA 

QKIQQRALAQGLLLLTCGAYG 

NACKRRIDYVCRJKHSRRJRQV 

VLLN F A K SG A FSTTRGTDDKJLT 

PVIQPRASGEYNEEFSLLPVVN 

YLKDKLSNPVRLVKDYLDGVD 

VAEGELVVLENVRFNKGEKKD 

DETLSKKYAALCDVFVMDAFG 

TAHLRAGFLLTGI\GKLRCSLRC 

AGPLLAAELDALGKALKEPARP 

MVAIVGGSKVSTKLTVLDSLSK 

IADQL1VGGGIANTFIAAQGHD 

VGKSLYEADLVDEAKRLLTTC 

NIPVPSDVRVATEFSETAPANL 

KSVNDVKADEQILD1VRDLDAA 

NVVINAVFSYVTNVWGWAFE 

WYMVVMLFGWFWLVFGPYAK 

KR1 ONFPPFF^TA^WIFMMFAl 

1 YVPPRTVRl GRFIHRRAOIVH 

IDIEPTQIGRVLCR1SVLSLMLKR 


25532 


55900 


A 


25673 


1 


984 




25533 


55901 


A 


25674 


1 


1181 


MMAVSAPYVGDNIDDGG1YTQ 

SETHTISSDCVLDTAAMWTPLS 

A V1GCTTN P AQYPAN A AEV YN 

KDGNKLDLYGKVDGLHYFSDN 

KD VDGDQTYM RLG FKGETQVT 

DQLTGYGQWEYQIQGNSAENE 

NNSWTRVAFAGLKFQDVGSFD 

YGRNYGVVYDVTSWTDVLPEF 

GGDTYGSDNFMQQRGNGFATY 

RNTDFFGLVDGLNFAVQYQGK 

NGNPSGESFTSGVTNNGRDALR 

QNGDGVGGSITYDYEGFGIGW 

TQTYN ATR VGSLG WANKAQN F 

EAVAQYQFDFGLRPSLAYLQSK 

GKNLGRGYDDEDILQICCMSDP 

TQNRQASAKLALPCQVALLSSA 

^PHHAFTPVTSIIOPAHIIIHSSPP 
or 1 1 11 r\ i irji onv^r /a i uiiiiooi ■ 

PWASSHSISTHQQHTQCSSSSNT 
LAVH 


25534 


55902 


A 


25675 


1 


147 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


25535 


55903 


A 


25676 


683 


947 


QVRDSLQQGRERRJALSIGWLV 
wRFnrnnorFi FAnnA^Ai tr 

W rv L/VJ LJ\JKs L< L>C>/A vJ vJ /i O fx 1 IV 

RGSCRELDPAPFATMLLFCPGC 
GNGLfVEDG\QRCHASTDAVPP 


25536 


55904 


A 


25677 


12 


393 


RGSCRELEPAEFETMLLFCPGC 
GNGLIVEEGQRCH/RAVACNTX 
CPYVHNITPQGNTIWKYPKLKE 
rr.\nvi nr;AA a wxFTvJvn^TAF 

v-vJ O U V L>\J\Jr\J\f\ W \£L1N V L^o 1 AC 

SC\PKCEHPRAYFMQLQTRSAD 
EPMTTFYKCCNNAQGGHRWRD 


25537 


55905 " 


A" ' 


25678 


234 " -" ; *^ 


567 


Y V DETDDCFEKN RCGQP VNG A 
YSPAGLSRVAADASLTTPHAK* 
TLRSLTLHQHDKTRTELLNDVA 

VJ /A L. A\ L- L/ IX L/VJ I\.i_> 1 lNv^l^OVJvJC- W 

TPSLARPFLLLGPRKMRLLPLH 
LPP 


25538 


55906 


A 


25679 


J 


794 


HCDGKHFTGVGKIMSIGMQLQ 

DVAESTRLGPLSGEVRAGEILH 

LVGPNGAGKESLTGREWPEMP 

TVKGTIQFPGHPLEAWSAKKAL 

ALLRAYL\SQQQTPPFPPPVWH 

YLTLHQPDKTRPELLNDVAGA 

LALDDKLGRSTNQLSGGEWQR 

VRLAAVVLQITPQANPAGQLLL 

LDEPMNSLDVAQQSALDKILSA 

LCQQGLAIVMSSHDLNHTLRH 

a up a u/i i wr;nvMi a^^srrff 

VLTPPNLAQAYGMNFRRLDIEG 
HRMLISTI 


25539 


55907 


A 


25680 


12 


414 


RA APSRNLPPRM PI PI AAPI AAR 
PIITAAAMYSRSIFRFSMTVSSLF 
QLKRSSVGKLMFFRRHRQIDDR 
nwHFnprj nRisjnnnvFwnpRH 

IQDPL*PPRQETSNQNEDQLSGV 
HVTEQSQTEGSWFGQHAYPF 


25540 


55908 


A 


25681 


568 


724 


RFSLGTVLDGIYPHQYDGYSR 
WSAKRYL*WRNL*SGTHRSC* 
VNNFTRSNKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Stop codon, /^possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


25541 


55909 


A 

* 


25682 


1 


974 


MNGKLQSSDVKNETPYNIPLLI 

NENVISSGISLISLWHTYADEHY 

RVIWPRDK.KKPLIANSWVAVY 

TVTGCGNSDRLNN 1 RTLRAVMA 

REFSIDVLDEMLQQFRVVTPDR 

PEHKQLPQHELAERQEKISTWL 

ELMKADGINPEELLGNXSSAAA 

PR\AGKKRQPGSAKYLFT\DVN 

GETKTWTGQGRTPKPIAQ ALA E 

DCHGKPEYGSAVHGCRCDDGS 

AGNLCFDLNRHCGLGVRERPR 

KINGDYRSRFCHAGETGVCAG 

AETTOMAESGVSGAGLAVRGE 

RDG K RS PLOI A I M NfNGSSGO A 1 

SSNVIILOLFLVEVIKSLRMLYM 


25542 


55910 


A 


25683 


1 


1359 




25543 


55911 


A 


25684 


1 


918 




25544 


55912 


A 


25685 


72 


690 


PAP VAG A HCPLGLH RSSEHQEP 

QLRHVARWPSS»SWLCHGTFR 

KLLPGKKRRGGN KKF*GRRAR 

GVGCVVSRVWCGPACACSLRR 

WLAHTVHWVFTEAQSIKSHSS 

DMWPDGLALSPGCAMGPSGSC 

SRGKNVGGATKNFRGVHN1YC 

HKPI PTTQHESK Y ARQTTTEEC 

TQTSSHDFRTTFSAVMQQRLQ1 

ARNLVTHPKLVFMDEPTGGLD 

VSVQARLLDLLRGLVVELNLA 

VVIVTHDLGVARLLADRLLVM 

KQGQVVESGLTDRVLDDPHHP 

YTQLLVSSVLQN 


25545 


55913 


A 


25686 


1334 


1545 


RSQSRLERSCS VTGSM* RVSPA 
RSFRRITKRVLAAARLAT*LPAS 
GRRTGVGVSVDSEFPSELLSSSF 
TD 


25546 


55914 


A 


25687 


1784 


2125 


WLQH I H PQLLRCPVLRAQN V W 

IRTLYDRH/RFVTRGTLGW1ETG 

DF/DKVPPDLRFFAGGDRSI/RG 

YKYKSIAPKYANGLDIGKSPAA 

GAISPCLTFVMSARRGGHRGQS 

ASGCRA 


25547 


55915 


A 


25688 


931 


1213 


NLHPAPAKRRAPARPQSRLAHR 

QRGRMRGAPRPFRQRQIICLCY 

ARCTPT1CPTKVKSRSNTVTSG* 

TWSPRQRAKWWKSAKPPSAGL 

TSSARHP 


25548 


55916 


A 


25689 


999 


1243 


VDPVPWLPMALDITSTAPARQF 
RKRI 1 ASLMPT/WGTSLRRYSVP 
PRRSG WK.R WRFPPTG STTCRPP 
FPAVCSSVCRLPATW 



^07 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25549 


55917 


A 


25690 


1225 


2341 

i ' ■ .-— ■ ' 


ARTFRLSNFGGSTRARGVYWD 

PNSDLCPTLDFSYKMPLLKNPL 

EQYYLVQGGFKRTDLNDTESD 

STTLVASRYWDLSSGWQRAIN 

LRWSLDHFTQGEITNTTMLFYP 

GVMISRTRSRGGLMPTWGDSQ 

RYSIDYSNTAWGSDVDFSVFQA 

QNVW1RTLYDRHRFVTRGTLG 

W1ETGDFDKVPPDLRFFAGGDR 

SIRGYQY\KSIGPKLPNGD\LKG 

ASKLITGSLEYQYNVTGKCTK 

WQFGEWLAPGEVRLAPGATLA 

TPELVASCSTEGLNGLAANFHA 

ELRARLPWHGGAMKPRPVHLN 

TWEGFYFDLQPDKVKALATAA 

AALGVERFVLDDGWFNARHH 

DRAGLGDWWPDATKFPQGLG 

ELVAHVNPFYA 


25550 


55918 


A 


25691 


45 


233 


SSYPRWWAAW WASTTARPSTR 
WRSSPR* S ATT W ASSPSPTSP* I 
HDRPGIGATHSSRFlPLrv 


25551 


55919 


B 


25692 


1 


558 




25552 


55920 


A 


25693 


324 


657 




25553 


55921 


A 


25694 


831 


1244 


WQPGG R* WSRQRS A DG1 GPDD 
LAAAYFPGDRFYRN*PSERC*H 
RRG 


25554 


55922 


A 


25695 


1 


1215 




25555 


55923 


A 


25696 


1 


840 




25556 


55924 


A 


25697 


1 


1365 


MPQNRGGFLDKKNPGAPLEGA 

VYVNCFTRFPGIGYEGRTAVFC 

GAAKVPPGLNYRGIGAFPGGNF 

ASKRSRGRNLAGARCLRFCPK\ 

WQ\NYSETASVQQQN*SVLARA 

IERGrNAPLA\SSCGRFFDAVPA 

ALGCAPATLSYKGEAACALEA 

LAASCHGVTHPVTMPRVDNQL 

DLATFWQQWLNWQAPVNQRA 

WAFHDALAQGFAALMREQAT 

MRGITTLHPEGLERMSAGHES 

WLERRNGELGEGKGSKAYPTG 

DHKGADLYDDSNFLIQNIFVED 

TRGLLRQGREDLfERYKDPLNE 

NPKRCVEQLANWHKELEEYKJC 

ASRIDIKPSREYASTIMNA1WTG 

EPSVIYGNVRNDGLIDNLPQGC 

CVEVACLVDANGIQPTKVGTLP 

our A AMMnTMINVHTI \ TPATI 

TENRDRVYHAAMMDPHTAAV 
LGIDEIYALVDDLIAAHGDWLP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25557 


55925 


A 


25698 


1 


950 


MPDEENRFNALKAVFSQLMTD 

ATLTPLFNYHYR1SAPPGVMGL 

SMKRAVVVFSGGQDSTTCLVQ 

ALQQYDEVHCVTFDYGQRHRA 

EIDVARELALKLGARAHKVLD 

VTLLNELAVSSLTRDSIPVPDYE 

PEADGIPNTFVPGRNILFLTLAA 

IYAYQVKAEAVITGVCETDFSG 

YPDCRDEFVKALNHAHKEKLD 

EDCKRRMYTNPLRVLDSKNPE 

VQALLNDAPALGDYLDEESRE 

HFAGLCKLLESAGIAYTVMQRL 

AVNPEFKADPVVDIYLVASGA 

DTQSAAMALAERLRDELPGVK 

LMTNHGGGNFKKQFARADKW 

GARVAVVLGESEVANGTAVVK 

DLRSGEQTAVAQDSVAAHLRT 

KEKDSVEIYENENDQVEAVKRF 

FAENGKALAVGVILGVGALIG 

WRYWNSHQVDSARSASLAYQ 

NAVTAVSEGKPDSIPAAEKFAA 

ENKNTYGALASLELAQQFVDK 

NELEKAAAQLQQGLADTSDEN 

LKA V IN LRLAR VQ VQL KQ A DA 
ai vti *ipn*ppnAr,i prifPQPi? 

ALM L IrU KJ'L'AljJLK.^rvKor K 

SPAVCTDRQNAHEIPRPDSHLM 
PERR* E A PA LPDFLNP A RA A G 


25558 


55926 


A 


25699 


1 


3314 


MKISRLGEAPDYRFSLANERTF 

LAWIRTALGFLAAGVGLDQLA 

PDFATPVIRELLALLLCLFSGGL 

AMYGYLRWLRNEKAMRLKED 

LPYTNSLLIISLILMVVAVIVMG 

LRAMLMAMEP1WESDFHTLSY 

GFRPERSVHHAIRTVKLQLTDC 

GETRGRWVIEGDLSSYFDTVHH 

RLLMKAVRRRJSDARFMTLLW 

NKUSPLLSNIMLNEFDQYLHER 
YLSGKARKDRWYWNN 


25559 


55927 


A 


25700 


997 


1716 


PYLTASSSAFQQLHLSGENHRD 

DGCAGYSRRTLAAQLQCHCEC 

DHTMLPPDTPRLPRSGVVLPARF 

PRPLHTLISALHRRVLTRHARH 

ESSTLNPQRLPPAHRFFACQSRY 

V PG P A E Y S Y A V RSTDESG * A* W 

LRVPPNLIALTVQRSLPDLALPA 

QNCPPCRSMLEPAPYILLGMLA 

T\i/PArpn\ucvr.*QucA uphcp 

1 Wr /M^rAjxHcVvj orlDArlrL'Cr 
ETLOTVSR*YRRFGRPVH*^VH 

i-> 1 i ▼ oi\ i ivxvi vj r\.r v n j y n 

VVGRYPHQACQCYLSSTAE 


25560 


55928 


A 


25701 


1 


769 
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SEOIO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ IH NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=po$sib!c nucleotide insertion) 


25561 

..r-a 


55929 


A 


25702 


1 


3707 

i 


MVRSAVVAGIAQAALPQSVVA 
WEYLVEDYDRJRNDIEAVLPEF 
ADYNQRJRHPGGFHLrNAAAER 
RWMTPSGKANFITSKGLLEDPS 
SAFNSKLVMATVRSHDQYNTT1 
YGMDDRYRGVFGQRDGYRDN 
CEEIAQLAEDCGNLFAVTVFRC 
PAGANLQGNRNVHCIDDLGKD 
RFNDIRNVQAAELLAEMA1SSA 

ORRMR A AWK'VVRK'K'I TQf.PA 1 

PGKLADCTAQDLNRTELFLW1C 
GEQNALLRGFPAVRLHSLL 


25562 


55930 


A 


25703 


1 


369 


LPSHGAGLGTCSLPCLSLPPTP 

WAPVQPEPPRRAPPPAPWRPVP 

LTTQGLRN/DEHRVQDWQAAP 

PA APT l^X/r'K'YTMni-IPVPQTPPV 

NAPIDTLYLAALVRTWRTFMSS 
SRIVNTPIGTLYLAQ 


25563 


55931 


A 


25704 


1 


444 


MRLHSSALGRSMGLGAVEQGA 
ALVGEAPAAQEPTEAGEGSGM 
AGCSPKACPAGRQLRPGPAVAA 
PS A G PPS PRPPGTP AGPQ A PRA A 

PVPAR AQP^TPPPkf T RPDAAAF 

A/EPRKGLPQCSGGLKGSSSAA 
KVGAQAEEAPRASESCEDC 


25564 


55932 


A 


25705 


1767 


2130 


YTGQRLRRVYWVPQQCQPTCA 
ALDFSPSLSCLPA/AAGLRTYSQ 
PCLSLPPTPWAPVQPEPPQ*APP 

PA PRRPVA HRPPl^rS*n\/OA HPi A 
tr /\rIVI\a \r\rllYrr PvVJ vj V Vy/rA rivJ/\ 

G\RQ AA PPA AP VRDPLG\K P AG L 
LSLVGTWRTFMS 






A 
r\ 


LJ /UO 






RRPARPI Af.P*! P^Hr,AflI r.Tr 
QPPPT PPTPU/APVRPFPPRP A 

PPPAPRRPVLCVFS 


25566 


55934 


B 


25707 


1 


537 




25567 


55935 


A 


25708 


1 


455 


HCGSVIGGFLVSLTLRTKLRTL 
AVSVTALTVVCLEFIPSDVRMR 
SVSSFWWVRSLAGSRVKLQTF 
AVTVTALKAASLELFVPPGGLV 

V^l ASCiVKI (YTAAAC.K/nn PV 
v jL/Aju v i\_LjV^ i t\ A\ n\ji\j ix^L r v 

LRHAPALLSPWVVDGTGHRGA 
GGGAHRGGSGRPGAHGGGGRL 


25568 


55936 


A 


25709 


1 


314 


SACREVWRERHEREPGLRGAL 
AGQLEFRVGVGLVRPALGGAG 
OPGAALDFSPGLSCLPA/AAGL 
GTCSPPCLSLPPPPWA PVQPEPP 
RRAPPPVHGAQSHRPPKG 



3430 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25569 


55937 


A 


25710 


144 


519 


HPGQRLRRVYWVPQQCQP1GA 

ELDFSPSLSCLPA/AAGLGTCSP 

PCLSLPPPPWAPVQPEPPQRAPP 

PA P W/ WLSP1 DHP RA EEC ECT A 

QDWQAALPAAPVWDPLEMSG 

LFDRAEKRY1RSFARKDSM 


25570 


55938 


A 


25711 


271 


743 


ARTWNVPKVCVR1KANSHSIFT 
GLSCLPAGQGSGPAARHA*ASD 
PLRGLLCGPSLLDE/PPPPAPWR 
P V PSTTQG LRS AG EQRGTG RQL 
HLSAAPVRDPRGEAIWAPES6R- 
S A ASI LKPARPPAHREERTTPDA 
PP*EL*HSPRRSAASLREDPWLH 
S 


2557! 


55939 


A 


25712 


1043 


1348 


GPARNRAQRRRAGTAGGPITPS 

AAAGPGAKPLIARRRQGWPAA 

PSAGPAKPTPTRISSWPAS\QPA 

AAVPARASPSTTLFKLREWAPA 

LASPERGSHSATVG 


25572 


55940 


A 


25713 


22 


226 


NTRRWTEMTFDQVVR1FSIGNL 
QTVLQNRQPGGAIARCTGHIDP 
VTRFRPRAR*GSSHRNKAVDTQ 
RH 


25573 


55941 


A 


25714 


166 


714 




25574 


55942 


A 


25715 


1 


462 
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SEQID 

NO: 


SEQID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25575 


55943 


A 


25716 


1 


924 


MFAUSYSSLAAVL LTATLTA AG 

IISFPVALCLVIGANLGSGLLAM 

LlsTNSAANAAARRVALGSLLFK 

LVGSLIILPFVHLLAETMGKLSL 

PKAELVIYFHVFYNLVRCLVML 

PF V DPM A RFCKTI I RDEPELDTQ 

LRPKHLDVSALDTPTLALANAA 

RETCALATPWTDDGRKYAYSA 

ASGGRRSATKVMVVVTDGESH 

DGSMLKAVIDQCNHDNILRFG1 

AVLGYLNRNALCmCNLIKEIKA 

IASIPTERYFFNVSDEAALLEKA 

GTLGEQIFSIEDMDLGDEVYTV 

GRPHPMIDPTLRNQLIADLGAK 

PQVRVLLLDVVIGFGATADPAA 

SL VS A WQKAC A A RLDNQPL Y A 

IATVTGTERDPQCRSQQIATLED 

AG1AVVSSLPEATLLAAALIHPL 

SPAAQQHTPSLLENVAVINIGLR 

SFALELQSASKPVVHYQWSPV 

AGQGKWLANPELLEADADAEY 

AAVIDIDLAD1KEPILCAPNDPD 

DARPLSAVQGEKIDEVFIGSCM 

TNfGHFRAAGKLLDAHKGQLPT 

RLWVAPPTRMDAAQLTEEGYY 

SVFGKSGARVSSIPCAVPCVWA 

RVADGATVVSTSTRNFPNRLGT 

GANVFLASAELAAVAALIGKLP 

TPEEYQTYVAQVDKTAVDTYR 

RPWQRKILDTLATYHEQHRDEP 
GPGRERLRRMALPMEDEALVL 


25576 


55944 


A 


25717 


1 


417 


MGVLNNWLSEEESLWIQSRIHL 

RALRYYSNWRQYFAGYTFGRQ 

YWQSPEDDHLPLLREFLARYER 

PMKNCWKILDIEETTDVDIIRRA 

YLALLPSFHPETDPQDFKQLRQ 

AYEEALRJAQSPAKSVWQPEEY 

EV AEHEI LLA FRALLASDSERFL 

PSAWQRFIQQLNYCSMEEIDEL 

RWSLCTIAMNTAHLSFECVVLL 

AERLRWLQEENTGEIDEEELGS 

FLYAIAKGNVFNFQTILHLPVA 

RRPDICTQHNDQSRCEGYQILS 

DKRGHQHGGGITALYQCGNAD 

CVLSLAGASK.KSRSPFARGSAL 
PHWYRAVMPPPCW 



3432 
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SEQID 
NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


25577 


55945 


A 


25718 


1680 


2058 


YRAYAPAFLPLSPSCPPLWRHC 
GSGRGENRRRDSSAHGPYAPRR 
QPDMPAHRQS*SFV/PASCSAC 
MDFPHKRLTVTAGTFCCiT^A^ 

AALRAILKPCSSVCSSFFLLLLL 
PPPPPSSSSSSFFFLF 


25578 


55946 


A 


25719 


1115 


3549 


N PDRLLQLN L 1 L ETSK * QQMGD 

TRKKRS/NLTVAPIISPLKRYEQ 

HTELSRH1NVVNLGDRNRRQQL 

ILDQGKSSQRMIYLSHVAQK1PG 

RATYALSHSVDMIT1QLGTLLR 

CAPPHRRRYAGRFFCRSAGNFL 

NVQGFDAVLVAVKHDLLLCLT 

1APSL1VCTRLRSPWCGALRRCS 

TDGRSDLASSGVMFSIDTESAL 

TRWCLSLPHGALGKIIAEGLLS 

VIASKASAIVTTVAVVPVTRRSS 

LVNWHSGGSGLWRCNRTDERD 

QQASQGTTRMGRTQRNYSPTR 

QAIHKTGSPTMATTSNTEQPPH 

EKPNTLTQHPRNPDRTIHPKAT 

HNELTQDTPQRDAKQNGEKTQ 

RKKNCLSELNDAEDQAERFQD 

RLMLKLQVTTKPCSMTRLRDC 

AGIWSAANRWSGIG1DRMIMLF 

TNSHTIATLFSSRRCAHRNKFH 

LMNEAVRRLLRSSFRKSVLRRD 

ASFHDNQRVHSLQLLKERKKSL 

IHGRICAAKASLFQTRRYRWQK 

APLFSAQFRGRNRAVTHNRWV 

TTTTAIERTRARGLRPNSGRGF 

HSSPAWQLRHRKCRRCARRYH 

TVYW1KRRRSVARASTVVSGRI 

TSRRGENRRRDSSA1AHMLHAA 

KQTCLR1AVMIIRAASCSACMD 

EPPSDLTVTAGTDAGLAPAGYA 

LNERRDLLHALTKSTALRTAHR 

GPNRTGWLNRRJVRFVMTALF 


25579 


55947 


A 


25720 


606 


1562 




25580 


55948 


A 


25721 


688 


762 




25581 


55949 


A 


25722 


492 


737 


SLPSGATLPPPALLLASAPDTA* 
WRCRER*YHLPAYAALSPAVA 
HRASLYSTLPSSVPWRRQCAGF 
RARRSPEQAWAYPAR 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25582 


55950 


A 


25723 


335 


903 


WVHDLPARKGSSARNIMLKSA 

PLRGHTRTRRKKiyTNIlEANVAT 

PDARVAITIARFNNFFNDSLLEG 

A1DALKR1GQVKDEN1TVVWVP 

GAYELPLAAGALAKTGKYDAG 

1ALGTGIRGGTAHFEYVAGGAS 

NGLAHVGQDSEuPVAFGVLTT 

ES I/EQ A I ERAG TK VGN KG A E A 

ALTALEMfNVLKAlKA 


25583 


55951 


A 


25724 


3644 

----- 


4545 


SEAWPWRTAGTCLLCLNTT/AH 

VDKAIESRTVVADVLAKFENAL 

TGKLLTVSFQAHEAVIHGHHPA 

PEENLQVLAALRLQYLQGDYT 

LHAAIPPLEEVYSLQRLKARJSQ 

STKTFTPCERLEKRRTSFLEGTL 

RRSFRTGSVVRQKVEEEQMLD 

MWIKEEVSSARASHDKWRKFQ 

GMNQEQAMAKYMALIKEWPG 

YGSTLFDVECKEGGFPQELWL 

GVSADAVSVYKRGEGRPLEVF 

Avt?uil prn a fit A\lTvi/iin/rir 

QYEHILSFGAPLANTYK.IVVDE 
RELLFETSEVVDVAKLIvIKAYIS 
MIVKKRYSTTRSASSQGSSR 


25584 


55952 


A 


25725 


I 


735 




25585 


55953 


A 


25726 


147 


504 


STCPASAPPRPSAGPR1LSGSSAS 

GSPLGSSSASSPAVHKG*RFWL 

TG*CGP*VSAGNK\LFERWDGS 

VQS 1 1 PLQ 1 L ESQG S KN L E V FFRG 
WM V A M DN KF VCLKG DSQQLS 
UvrvlrfvLyVj 


25586 


55954 


A 


25727 


1 


639 




25587 


55955 


A 


25728 


1 


1247 





WO 01/075067 PCT/US01/08631 



SEO ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codnn for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


25588 


55956 


A 


25729 


1 


2376 


MAEVEEKKQR1FRKFTYRGVD 

LGQLLDMSFEQLRQLYGARQL 

RRLNHGLWRNAEAQAAFAAE 

APMLGQEGGADHREAGSGEDA 

PAGYDHPSQDGGQQGGRLQRQ 

DLQPGGDQAGDDRPRPGRVLH 

HLQAQRGKKPM/ISTVTFGQ*P 

DPPLRAGQRL*RC/RLLIYGRGK 

CWALSGNP/RSGKTTLLKS1SAR 

LTPQQGEIHYENRSLYAMSEAD 

RRRLLRTEWGVVHQHPLDGLR 

RQVSAGGNIGERLMATGARHY 

GDI RATAQK WLEE VEI PANRI D 

DLPTTFLRATHTVKMFSIPGYSS 

PGQLLDPETNINIGTSYLQYVY 

QQFGNNRIFSSAAYTMAGPGRVA 

TAIVLTLY1IYMVGFFATSGELT 

YEVWIGFFASAFTKVFTLLALF 

S1L1HAWIGMWQVLTDYVKPLA 

LRLMLQLVIVVALVVYVIYGFV 

VVWGMRAALQISQSGQTCALL 

SICVFPTRSHTVSAQGGITVALG 

NTHEDNWEWHMYDTVKGSDY 

IDAGRKRQEEGDWNSGVGDPS 

DAGDRKHQLKAAQLRPEAIKQ 

RRIANRLKRRTQFPRHLKGFVN 

TLKPIHGGCSVGTKCPQMASLP 

EGLHHPVKLVFLGKPGCLLTDR 

PLKGPNTAKPVAVDLNASATAI 

TSYSLYGGSMILLFLASTLYHAI 

PHQRAKMWLKKFDHCAIYLL1 

AGTYTPFLLVGLDSPLARGLMI 


25589 


55957 


A 


25730 


219 


652 


SASWREAICLSRCRLPRSATAR 
GAGRGGCGLADRRASRQGKNL 
EAESAQEQNGHQHRJHESQHPC 
QGGAPVSHHQAAVRLRESQIQ 

\jt\r\ ijrvrx r jul/v inrvjyr vovju 

/LK*YPSIPTCLLTTRTASLLKPP 
GVRTSVCWQQLPR 






A 
r\ 




ion? 


9 inn 


ivrv_r i o oojvj r\.o r v ivvOivLi ooi i~j 

A*PLERJKRSRSYQVGSVGLCL 
RKSFHSTSAISAMPIGAPG 


25591 


55959 


A 


25732 


3223 


3669 





one 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*~Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


25592 


55960 


A 


25733 


1 


4325 


M PEPPTHSMGSCA AG ASLTSTA 

PCSTAPSPIDHLRAKECERTAQ 

DWQAAPPAALVRDPLAALVRT 

WRTFMSSSRJVNTPIGTLCLAQ 

GFQWFSVLSQVHASTDQEIQE 

MHDEQANPQNAVGTLDVGLID 

SVCASDSPDRPNSFVIITANRVL 

HCNADTPEEMHHWITLLQRSK 

GDTRVEGQEFIVRGWLHKEVK 

NSPKMSSLKLKKRWFVLTHIPG 

llqefree5alnwgpdekifke^ 
elvndmdkingrierae 


25593 


55961 


A 


25734 


501 


2871 


tgccclrktdcrrresargvh 
avyrricarsmllyresvrpka 
vtarvaveagiadywykyvg 
lngaivgmttfgesapaellfe 
efgftvdn PL asra vrlrlpfn 

NEX?VEAAVGWKLAVERHNGP 

TALILSRQNLAQVERTPDQVKE 

IARGGYVLKDSGGKPDIILIATG 

SEMEITLQAAEKLAGEGRNVR 

VVSLPSTDIFDAQDEEYRESVLP 

SNVAARVAVEAGIADYWYKY 

VGLKGAIVGMTGYGESAPADK 

LFPFFGFTAENIVAKAHKVLGV 

KAGSHIPRKKYDVPGKKSFSPV 

KYSTIGSPSPERPVSITTIPNSFV1 

ITANRVLHCNADTPEEMHHWIT 

LLQRSKGDTRVEGQEFIVVEKL 

IRGLAMEDSRNMFALFEYNGH 

VDKAIESRTVVADVLAKFEKEP 

VG KH LPT YDGQ I A MG LESTAS 

VTRKHSSPSSLQNALSCETATSL 

IERRVRMALGTGDRRGLNTWL 

ARLPMEAKEKDEWRYWQADL 

LLERGREAEAKEILHQLMQQR 

GFYPMVAAQRIGEEYELKIDKA 

PQNVDSALTQGPEMARVRELM 

YWNLDNTARSEWAN\LLKNKS 

KPDRAHLPGYASTTQWWILSV 

QATIXAGNLGDHLKERFPLANN 

v^ivort w i r iv v Ivor v vj/\ l>vj l<iyi i 

MPGTATHTVKMFSIPGYSSPGQ 


25594 


55962 


A 


25735 


1 


1195 





WO 01/075067 PCT/USO 1/08631 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25595 


55963 


A 


25736 


1931 


2676 


FCGNTHQTYLGWVGGVANSEA 

♦GEKWGTPDLVG/AERTETIQR 

LLGVCPEQGEGKIYIDGKQVDI 

RNCQQAIAQG1AMVPEDRKRD 

GIVPVMAVGKNITLAALNKFTG 

GISQLDDAAEQKCILESIQQLKV 

KTSSPDLAIGRLSGGNQQKAIL 

ARCLLLNPRILILDEPTRGIDIGA 

KYEIYKLINQLVQQGIAVIVISS 

ELPEVLGLSDRVLVMHEGKLK 

ANLINHMLTQEQVMEAALRSE 

HHVEKQSV 


iJJ/U 


5SQ64 


A 




1491 


1667 


TNGOWRAFYC*MRSGRNIRRR 
G EDISGG AG VSPRESPE* REVPE 
MGPGGAANRGTKRV 


25597 


55965 


A 


25738 


419 


823 


VTLVA1TRPIHVNRLRQYLVA1S 
LNETFGPSCKPSRSPCSSLSTCC 
WNAGVMHKK*VQGGRLCSYR 
N*SICLVV1SPVVMGKRCIS*RC 

TAVLAALTVTVPSGVVAAHSV 
MLPRLPMKRSSIVPLPSNWRTS 


25598 


55966 


A 


25739 


591 


968 


VKQCKQADEH*EQSLIPLERRR 

TTPLSVPQL/GKALTTVSFCASG 

GTSVNSLSHTS*ECMASAVAVK 

FTFPNI AVNFCTAAMAGPKVA 

LTSTLARIQAGSLARTGGRAYR 

WSRSTMLAKSFWCLMAL 


25599 


55967 


A 


25740 


764 


1005 


QARPRAPRRAPYPILIRSSI1TL1Y 
/DGORLGHLDDGTDSWNHVPT 
LNGOCTLVLIHEY VDTRGPEI K 
TILVISWWNILVFH 


25600 


55968 


A 


25741 


463 


786 




25601 


55969 


A 


25742 


3 


646 




25602 


55970 


A 


25743 


1 


3008 


MTMLQ1VGALILLIAGFAILRLL 

FRALISTASALAGLILLCLFGPA 

LLAGYITER1TRLFH1RWLAGVF 

LTIAGMHSFMWGLDGKHIALE 

AHTFDSVKFILTTALAGGLLAV 

PLQIKNIQQNGITPEDISKEINGY 

YCCFYTAFFLMACSDQRRLRG 

AMDKRYKFILVGFGEVFVFNLE 

SLDSGKKI H LLRRSHEEVMGS V 

MRTGTIDKGILPFIHHTRGNEIL 

FIPALFILFSLGGAVFGMGEEAV 

AFAHIA 
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SEQll> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn > 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25603 


55971 

* * w , t i* 


A 


25744 


2 


3494 

X . . ' 


Tl TN L R P A A PC I C EM AQG LS AG 

GEYTGASIFVAEYSPDRRRGFM 

GSWLDLRSIAEIELGAGGVGLIS 

TIVGEANFLDWGWRJPFF1ALPL 

G I IG L YLRH A LEDTPAFQQH VD 

KLEQGDREGLQDGPKVSLKEIA 

TKYWRSLLTCIGLVIATNVTYY 

MLLTYM PS YLStfNLH YSEDHG 

ALIIIAIMIGMLFVQPVMGLLSD 

RPHRRPPV/I 1 P.QVAI PVl A I PAP 
II I>J<vTJ\/ini Ml 1 PAMPPTUIPVQ 
AMI FNyfl^Xl 




JJ7 / Z 


A 
r\ 


Z 3 /**3 


1 
1 


777 

LI 1 




7^An^ 

Z3DU3 


JJ7 / J 


A 


Z 3 /**0 


yuz 


1 UUO 




25606 


55974 


A 


25747 


2 


1265 




25607 


55975 


A 


25748 


409 


525 




25608 


55976 


A 


25749 


91 


431 


NHKPGNIDVARRJQRGFAGDQI 
G HLRP VERQCSPDK.RRFI A A DG 
REIRGKQRAGHIFQLLSRCLLQI 

LIN nl^v^KKAArtr KrV^LoiNv^KrH^ 

Of I DV/UVUA ACDCVDAT API \f 
^LLr V/ri Y nAAcKtirAUALLV 


25609 


55977 


A 


25750 


3 


71 




25610 


55978 


A 


25751 


1 


1212 




25611 


55979 


A 


25752 


1 


2786 


MAAVIEQIRRAVLALVTGVVHP 

GDIPVVWDIVWNATAAFIAVIII 

SLLLDESGFFEWAALHVLRWG 

YGPGRLPFNR1GLIRRITRRIRQR 

LLFGLVTFILLLNRSQNPAQD1Q 

LLAFRARTGKQTAQFIHHLPRM 

VFTDKTGSSNGLAPQGQCSAQ 

GELILNEKLAKQLVTAANWVK 

MQSDEGE1NPVDILRWPGVMA 

AHPHni HAIAAPH AAI rWTI H 

DFIVARETEGQSGLKRVYHSPG 
APDIREFTRDAIP 


25612 


55980 


A 


25753 


5 


402 


EIFSVVWIIMTRGDVVTISRWR 
VSSSPLETWNKRWAKISPAPFS 
LLPISRLEKSEGDWLPETVISAF 

xi\/f pcci CI ITCCI *PWVRn\/*l-IPP 
INIVlrooL-aLllooL- r l\. V rvLJ V rlrr 

/RI*TLRGHYRVINWPNFNIVVS 
QGIGKRLANSWLVFTLFHRJ 


7^£1 1 


JJ70 1 


A 
A 


Z3 /JH 


Alt 


7 1 O 

z iy 


rc 1 WA Y V WroLAA V 
YFKVHVI ri*R < sVTPVTDIVKf T 

I I Pk. V n V Li VJ IXO V I 1 V 1 U 1 V >V.LrI_/ 

EFTRLRLPGYTKSIE 


25614 


55982 


A 


25755 


1 


912 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnknown, 
*=Stop codon. /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25615 


55983 


A 


25756 


1 


1857 


MRVCARACVRTRTRMCVYAH 

TCVCVRTYAYVRVRVRVHVRA 

RVRVCAYARTRVRNSLSILPFIQ 

LTLATPIHH1HQEEFN1RGIVPVL 

RRVKPDLA1GIDITPSCDTPDLH 

DYSEVRINQGVGITCLNYHGRG 

TLAGLITPPRL1RMLEQTALEHN 

IPVQREVAPGVITETGYIQLFLP 

GWEIGFSPLALLLAFLCSTSPGF 

GDPDGLGV1AYQDTVRPNAAT 

AISELNALAVKGVILTGDNPRA 

AAAIAGELGLEFKAGLLPEDKV 

KA VTELNQH APL AM VG DGJND 

APAMKAAAIG1AMGSGTDVAL 

ETADAALTHNHLRGLVQMIEL 

ARATHANIRQNITIALGLKG1FL 

VTTLDDRVVAGSAGRYGGDGA 

GDSECVKIVAQEIRQTDRNIER 

DRSPRPSGERVRVRGKGGIEAN 

QPLSTAFTNQ1TIRQS1RLFSNQF 

VFHKGISRVVAGSSAIISNVSPG 

CILRTPNCRRGFPISCTGEGKAA 

YGWQRDGGHAEYLLAEEKDLI 

LLPDALSYEDGAFISCGVGTAY 

EGILRGEVSGSDNVLVVGLGPV 

GMM A M ML A KG RG AKRJ1G VD 

MLPERLAMAKQLGVMDHGY*I 

LPDVY/V*IGVARVSWMNGR1D 

SELRTRVRAYAHTRTRARTCTR 

TRTRTYAYVRTHTHVCAYTHM 

RVRVRTHARAHTR 


25616 


55984 


A 


25757 


3 


1180 


SKLGTRRSVVWA*SPSTSPTLW 

CSTFSAAGHSSMKRMNEFVDL 

LPAQQRMKGENWYRGTADAV 

TQNLDIIRRYKAEYVVILAGDHI 

YKQDYSRML1DHVEKGARCTV 

ACMPVPIEEASAFGVMAVDEN 

DKIIEFVEKPANPPSMPNDPSKS 

LASMG I Y VFDADYLYELLEEDD 

RDENSSHDFGKDLIPKITEAGLA 

YAHPFPLSCVQSDPDAEPYLAR 

CGYAGNFMESEPRSGLIRVSCM 

PAGPPLPLPAARSEAPKAAGTV 

ASVPSIAPARLRPVPDPVELVLV 

AAEFITPGDPTPRLHGSGFIDIR 

QIHHQTRSHLEGVKTGIRFLNH 

FSGNPOGGIAHVNGVARFOVK 

OCHOAWGOOYAARLRFOARGI 

SLQ1A1HRVD1IHRFDVRQL 


25617 


55985 


A 


25758 


16 


543 




25618 


55986 


A 


25759 


1 


3387 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide, 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25619 


55987 


A 


25760 


1688 


2234 


LSVGKTFPVLVPAAFRKVSATG 

AAVPGTPSILALPSYSTTPFGVC 

TSASMNVPVLTLRIRTRVTGEV 

AAIKPFSMANAPTPDSILPQLGV 

VSTRCS*TITCANR*STSARGSL 

ERLIMATLL/WVAGTFD*SVWF 

Lir\Tr\\/\/XI VDCUE7AI PVC\/T 

UnUIUV V 1 L, YKr Ht-ALC YoV I 

LRTPHRRVLRFKSQHPGELACFJ 

SPVA 


25620 


55988 


A 


25761 


905 


4762 


pphnwmpsnatpgiafvwcay 

gai/lpgdapvpVvddyrkvvr 

kdtkgliarwkyfwmsvialg 

vafalylagkdtpatqlvvpff 

kdvmpqlglfyillayfvivgt 

gnavnltdgldglaimptvfv 

aggfalvawatgnmnfasyl 

h1pylrhagelvivctaivgag 

lgflwfntypaqvfmgdvgsl 

ALUUALOIIA VLLKvJbrLLVlIVi 
GGVFVVETLSVILQVGSFKLRG 
QR1FRMAPIHHHYELKGWP 


25621 


55989 


A 


25762 


1 


1448 


MCHVLLAGRQRRTAGPEHALT 

PPECGSAAIGPAVYKWAHATG 

VM1PDRPRSPHAGAEERHWHH 

PQPELISQRLGSFSSGPTKY1HEF 

QYLTLSYNLTWSDLNVILTF1LP 

LDEWERVFSLAQSHTDNCRLH 

KPDLQEG IREVPQEDPQWNYQ 

ENSPGIARRDYMISCLVEGLKK 

AAYKAINYDKLKETTQGTDKN 

PAQSMACLAATMRHFAALDPE 

A L APHRDVNHG 1 KLTCKTI RSSI 

DISREIRAPRECRSTEMASWHPP 

ADLTECPVESGYSVLSGRTDCQ 

YSHTVRRACLTTIDSRPAVRQL 

LKIREVQLLSLLRGCVRSRRSGS 

FNAQYCRCLERVVTLPFFDSGPS 

LMNH APHLYFA WQQL VEKSQL 

MLRLATEEQWDELIASEMAYV 

NAVQEIAHLTEEVDPSTTMQEQ 

QVDGLAKLVEQLRHLSKKHHLD 
TDSTSSSLPGVRTPYSPIRGGEE 



3440 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


25622 


55990 


A 


25763 


1029 


1665 


RPESISSVASKTRLGRSFHGAAR 

RTREYHSSTCNASIAAAATVXA 

AQG H PDTTSTPP A S V DTT ATN T 

QTPAVTAPAPAVDPQQNAVVS 

PSQANVDTAATPAPTAATTPDG 

AAPLPTDQAGVTTPVADPNAL 

VMNFTADCWLEVTDATGKKLF 

SGMQRKDGNLNLTGQAPYKLK 

IGAPAAVQIQYQGKPVDLSRFJR 

TNQVARLTLNAEQSPAQ 


25623 


55991 


A 


25764 - 


658 


1307 — " 


SNRLYTDVESINE1EGIYMKLRF 

ISSALAAALFAATGSYAAVVDG 

GTIHFEGELVNAACSVNTDSAD 

QVVTLGQYRTDIFNAVGNTSAL 

IPFTIQLNDCDPVVAANAAVAF 

SGQADAINDNLLAIASSTNTTT 

ATGVGIEILDNTSA1LKPDGNSF 

STN\QNLIPGT\NVLHGLAFRAR 

CVSTANLRVPRPICFDPGSSYQA 

NTIGSGRCADCQPDA 


25624 


55992 


A 


25765 


167 


232 




25625 


55993 


A 


25766 


441 


686 




25626 


55994 


A 


25767 


206 


331 




25627 


55995 


A 


25768 


674 


900 


VVPICTMLEEALERQNLTASLC 
G*LKKACGRSWQTSP1KRSLNG 
AKFSRTSIIMGFITAEKWSGWEI 
WSARNVTS 


25628 


55996 


A 


25769 


41 


222 




25629 


55997 


A 


25770 


17 


525 


ESLECSGPSWNASGTQSGFYCH 
RI API LPEKRLARM VEKT WGLG 
LRRRTGFRRQNLGGGTGTLVE 
CTSENS\KPSKSSFRKQRRGQRR 
EGH*SLRR* I RRERTERMQA SR 
VTWNSFPQVPAAKXPSSLSESG 
* P* ATN YTREQDSM WNC VHH Y 
WQPPTSVSRLVHLNSG 


25630 


55998 


A 


25771 


698 


1051 


PYLR1RLTAL1SRSSTVMRILFAI 
SKRPIT* PKRPKPTTMTWGLSSL 
THGFSSSSSGPLNWRDSHLSTSF 
ISNGVVIMESVTVTSNNAIWSPS 
SSVA A VNTSRTPEA A 1 KRNTG R 
SK 


25631 


55999 


A 


25772 


1 


2204 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25632 


56000 


A 


25773 


3 


891 


RYRNQDDHELQIHTGTRFYVEL 

CGFRVNPPWLATDVTHAAMAL 

LTLVTTGLHIVGEWGKHATPPV 

PYSICSNPPRRAAYITVWRNRPC 

TLGDHLFSIAYPRGLRYDMGG 

GGEGTAWANVRQALARTTGR 

AQHWTKDNAKSSREARHPRQN 

KTKTHLGKPVLRWV/DPSFDQS 

KYDSIVWNPI/TYYPVPKPSTQV 

GQKV/LPKILNYTNTEMKEAIA 

H/DTSKEGLQFYEVVPVALVVA 

(j 1 yivIA 1 OLKIMD1 KLYrbGbLI 

UAAFNKFV1K.V VKyUbbFDWP 

SKGDAGDGEKVPSSLSESG 


25633 


56001 


A 


25774 


1 


285 




25634 


56002 


A 


25775 


1 


302 


SFSSFTQRTASVI1SSTSTQSRLA 
TSPILAIARARTSRRCPEKPQLG 
YPDSAAHVFQQDRA1 KYVINR 

\IP|/ i/- r>j*c i /"»0 A /T) C"T , \ /OTTO /~\T I r> O 

NSKKr'ICSACRSTVSTKQHRR 
W KOaHjPLoy 


25635 


56003 


A 


25776 


3 07 


47j 




25636 


56004 


B 


25777 


67 


809 




25637 


56005 


A 


25778 


44 


301 




25638 


56006 


A 


25779 


1 


1519 


MIN RLQ HT V YTHK. WNS YRTEP 

DRRHTALRNSFCLVRLNDSSHS 

RSLDSKQGHTE1TFAATEHPPSP 

VSLR1HDVAFDDGRQTSRAPCF 

NLEQPGKLDCTKRLISDCWVM 

HPGESWHGFKDIPDNWSMLDPI 

K ISILAPGMGEDGELEETG VPA 

ALVTAWLGRHGIVPTRTTDFQI 

MFLFSMGVTRGKWGTLVNTLC 

SFKRHYDANTPLAQVMPELVE 

QYPDTYANMGIHDLGDTMFA 

\\n fCMVCnADf XICAVC/ril DC If 
WLIVtIM I ou AKLlN tA Y o/ULroli 

ERHVVDAQGYRGGGMLCSCES 
NFCVSLLRJQAS 


25639 


56007 


A 


25780 


461 


789 


HHVLSELQQLYTAYRSVDH1ID 
HSLA1ARAPQRRRCPEKPQLGY 

rUbLyH Vryv^UKA 1 K.Y VINO 1 b 
NNr'ICbACKo 1 V 1 HUH I UAUb 
bv WNPr AVLVPoOfvUAKVWO 


25640 


56008 


B 


25781 


1 


990 




25641 


56009 


A 


25782 


1 


3066 




25642 


56010 


A 


25783 


583 


904 


WGIRTTDFQIMFLFSMGVTRGK 
WGTLVNTLCSFKRHYDANTPL 

AOVMPFI VFOYPGR*FTnVRkT 
tW£ » i»i » *-/L* v l>v^ i r\ji\ r iu v iviv 

KSNN*FRQFGGVDTAGNNL\SE1 
FSASASAEIFPANSFCNRLA 



3442 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


25643 


5601 1 


A 


25784 


331 


660 


TGIQLPGAP*SQPWSTRRRAVV 
RPLYRVN*AVP*NR*V1RSKRA 
MPKRTD1KSILILGAGPIVIGQRL 
GWRDSDGVRLCGVLGSQENVC 
ELDEKG EER WS I SGTSS E FTR 


25644 


56012 


A 


25785 


1 


798 


MSDAEDGARTTLGSGNAVERL 

ADALSQQNVTVIKSTSLDDGFA 

ILSSNEA1DCLMFSYQMEHPDE 

HQNVRQLIGICLHERQLNVPVFL 

LGDREKALAAMDRDLLELVD\ 

EFAWI\LEDTADFIAG\RA"VAAM 

TRYRQQLLPPLFSALMKYSDI/Q 

SEYSWAAPGHQGGVGRTKTPA 

GRFYHDYYRLLRVAWVLHKTE 

CRLINFPETPIFGNSFRYDIEVSN 

ESPDEEVKLRRHHLARCMKNF 

KTDIYFVSTFEPSTKSVDLLTVE 

TFAGT 


25645 


56013 


A 


25786 


211 


414 


RVCEC1QLRRIEIFRFMISSQPNL 
PEDLHPQIIAKPSQ1CRLIEQ*SSK 
LTVTKARRQGSRYKSSRFFS 


25646 


56014 


A 


25787 


1694 


4974 


LSLLSAK/PVYMVPSRNRYGIIG 

PI/YPQEMQPETLQKK1SE/SPLT 

KDKAGQKJPSYCVV/TNCTYDG 

VCYNAKEAQD/LLEKTSDRLHF 

DEAWYG/YARFNPIYADHYAM 

RG/EPGDHNGPTASYIHVREGV 

GRLNFFRFNQAYMMH/ATTSPL 

YAICASNDVAV/SMMDGNSGLS 

LTQEDCWVMHPGESW/HGFKD 

1PDNWSMLDPIK/VSILAPGMGE 

DGELEE/TGVPAALYSNLCLSSG 

TTGLSTEALLE 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25647 


56015 


A 


25788 


1 


1709 


MSKPKYPFEKRLEVVNHYFTT 

DDGYRI 1 S A RFGVPRTQV RTWV 

ALYEKHGEKGLIPKPKGVSADP 

ELRJKVVKAVIEQHMSLNQAA 

AHFMLAGSGSVARWLKVYEER 

GEAGLRALKIGTKRNIAISVDPE 

KAASALELSKDRRIEDLERQVR 

FLETRLMYLKKLKALAHPTKK 

LSASLTSMRTLKSVFSEIYHENR 

GRYGYRRVTLSLHREGKQ1NH 

KAVQRLMGTCSLKA-AIKVKRY 

RSYRGEVGQTAPNVLQRDFKA 

TRPNEKWVTDVTEFAVNGRKL 

YLSPVIDLFNNEVISYSLSERPV 

MNMVENMLDQAFKKLNPHEH 

PVLHSDQGWQYRMRRYQN1LK 

EHGIKQSMSRKGNCLDNAVVE 

CFFGTLKSECFYLDEFSNISELK 

DAVTEY1EYYNSRRISLKLKGL 

TP1EYRNQTYMPRVNCPLFDTL 

RIPDIGGVVRARAIAKLLNDTD 

MAIIDKRRPRANVSQVMHHGD 

VAGRDCVLVDDMIDTGGTLCK 

AAbALKbKOAKKVr A YA 1 Hrlr 

SGNAANNLRNSVIDEVV/DLRY 

HSAER*NQ1TAERAYSDPVRKI 


25648 


56016 


A 


25789 


2902 


3271 


SSAARHCAGCGDVRSVCRSGR 
A DAPRM HPGES WHG FKDI PDN 
WSMLDPIKIS1LAPGMGEDGE/P 
1 Ki 1 Urv^IMrLrDivIOV 1 KOK.W 
GTLVNTLCSFFCRHYDANTPLA 
QVMPELVEQYPAFVINQ 


25649 


56017 


A 


25790 


185 


663 


SPVPSSRPSTRHRLPDGSSSSQFS 

SAIAARKVVNSCILCSKICQN*F 

NRRAASPLKRLP*SGASGM1T\P 

NQPAPAQ/PAK*LYTRLDEVKP* 

*KITHGNGVSFCPTG*A*RTGIS 

VYCCSA LGSAPKCKPIPFLRAT 

v 
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SEQID 
NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibte nucleotide 
deletion, V=possible nucleotide insertion) 


25650 


56018 


A 


25791 


684 

- ■ 


4208 


NGLFWLFQPWLFADETRRRLE 

ERFRDRYQIIHHSSQVCHSDQA 

VYVLTQERVNERDDIVDIDLFV 

IDEFYKLAFRQLKSGDIDHQDE 

R V 1 ELNI ALSKLLKVSRQFYLTG 

PFVNS1RGLEKLGYPHTFVSTDF 

NTVALDVKTSASKRMTTKPSS 

KRWGKSRTCVDADHIKNGIGL 

HFGALPRALQQYTADQFNAGK 

I RFLLCTSTIIEGVNT1AKNVVIY 

DNRAGSTRT1SADIINSVICGLN 

TLKSFDTRWALL 


25651 


56019 


A 


25792 


1 


896 




25652 


56020 


A 


25793 


231 


721 


1ITAEKGRSREQQLAIL\PLNLAD 
MRQLQQQHSQTRL A DTAADG L 
RHFTAQQRLMPLQLQAIFVTGQ 
RQLMLQRVGY/R/LHGSPWRKA 
QTHLPVPGSTPEYRRSDPHGPA 
LTGCSSHHNPVRARRGMTIAOI 
AANPDKEYRARSFAIARSRPLA 
SRSG Y ET VTPGC 


25653 


56021 


A 


25794 


1 


933 


MLEAAVCLCVFVSCSLAEGRA 

CCRVA VS1 PVS VRARJ HLLESDH 

LGRFREPKS1PRKDAQMDTFRT 

MVREPATFLDQVDGLQQSDDIL 

RLLPPEL ATLG ITE L E YEF YRRL 

VEKQLLTYRLHGESWREKVJER 

PVVHKDYDEQPRGPFIVCVDTS 

GSMGGFNEQCAKAFCLALML1 

AIAMKWRCY\IMLSS\TEIVRYE 

LSG PQG 1 EQA 1 RFLSQQFRG GTD 

LASCFRAIMERLQSREWFDADA 

VVISDFIAORLPDDVTSKVKEL 

ORVHOHRPHAVAMSAHGKPGI 

MRJFDHIWRFDTGMRSRLLRR 


25654 


56022 


C 


25795 


83 


1108 




25655 


56023 


A 


25796 


1 


747 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


25656 


56024 


A 


25797 


25 


1741 


IMERLKRMSVFAKVVEFGSFTA 

AARQLQMSVSSISQTVSKLEDE 

LQVKLLNRSTRSIGLTEAGRIYY 

QGCRRMLHEVQDV\HEHLYAL 

NNTPIGTLRJGCSSTMAQNVLA 

GLTAKMLKEYPGLSVNLVTG1P 

APDLIADGLDVVIRVGALQDSS 

LFSRRLGAMPMVVCAAKSYLT 

QYGIPEKPADLSSHSWLEYSVR 

TDN EFELAI A PEG 1 STR L 1 PQG RF 

VTN DPMTL VR WLTAG A G i A Y V 

PLMWVINEINRGELEILLPRYQS 

DPRPVYALYTEKDKLPLKVQV 

VIMSLTDYFVETPTPLSSLTSLPT 

IEICCMVSIPGTNQRLRPFTGFA 

THRLQSDLLLQVMT1SRGRFSR 

S ARFNGPTPSG RRL I R V 1 1 STESG 

SRSSNPRTTGCFEEHCDHYRAII 

DSADGLPMVVYNIPALSGVKLT 

LDQ1NTLVTLPGVGALKQTSGD 

LYQMEQIRREHPDLVLYNGYD 

EIFASGLLAGADGGIGSTYNIM 

G WR YQG I VJCALKEG DIQTAQK 

1 Cv^lN rv V 1 L/L-L.1 IV 1 VJ V r IV VJL.lv 

TVLHYMDVVSVPLCRKPFGPV 
DEKYLPELKALAQQLMQERG 


25657 


56025 


A 


25798 


1 


1005 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peplide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=llnknt>\vn, 
*=Stop codon, A=possible nucleotide 
deletion, V=possible nucleotide insertion) 


25658 


56026 


A 


25799 


1 


2392 


MEMVAASKMRKSQDRMAASR 

PYAETMRKVIGHLAHGNLEYK 

HPYLEDRDVKRVGYLVVSTDR 

GLCGGLNINLFKKLLAEMKTW 

TDKGVQCDLAMIGSKGVSFFNS 

VGGNVVAQVTGMGDNPSLSEL 

IGPVKVMLQAYDEGRLDKLYI 

VSNKFINTMSQVPTISQLLPLPA 

SDDDDLKHKSWDYLYEPDPKA 

LLEQCSCMLRSPA WG ITSTDTT 

RARTDLACPIWLLLDPYPKLMG 

NAPKALASVDKRGVPVNTILVS 

ALVTALCVL1NYLAPESAFGLL 

MALVVSALVINWAMISLAHMK 

FRRAKQEQGVVTRFPALLYPLG 

NWICLLFMAAVLV1MLMTPGM 

AISVYLIPPLQTNTFNSTTIAMA 

D YQMESLSA EIN F A A A K L A RA 

CADEWTARTPEKPRYVAGVLG 

PTNRTASISPDVNDPAFRNITFD 

GLVAAYRESTKALVEGGADLIL 

IETVFDTLNAKAAVFAVKTEFE 

ALGVELPIMISGTITDASGRTLS 

GQTTEAFYNSLRHAEALTFGLN 

CALGPDELRQYVQELSRJAECY 

VT AHPN AG LPN A FG E YDLD AD 

TMAKQIREWAQAGFL1MIVRGC 

CGTTPQHIAEMSPGRKRLTRAE 

SSSVPSTLPGKAWLEHALPLIAE 

QL/QGRRSAVFIPF\AGVTQTWD 

DYTAKTAAVLAPLGVSVTGIHS 

VVDPVAAIENAEIVIVGGGNTF 


25659 


56027 


A 


25800 


412 


1115 


LAGEVMDLLLLSNSTLPGKAW 

LEHALPLIAEQLQGRRSAVFIPF 

AGVTQTWDDYTAKTVAVLAPL 

GISVTGIHSVVDPVAA1ENAE1VI 

VGGGNTFQLLKQCRERGLLAP1 

TDVVKRGALYIGWSAGANLAC 

PTIRTTNDMPIVDPQGFDALNLF 

PLQFN PHFTN A L PEG H KG D PRL 

ITVSKGHATLGGPNTTYVFKAG 
EEAVPLEAGHRF 


25660 


56028 


A 


25801 


1 


360 


MDHAIAGIAVQFRGGNLLRFK 

AFQQRVKYRMCQAERAINRLF 

N1AVKRLTGNRLDDKSKQHIIDI 

AVDIPKWSDHLHIIRRKHHDPT 

ODSGTHLPAVADDGFRTSVRN 

RSA*HIRYLTRC*KALNRNKLPP 

RN*TAIPAMA 



WO 01/075067 
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SEQID 
NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 






A 

A 




IUjZ 




1 DlfCUII ADC/1 DCLJ*Dr\l/ 

LV^rLKICrnlLvlvr/L-ron KV^K. 
DESLRALPVSFLCWRTDSDFPA 
DISYQNYR*YNREPYLPRPDSG 


25662 


56030 


A 


25803 


1 


1394 


MTRDG LAN KA L A V A RTL A DSP 

EIRQGLQKKPQESGIQAIAEAVR 

KRNDLLFIVVTDMQSLRYSHPE 

AQRJGQPFKGDDILKALNGEEN 

VAfNRGFLAQALRVFTPIYDEN 

HKQIGVINDSRWSHWSVLFGM 

LVGLIGTCILVKVLKXILFGLEP 

Y E I STLFE(jRQ A M LQSI KEG V V 

AVDDRGEVTLINDAAQELLNY 

RKSQDDEKLSTLSHS WSQ V V D 

VSEVLRDGTPRRDEEITIKDRLL 

LINTVPVRSNGVJIGAISTFRDKT 

EVRKLMQRLDGLVNYADALRE 

RSRLEH 1 LHNQRVPFIMKLH H R 

MLRHFIAASVIVLTSSFLIFELV 

ASDRAMSAYLRYIVQKADSSFL 

YDKYQNQSIAAHVMRALAAEQ 

SEVSPEQRRAICEAFESANNTH 

r\\ XII TAUk r \QPAVA AUVI^DUDI 
OLINL. 1 Arirw\ol\A Y A AM Y KrnrL 

1 A 1 v^L WKAKo 1 1 I Kr ^UoUKVJr 
DDr.*i DCDC\i/nr:DDCici i cdci 


25663 


56031 


A 


25804 


3 


219 




25664 


56032 


A 


25805 


14 


265 




25665 


56033 


A 


25806 


744 


1566 


FASWLRVFSITNCAAPVTSESC 

ALDLGS A E AKA WIG VENPH R A 

DVLTELRRSTVARVCTGRAGPR 

PRTQALLRFLADHSRSKDTVLK 

EVPEEWVKAQGLLEVRSEISDK 

N L YLTRPDMGRRLC A E A VE A L 

KAQCVANPDVQVVISDGLSTD 

AITVNYEE1LPPLMAGLKQAGL 

KVGTPFF VRYGRVKIEDQIG E 1 L 

GAKVVILLVGERPGLGQSESLS 

PV A VVCPP M A TTVP A HPTflV 
tlAV Tor KJVIA 1 1 VHAL'rv 1 \*\ Y 

INIrHs^OO 1 rr VcAAA VI VULAN.lv 

MLEQKARGINMTR 


25666 


56034 


A 


25807 


596 


745 




25667 


56035 


A 


25808 


151 


660 


STTERLGDDFVRAANIILHCEG 
KVVVSGIGKSGHIGKK.1AATLA 
STGTPAFFVHPAEALHGDLGMI 
ESRDVMLFISYSGGAKELDLIIP 
RLEDKSIALAPNSRTVIT*CWFS 

AuUOULrurUYuyUrAAnrAU 
AO AL Y KA^KL>L1 IN UN ILK 1 VbL,v^ 

^HnnnniRPtMAFARO 


25668 


56036 


A 


25809 


314 


583 




25669 


56037 


A 


25810 


1 


2982 





3448 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


25670 


56038 


A 


2581! 


120 


790 


EGLKTKGEKASPPSCLSFCKNE 

FV1SSTDYALSQSQSGGVMHRQ 

SFFLVPLICLSSALWAAPATVN 

VEVLQDKLDHPWALAFLPDNH 

GMLITLRGGELRHWQAGKGLS 

APLSGVPDVWAHGQGGLLDVV 

♦APDFAQSRRJWLSYSEVGDDG 

KAGTAVGYGRLSDDLSKVTDF 

RAVFRQMPKLSTGNHFGGRLV 

FDGKGYLFIALGENNQRPTAQD 

HRVPSWYK 


25671 


56039 


A 


25812 


707 


1141 


ASHTATSPRPVRLSSSIAS1TLAV 

NATCGMASSRRJR*CTLFSKRA 

PSAPAGWERAKSSSLNPRACMT 

AIASASPIIRVLTVLEVGAKCIG 

QGSRSDSTELSPFIKMVPPNSLT 

TALAV1PPFSLSDTLPEVLISLSLI 

YNTLF 


25672 


56040 


A 


25813 


215 


2160 


EINSITSRLSIIPRSPCSASAGWT 

KKAGVPVLASVAAIFLPMWPD 

LPIPETTTLPSQCKMILAARTK.S 

SPR/RSN 1 MTHIRI EKGTGG WGG 

PLELKATPGKKIVYITAGTRPAI 

VDKLAQLTGWQAIDGFKEGEP 

AEAEIGVAVIDCGGTLRCGIYP 

KRRJPTrNIHSTGKSGPLAQYIVE 

DIYVSGGKEENITVVGDATPQP 

SFVGPDYDTSEKLMIVRKKPIG 

VQM L YQVGTVS M LL YTRTI IQT 

KMTPRTIVTISHSVRNAGDSFFS 

1ASNQPMPPTAKKIEPLAISLLS 

AEAPTRLSELKARIGEPRWSIEA 

IKPMPI STH KPNMQ A ITPPA RRA 

ILSPCACESRSRQEPCPPGCHCS 

CPNHSCRSRLKGVLSMEQYLL 

QQKHVGTPPGPFRPPDTNQPCW 

KTK PSQRE E YTRR VG FTG H SNQ 

GAK1IRTHI1CRRRTSFALERPGD 

GFQAVVGGTVLMGLPRTKNVG 

LPVTILGRVHRRSSERFPRTSES 

AINRKDAGPKDPVRQRLAYKK 

HPMERRHGPHVVARTFGRAIPT 

LGPHRTVLSTRFQVAKNPLGPI 

GPSPLAVLTWTVPRPKNGRRG 

GKQRARIICQSRREASCNNVCL 

ARSSGVFKGFSPVSSSGEHTGN 

KYSAYSFSLCPLFVFLPLSGRLL 
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SEQ1D 
NO: 


SKQIDNO: 
of peptide 
sequence 


Mel 

hod 


SEQ IH NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


25673 


56041 


A 


25814 


11 


613 


RLSSVFVSKSLASWRSCNCSFS 

GPLVRLT1RP\LSPPDVRLLLSPS 

VVHAYNCPHQETQRHHTHHLT 

P/RLPNHGQ1AISAMVYSSPATN/ 

SMLRQLL1QHVEQIGSVPLVMD 

AISLVEAHD/RSAAG*SRPLY*R 

AN * SSRY* VS Y ARKRVRQAKSR 

/HfiKP<ilCKVI AKRAVPNRVCRP 

CNRVKRRCICOPKRRKCMTI PV 

RATR 


25674 


56042 


B ~ 


25815 


1~~ " 


1920 


2 


25675 


56043 


A 


25816 


247 


1182 


EAVMRQTKTGILLANLGTPDAP 
TPEAVKRYLKQFLSDRRVVDTS 
RLLWWPLLRGVILPLRSPRVAK 
LYASVWMEG\GSPLMVYSRQQ 
QQALAQRLPEMPVALGMSYGS 
PSLESAVDELLAEHVDH1VVLP 
LYPQFSCSTVGAVWDELAR1LA 
RKRSIPGISFIRDYADNHDYINA 
LANSVRASFAKHGEPDLLLLSY 
HGIPQRYADEGDSLRELYAVA 
NPNPGPGMGVLLAYMFFGRGS 
AKQSAGGSGLDGLLRRTPPITP 
i r j v r v wriobuo wrov/Iivj 

FQHPT Vni TIRPRFTAHR^PT^F 
r oUrL VuLl livrl\X l nUI\Or I Or 

AORPTn 


25676 


S6044 


ft 


25817 

O I / 


] 


651 




25677 


56045 


A 


25818 


1 


1647 




25678 


56046 


A 


25819 


1 


1506 





3450 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25679 


56047 


A 


25820 


645 


2161 


LDRCALNVTAQPSIECQVANAC 

LSPKGEFEYLQIDAPTPQALLSE 

IEKCWHRH RN V WPDHTINLAL 

A1HGQVDPVTGVSQTMPQAPW 

TTPVEVKYLLEEKLGIRVMVDN 

DCQLHYCKTAILNWSRKMALS 

RQK FTFERLRRFTLPEG KKQTF 

LWDADVTTLACRATSGAKAFV 

FQSVYAGKTLRMTIGNINDWKI 

DDARAEARRLQTLIDTG1DPRIA 

KAVKIAEAESLQAESRKTKVTF 

SVAWEDYLQELRTGISAKTKRP 

YSTRY1ADHINLSSRGGESPGLG 

LLLAFTLFGKGMSKRSAPGAMI 

IHFLGG1HELYFPYVLMKPLTII 

AMIAGGMSGTWMFNLLDGGL 

VAGPSPGS1FAYLALTPKGSFLA 

TIAGVTVGTLVSFAITSL1LKME 

KTVETESEDEFAQSANAVKAM 

KQEGAFSLSRVKRIAFVCDAG 

MG SSAMG ATTVFRKRLEKAGL 

AIEVKHYAIENVPADADIVVTH 

ASLEGRVKRVTDKPLYGPAVV 


25680 


56048 


A 


25821 


2 


341 




25681 


56049 


A 


25822 


218 


469 


LICAQGRRSPSRESTRQPKVLTL 
ACHNGSVSVVVLSPNSLYIEVV 
VPS*CNAATGPVVTCLYKGKFQ 
PILILLVTSTRVSSCI 


25682 


56050 


A 


25823 


1 


3966 




25683 


56051 


A 


25824 


2 


728 




25684 


56052 


A 


25825 


528 


1123 


DAEEGPDHRYLSSAHGGGSAS 

QPPSCAVTACRWPWRGRGCRA 

GVWNQPTAAQGRSWPVGKTSC 

♦GQGSTCKSQTWGFRGQRLPQ 

DAPAPPASLCASFHLVEAGASA 

DSGDTRRMTIR/FASKTVARAK 

RJ I R VLRFS PLW V ATRSLASTAI 

KIACCASEPGSFLQLWKPRSMA 

P V HRCT WHE ACPEGQRQM SC V 

SSTGL 


25685 


56053 


A 


25826 


1 


492 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in (ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possinlc nucleotide insertion) 


25686 


56054 


A 


25827 


1740 


3858 


ADAAGTEKTATVSRYHFYLRY 

PRSGRSVIDVRSWWRFSIMDAL 

SRSIPRA1S1CARGKPVVTAK.FK 

QGTMPEPSNKAIILPIRFFPGVV 

LM1IKKSGGRWQLSLLASVVIS 

AFFLNTAYAWQQEYIVDTQPG 

LSTERYTWDSDHQPDYNDILSQ 

RIQSSQRALGLEVNLAEETPVD 

VTSSMSMGWNFPLYEQVTTGP 

VAALHYDGTTTSMYNEFGDST 

TTLTDPL^ASVSrtGWRVDS 

RLGDLRPWAQISYNQQFGENI 

WKAQSGLSRMTATNQNGNWL 

DVTVGADMLLNQNIAAYAALT 

QAENTTNNSDYLYTMGRTRWL 

TLIGTIITQFALGSVYTWSLFNG 

ALSAKLDAPVSQVAFSFGLLSL 

GLAISSSVAGKLQERFGVKRVT 

MASGJLLGLGFFLTAHSDNLM 

MLWLSAGVLVGLADGAGYLL 

TLSNCVKWFPERKGLISAFAIGS 

YG LGSLG FKFUDTQLLETVG LE 

KTFVIWGAIALLMIVFGATLMK 

DAPKQEVKTSNGVVEKDYTLA 

ESMRKPQYWMLAVMFLTACM 

SGLYVIGVAKD1AQSLAHLDVV 

SAANAVTVISIANLSGRLVLGIL 

SDKIAR1RVITIGQVISLVGMAA 

LLFAPLNAVTFFAAIACVAFNF 

vjvj 1 1 i v rroL\i\^u3iinOLruur i 

QKMLHFTYLTTSALFPAGPKRN 


25687 


56055 


A 


25828 


2 


356 




25688 


56056 


A 


25829 


1 


1307 


MYETLEEVLRSSGDPADQKYV 

ELKARAEKALDDVKKRKLYC 

WRRRQICALRRJSRSPYPGHQL 

EC1 ASFDRNFEA MQKEM YGQF 

ENTFMMYLPRLCEHCLNPSCV 

ATCPSGAIYKREEDGIVLIDQDK 

CRGWRLCISGCPYKKIYFNWKS 

G KSEKCIFC Y PRI ESGQPTVCSE 

TCVGRIRYLGVLLYELTAQQFF 

PVWPPDHFVHPF*TLYVLPAPP 

SR*CDRVOLMASLOSVARASRE 

YRWYGFSRTPRKALALAQLRP 

AESSPTAPDCN 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=p<issible nucleotide insertion) 


25689 

- 


56057 

■ 


A 


25830 

- 


583 


1369 

• - ■ • M*- 


RHQLNSIASPAGGRWKDIGWF 

NFPQSNLCLKREKQDESCSLTQ 

ALPSELKVSADNVSLTGAVSLA 

SMLTEIFLLQQAQGMPEPGWG 

RITDSHQWNTLLSLHNAQFYLL 

QRTPEVARSRATPLLDLIKTALT 

PHPPQKQAYGGTVLPLPVRFMA 

GPDTN LAN LGG ALKFN WTLPG 

QPDNTPPGGELVFERWRRLSDN 

SOWIOVSLVFOTLOOMRDKTP 

LSLNTPPGEVKLTLAGCEERNA 

QGMCSLAGFTQIVNEARIPACS 


25690 


56058 


A 


25831 


199 


543 




25691 


56059 


A 


25832 


1 


642 


EASIFRRLSVYDNLMAVLQIRD 

DLSAEQREDRANELMEEFHIEH 

LRDSMGQ*SARPGRCRAGAQ* 

CV*CR*PRSGQPRQTVRRAE*IS 

DSOPVRGOFLHG/VRSPPESDCP 

M LSRRCSM * N SS I SS F A RSSRC S 

ADKSSRICSTAIRLS 


25692 


56060 


A 


25833 




329 




2569^ 


56061 


A 


25834 


1974 


2195 




25694 


56062 


A 


25835 


I 


615 




25695 


56063 


A 


25836 


2 


166 




25696 


56064 


A 


25837 


2 


189 


STPGNWRPTTTYPLNCATRWK 
M*FLIVATMAPSVYWSLPRNIA 
AAKPTTPPTPSRRSGARGK 


25697 


56065 


A 


25838 


64 


354 




25698 


56066 


A 


25839 


1123 


1845 




25699 


56067 


A 


25840 


1120 


2097 




25700 


56068 


A 


25841 


124 


548 


CRQMVGTRRGGEQGKEV1DGY 

GKPATFYQMQDNG KPVEGHAS 

QMHYELAKDFVVLTGNAYLQ 

QVDSNIKGDKITYLVKEQKMQ 

AFSDKGKRVTTVLVPSQLAKA 

YKG\VAW*KTSA*PSTPGKLSV 

CWGQTVPVRPPLSTWL 


25701 


56069 


A 


25842 


77 


514 




25702 


56070 


A 


25843 


2487 


5738 


RRAAGLPGRNDAGLARSHQWA 

GS A DTGSEKQHELQL RIQGEPV 

SGQLNLAGSFDRKEERWKGYTL 

SNTRFQTPVGPWSLTRDIALDY 

RNKEQK1SIGPHCWLNPNAELC 

VPQTIDAGAEGRAVVNLNRFD 

LAMLKPFMPETTQASGIFTGKA 

DVAWDTTKEGLPQGSITLSGRN 

VQVTQTVNXDAALPVAFQTLNL 

TAELRNN RAELG WTIRLTNNG 

QFDGQVQVTDPQGRRNLGGNV 

NIRNFNLAMFNPIFTRG 


25703 


56071 


A 


25844 


538 


777 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25704 


56072 


A 


25845 


489 


2797 


TRRRRRTMIAL1QRVTRASVTV 

EGE VTG EIG AG LLVL LG V E K DD 

DEQKANRLCERVLGYRIFSDAE 

GKMNLNVHQAAGSVLVVSQFT 

L AADTERGM RPSFSKGMSQLP 

GLSRETRES1AMYHLRVPQTEE 

ELERYYQFRWEMLRKPLHQPK 

GSERDAWDAMAHHQMVVDEQ 

GNLVAVGRLYINADNEASIRFM 

AVHPDVQDKGLGTLMAMTLES 

VAPYFSGSETGMMTLNRYRJLR . 

HMAKQGNRSAKRVEKLLRKPD 

RLISLVLIGNNLVNILASALGTI 

VGMRLYGDAGVAIATGVLTFV 

VLVFAEVLPKTIAALYPEKVAY 

PSSFLLAPLQILMMPLVWLLNA 

ITRMLMRMMGIKTDIVDMLLS 

VLDLEKM/TVDDIMLPRSEIIGI 

DINDDWKSIL/R/QLSHSPHGA1V 

LYRDSLDDAISMLRVREAWRL 

MSEKKEFTKETMLRAADEIYFV 

PEGTPLSTQLVKFQRNKKKVGL 

VVNEYGDIQGLVTVEDILEEIV 

GDFTTSMSPTLAEEVTPQNDGS 

VIIDGTANVREINKAFNWHLPE 

DDARTVNGVILEALEEIPVAGT 

RVRJGEYDID1LDKLSFCFRYSN 

HRRTNRTTIQRITFLHNAQYVT 

WRNVIRFHHCDGLMHIRVQWD 

LNAFNHRRHIRVSF1SHFQRTIQ 
AINHRQQFVDEFLQREFVGFFM 


25705 


56073 


A 


25846 


87 


199 


QPASVQTAGAGCRL*LHQRQW 
RECLVLDSKRRGDGVL 



WO 01/075067 PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25706 


56074 


A 


25847 


1167 


3306 


GKSMDKELPWLADNACALELK 

YKKGKTPLSHRRWPGEPVSVIT 

GSLIQTLGDELLQKAEKKKNIV 

WRYENFSLEWQS A ITQA rNLIG 

EHKPSIPARTMAALACIAQNDS 

QQLLDEIVQQEGLEYATEVVIA 

RQFIARCYESDPLVVTLQYQDE 

DYGYGYRSETYNEFDLRLRKH 

LSLAEESCWQRCADKL1AALPG 

1NKVRRPFIALILPEKPEIANELA 

VPALREFLAATKMPATCTLKGL 

GAVEADYPYYLGMLGMHGTK 

AANFAVQECDLLIAVGARFDD 

RVTGKLNTFAPHASVIHMD1DP 

AEMNKL RQA HLRDEHS WR YD 

HPGDAIYAPLLLKQLSDRKPAD 

CVVTTDVGQHQMWAAQHIAH 

TRPENFITSSGLGTMGFGLPAA 

VGAQVARPNDTVVCISGDGSF 

MMMVQELGTVKRKQLPLKIVL 

LDNQRLGMVRQWQQLFFQER 

YSETTLTDNPDFLMLASAFGIH 

GQHITRKDQVEAALDTMLNSD 

GPYLLHVSIDELENVWPLVPPG 

ASNYKKHHKLKQTFGVKIIPDV 

HDPSQAQPVADVVNVIQLPAFL 

ARQTDLVETHGENRPGQMGNI 

VDKFKEGGNEKVILCDRGANF 

G YDNLV VDM LG FSIMKK VSGN 

SPVIFDVTHALQCRDPFGAASG 

GRRAQVAELARAG M A VG LAG 

LFIEAHPDPEHAKCDGPSALPL 


25707 


56075 


A 


25848 


1 


695 


MATRASVTPMSLFSAGTCLLST 

SCVLSPVGDTAEESCWQRCAD 

KLIAALPGINKVRRPFIALILPEK 

PEIANELVGLECPRTHFHSKEW 

LKVVANDPTAVRKLEHYWSQD 

IFSDREASYMSHENHFGYAACA 

ALLREQGLAAIPRLAMYAHKE 

DCGSLLVQINHPQVIRTLLLVA 

DKNKPSLQRVAKYHKNFPHAT 

LAALAELLALTEPPA/RPWLSN 

HRRQKAACTAKSTR 


25708 


56076 


A 


25849 


823 


1091 


CVRFAR1NCSDRRSRCFAGFNH 
VLNKALGVHINHFG/YSACAP* 
CR YPPH A AGEFY PDPCRH KGTT 
GYRHRQGYPPPGEPPPRASWLD 
LR 


25709 


56077 


A 


25850 


714 


875 


EFSSAR1SRTSRLKYTNGCCRL 

WSAFCRLRTATTVPPARP*QLR 

PDRSRAQCQ 



WO 01/075067 PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


25710 


56078 


A 


25851 


2730 


289j 


WPVUbKLAPOUYPVi* 1 Ov/LC 1 
AAGD/EWRR*KVRRHQPLWRG 
FPNRRYMAWRSA 


2571 1 


56079 


A 


25852 


750 


929 


crnn a rriDVi vdijccdcpxiitxi 
orHPAuKJ<YLYKHc>bK5>ONI 1 N 

GCCRJLWSAFCRLRTATTVPPAR 

P*QLRPDRSRAQCPV 


25712 


56080 


A 


25853 


2 


2427 


CRQHHRWHSGSTAVYRRVLITS 

KCWNVFIRTKTWTVSILTTSVV 

CASARRVCVPAPRAVSSRCLSV 

TTLIPSASTPW*LAHRISLAAR* 

AFWFNCRIPAGIDNVKVLERIH 

PDKDVDGFHPYNVGRLCQRAP 

RLRPCTPRG1VTLLERYNIDTFG 

LNAVVIGASN1VGRPMSMELLL 

AGCTTTVTHRFTKNLRHHVEN 

ADLLIVAVGKPGFIPGDW1KEG 

AIV1DVGINRLENGKVVGDVVF 

EDAAKRASY1TPVPGGVGPMT 

VATLIETRYRQGKMFDGSSIGG 

WKGINESDMVLMPDASTAVID 

PFFADSTLHRCDILEPGTLQGYD 

RDPRS I A KRAED YLRSTG I A DT 

VLFGPEPEFFLFDDIRFGSSISGS 

HVAIDDIEGAWNSSTQYEGGN 

KGHRPAVKGGYFPVPPVDSAQ 

DIRSEMCLVMEQMGLVVEAHH 

H E V AT AGQN E V ATRFNTMTKK 

ADEIQIYKYVVrfNVAHRFGKT 

ATFMPKPMFGDNGSGSPPSQPQ 

SQPTPPEILLQALLSAGCFYAVY 

YVTYKTRLRKRVADVPRRPLFT 

MNRVETNLTWVILMGIALVSV 

GIFFMHNGFLLFRLNSYSQIFSS 

EVSGVALKRFFYFFIPAMLVVY 

FLRQDSKAWLFFLVSTVAFGLL 

TYN/TIVn^TR ANI1T A FA IFI FlflTI 
RHU/KI WMl AAAHVI ifllVflMF 

WLALKRYGMNVSGDEAFYTFL 


25713 


56081 


A 


25854 


502 


885 




25714 


56082 


A 


25855 


233 


738 


SNSCKRTKI1SDVTSVFHAIFPAI 

K1TAPNSPRLRVNDSATPLTSAG 

ESSGSTTLQKLCQRVAPSVSAA 

SSYSGPNLFQHRLHGTHPKRMA 

GKGHSHRNPQPCIGDFDIKLRQ 

rr 1 VML i VKcNuyiv UUlJK V 

LPAQRVNPSAHQAACGLGSDS 
GLGSTPSA DRKRR 



WO 01/075067 PCT/US01/(»8«1 



SEQ ID 


SEQ 10 NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence { X=lJnkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon Tor lust amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,2 1 7 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


25715 


56083 


A 


25856 


1 


2363 


M RRQDTG RRGRXRRDAG R WQ 

WR Y WG KGSFTPMN ATWDVAG 

KGEWHDSTITLTDLSTGFDQLQ 

YGTMTVEKPRLILDKPIVWVRD 

AQHPSFSGALSLDAGQTLFTGG 

SVLPPSTLK.FSVDGRDPTYFLFK 

GDLHAGE1GPVRVNGRWDGIR 

LRGNAWWPKQSLTVFQPLVPP 

DWKMNLRDGELYAQVAFSAA 

PEQGFRAGGHGVLKGGSAWM 














PDNQVNOVDFVLPFRFADGAW 

HLGTRG P VTLRI AKQRKEM RN 

NNLRQFKLLGPDVGFDSINDRP 

MAEELSKLLSKQNEENLLPKTI 

LYCLNPRDNEVLGTM1ENGASF 

AANPLYFDPKNIVELAIEAGCN 

CVASTYGVLASVSRRYAHRIPF 

LVKLNHNETLSYPNTYDQTLY 

A S VEQ AFNMG A V A VG ATI YFG 

SEESRRQIEEISAAFERAHELGM 

DGGWIGLMIKPLGRWSLIMEID 

EGFAVGMSPAELSAEQLLSKL 

WLWEGKAERYGWGRKSMDKE 

LPRLADNAQLELKYKKGKTPLS 

HRRWPGEPVSVITGSLIQTLGD 

ELLQKAEKKKNIVWRYENFSLE 

WQS AITQA IN L IGEHKPSIPART 

MAALACIAQNDSQQLLDEIVQ 

QEGLEYATEVVIARQFIARCYE 

SDPLVVTLQYQDEDYGYGYRS 

ETYNEFDLRLRKHLSLAEESCW 

QRCADKLIAALPGINKVRRPFIA 


25716 


56084 


A 


25857 


1 


4440 


MNRFDGAKQNVVGADAHHLA 

DTAVKRNQSLFQLRASGHPRLP 

AGGGKAVFHGRFAAKKIEAVA 

FYFRHLIALLVVQMHFKLVKG 

NVDVVFTAQLIDSTVQLIDSTTT 

VTQFTH1QTQLMRSVEWLTDN 

GSCYRANETRQFARMLGLEPK 

NTAVRSPESNGIAESFVKTIKRD 

YISIMPKPDGLTAAKNLAEAFE 

HYNEWHPHKAGTLTNEQWQQ 

VTAELHDRMMETVFFALDDAE 

QLFAHHQPTPVTSVDLLGQG 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


25717 


56085 


A 

■\ 


25858 

.»"■■■■ . 1 - 


1 


3705 


MEEYGGVDVRLYRIPDPMAFL 

RQQKNLHRJVVQPQYLGDGLN 

NTLTWLWDNWYGKSRRVMQR 

TFSSQSRQN VTQALPELQLGN A 

IIKPSRYVQNNQFSPLKKYPLVK 

QFRYPLWQAKPFEPQQGSRGL 

YLVEAMVGGYRATTGGVVSDT 

VALSKVSSKELLVWTAGKKQV 

NEPGSEIFGLTALR1TAENQDCA 

^1 TPPTPI DP lUVIVnVMICTA T\/ 
oL 1 rC 1 rLr Klrl V INAJ V INIo 1 A 1 V 

CRQCEDAPCANVCPftGAISRDK 
GFVHCEARTLHLFAKT 


25718 


56086 


A 


25859 


123 


923 


TDSPYERGHLMSNLLGPRDAN 

G1PVPMTVDESIASMKASLLKKI 

KRSAYVYRVDCGGCNGCE1EIF 

ATLSPLFDAERFGIKVVPSPRHA 

DILLFTGAVTRAMRSPALRAW 

QSAPDPKJCIS\YGACGNSGGIF 

HDL YC V WGGTDKI VPVDVY1 P 

GCPPTPVAATLYGFAMALGLLE 

QKIHARGPGELDEQPAEILHGD 

1V| V rLK V K V UKtA KJvLAO YKY 

GRQWADDSFTQLGQGEEQVAR 
WLEAENDPRLNEIVSHLNHVVE 


7^7 IQ 


DOUo / 


A 

A 




1 777 


i ^ i ^ 

1 J I o 


V 1 fCI/C A V DU^CfTDI 1 A U/D II I 

HYLQRVAV*WGSRLL*LFL1TIP 
SRWRLLPHNTGKG 


25720 


56088 


A 


25861 


1 


545 


MARLAALKACETVYSMGVRSH 

RRSPLEHLWQLKDQLVNEGEL 

VLETLVIDGDENTVLVPGDRYA 

QMRNVYFIPSALALKNWLKKC 

GFVDIRJADVSR/ITTTEEQRRTE 

WMVTESLADFLDPHDPGKTVE 

nVPAPI^D ARWRMPAPnUPHPT 
VJ I r nr NJvAiviN I\JN rNJ^Cl^IiiVV^ivL, 

PUPTPlflfnTH^nRPPUPPCPA 
rvrllx 1 ivJVrwA^ i nU^ivKKnKrcrA 

npnpnTr.TTh 


7S771 

£.3 1 £. 1 


JUU07 


A 






1117 
111/ 




7^777 




A 
r\ 


ZJOOJ 


1 
1 


I loo 




7S77T 




A 
r\ 




77 1 


4A7 




25724 


56092 


A 


25865 


] 






25725 


56093 


B 


25866 


1 


2373 




25726 


56094 


A 


25867 


I 


2211 





3458 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25727 


56095 


A 


25868 


2093 


3589 


GG1NGKNFWFFLSPFTPCVGRC 

HSRVQLANSHLVDVDETPPSSA 

AVHLYATDADSIGNCGTDREFC 

PCNP1RRHAFCCERLQNGYHRS 

GYAFHLGHYGDRKVITNFYSLI 

AKNHLSH WLETLP AQ1 AN WQR 

EQQHGLFKQWSNAVEFLPEIKP 

YRLDLLHSVTAESEEPLSAGQ1 

KRJETLMRNLMPWRKGPFSLY 

GVNIDTEWRSDWKWDRVLPHL 

SDLTGRTILDVGCGSGYHMWR 

MIGAGAHLAVGIDPTQLFLCQF 

EAVRKLLGNDQRAHLLPL/GIE 

QLPALKAFDTVFSMGVLYHRR 

SPLEHLWQLKDQLVNEGELVL 

ETLVIDGDENTVLVPGDRYAQ 

M RN V YFI PSA L A L KN WLKKCG 

FVDIRIADVSVTTTEEQRRTEW 

M VTESL ADFLDPHDP A I FQI WP 

CTFMHAYHAFFDPVSHHRACQ 

N LTTF V PDTHQIAIRNTKACSI F 

VSFALRTTHSCAISHSSLEDPPA1 

LFKIADRMEQNLELLATAGNLG 


25728 


56096 


A 


25869 


231 


1785 


DDEVHRYSELRTRTVPSYPPER 
SGEAKTAAQRAGTAFRRGRGA 
GVPFNLQQRSDRWCS*RSQQN 
A*RLIGLHGQNSRSVPQLPMES 
ASV A* RCG SI IEKTTLSSRPF Y W 
CPGCQHYADRFGA 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ in NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25729 


56097 


A 


25870 
:\-~ ..3. 


1818 


3311 


RMAIQFRTLSLRWCWKISLVSS 

FTVVKAMTIRJVAMRQLLRQQ 

KQRTFVC*SS/TVDGVLSDGLIY 

MGNNGEELKAFNVRDGYGIRC 

ALTSDIEVAIITGRKAKLVEDR\ 

LPHWGSLTC1RGSQTN*SPLAIC 

WKNWRLP/QENVAYVGDDLiD 

WPVMEKVGLSVAVDDAHPLL 

GTEIDAYIENADYQYNKKRLRE 

IDRRVRYLTKCLENLKIVDYSP 

QQEGKVFFGAWVEIENDDGVT 

HRFRIVGYDEIFGRJCDYISIDSP 

MARALLKKEVGDLAVV7MTPAG 

EASWYVNAIEYVKPRLNQTVR 

LLLEHEMGQVWISGEISNFTQP 

ASGHWYFTLKDDTAQVRCAM 

FRNSNRRVTFRPQHGQQVLVR 

ANITLYEPRGDYQIIVESMQPA 

GEGLLQQKYEQLKAKLQAEGL 

FDQQYKKPLPSPAHCVGVITSK 


25730 


56098 


A 


25871 


1 


3465 




25731 


56099 


A 


25872 


1 


3126 




25732 


56100 


A 


25873 


1 


1722 


MSSLSQAASSVEKRTNARYW1 

VVMLFIVTSFNYGDRATLSIAG 

SEMAKH1GLDPVGMGYVFSAF 

SWAYVIGQIPGFVDIFSGFGHV 

ALFTLRFLVGLAEAPSFPGQSRI 

VGDWFPAQDRGTGVSIFTPFIL 

RKGDLRPIWVVILMAGQLHAL 

MSTLEDTPFSNKAGMRLRRW1 

NAAVMRLNPLACLATRSNQVN 

WLLLTGNISVYPVGSSEPTRRR 

STPINSTPH FN KTI LP1N ARYSPT 

LPSSDGTRWTTR1DDKPTVGHK 

FARYWDVELREIPVMRPG\QLFR 

DPKRMIEGCAENPL\GV\VPTFG 

VTYAGNYEFPQPLPDALNKFQ 

ADPGIDIDMHIDAASGGFLAPF 

VAPDIVWDFRLPRVKSISASGH 

KFGLAPLGCGWVIWRDEEALP 

QELVFNVDYLGGQIGTFAfNFS 

RPAGQVIAQYYEFLRLGREGYT 

KSTQPARGSPPANNCQAQPETP 

DRAVIHPTDGYESAATIIVLSPP 

TASDSDPAHRDQRVVKTDAWS 

VVPGSTSEYPRRYKAEWFCOPF 

AVLPAILAWSAALWRYQPRAR 

RRJCADYGCRALNSLKNELTTP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

t*p/i hp n j** 
dCCJIlCllCC 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


25733 


56101 


A 


25874 


1 


2385 




25734 


56102 


A 


25875 


1 


1767 




25735 


56103 


A 


25876 


1 


2079 




25736 


56104 


A 


25877 


368 


1261 


TSPRARPA AQGSRG AFL/H LTE 

KGVNRFAFYGLPESSGKRWAT 

EREYAFRQLVAEEKYRGVVYQ 

GLETAPENWQHAQNRLADWL 

QTLPPQTGH AVTDARARH 1 LQ V 

CEHLHIPVPEKLCVIGIDNEELT 

RYLSRVALSSVAQGARQMGYQ 

AAKLLHRLLDKEEMPLQRJLVP 

PVRVIERRSTDYRSLTDPAVIQA 

MHYIRNHACKGIKVDQVLDAV 

GISRSNLEKRFKEEVGETIHAMl 

HAEKLEKARSLLISTTLSINEISO 

MCG Y PSLQ YFYS VFKKA YDTT 

PKEVFAIVNSEVML 


25737 


56105 


A 


25878 


1 


868 


MTSLKNSMKWDEERFGLEYDL 

DIYMIVAVDFFNMGAMENKGL 

NIFNSKYVLARTDTATDKDYLD 

IERVIGHEYFKNWTGNRVTCRD 

WFQLSLKEGLTVFRDQEFSSDL 

GSRAVNRINNVRTMRGLQFAE 

DASPMAHPIRPDMVIEMNNFYT 

LTVYEKGAEVIGMXTPPLFGQE 

NFQNVILTCALEDPTRKVVLKP 

LCRPPLSLCNRRKRVMCRI FTSS 

ASTLRLSRRCAVCWNSRJTVSM 

RSSRRVTSVWLSAPTPIII SPA1F 

IVRWWLLDSNPLIYYKAWSCW 

CSRK 


25738 


56106 


A 


25879 


2097 


2512 


NTPVRPDVGT*TEEHGGAESGE 
*RNSRELRENDKA*LHQYHAQP 
DGKNLAEAFEH YNE WH PH SAL 
GYWRTVD/DMRGR*PQEPSLMi 
RAGRSSSPVQWQRJPLLIPGRKG 
DRMQKTVIPGSLFAGMPYAQPS 
IKTELAG 



WO 01/075067 



PCT/US01/08631 



SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location or last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon Tor last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, V=possible nucleotide insertion) 


25739 


56107 


A 


25880 


71 


2613 


QRKPTSSRKGLSARMMSGLTG 

T1TTVSTGWCTTRGHNMKSRW 

SKVAIFTTR/SGRRVAKRVWRR 

ERDLTGWMSLSRKPQVTWYG 

WDGDRLTTIQNDRSRIQTIYQP 

GSFTPLIRVETATAVRRRRRWQ 

WGIPAGTVQMLDRLESEILADR 

VbbboKK WLAbCOL 1 VbyivlK.K. 

TSIHASIVRHKLLTAEQALKLLG 

EMFVYHMPFNRALGMELERYE 














kEFA'QtAFKNQPMMVGNWAQ 

SILHGGVIASALDVAAGLVCVG 

STLTRHETISEDELRQRLSRMGT 

IDLRVDYLRPGRGERFTATSSLL 

RAGNKVAVARVELHNEEQLYI 

ASATATYMSKSMFLAVATILIS 

KSSLSRLRRPSTIVCGIPISSISAN 

ITPGRSLRSSSSTSKTLCTQFAV 

QFLSKLLYAEGFVHVHRQNRH 

LERRDSVRPYDASFVVVLLNRR 

S YHTRYPDTV ATH RQDL VTA IF 

TLYGGFQCFGVLGTQLEDVTNF 

DTTFDQQPTLAIRAWIASHHVT 

DICNFRGSDIAIPVDAEVVFTID 

VSTSSEITHRRNVDLFPDQLTVT 

RSQTFTAYERLSTALTVAQVCG 

VQRLCN Y YSARLTPLPG PDSTR 

ESNHRLAQITQYARQLASSPSI I 

DNRSRQHLNDVGLTAWDCVIFS 

QIIGFIGFQARTIATFQAYLGHP 

VRWLPGLEIQNYADASLFADES 

LRWRSSYEVEKLPEEHTKSSTA 


25740 


56108 


A 


25881 


71 


3478 


CCLSSHPSTTATALRSLSPVRK 

WPKISALIPWEWAMCSLLSHGL 

MLSGRSLVAWCWTVLVQNAS 

TSGRSLSGRCLPCCKASSISLVD 

SALSFLLFTLRFLVGLAEAPSFP 

GNSRlVAAWFPARKGTGirNEMS 

P\L ANTALEGLGG SG DA LCTQC 

EAEGFRHITYYLDRPDVLARFT 

TKHADKIKYPFLLSNGNRVAQG 

ELENGRHWVQWQDPFPK.PCYL 

FALVAGDFDVLRDTFTTRSGRE 

VALELYVDRGN 
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SF.Q ID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon Tor last.atnino acid 
of peplide sequence 


Amino acid sequence ( X=Unkno»vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


25741 


56109 


A 


25882 


90 


629 


PGDWGRRQL!GS*KTPGSVFK.K 

GKSSTPN\DPFLKDKTQDRSGL 

ATFTMDGQI\RLFYQ\DISGNHS 

GKXQSLPP AQVIVSNSVDHLKIT 

G V EDH KP1 F AG AGKPYQN L RQF 

IDEGNYTSGDNHTLRDPHYVED 

KAHKYLV/FEANTGTENGYQG 

EESLFNKAYYGGGTNFFRGSSR 

VDLQAC 


25742 


56110 


A 


25883 


1 


3066 




25743 


56111 


A 


25884 


104 


547 


LFPRLLSCLTTPPHCSFSIGFVIC 

SRTL1LKGSSLMYVFCLPNTAIV 

MALSPRGWRSKFGMPVDSKGP 

PWLFKFLKNGLNFLLHSVGTRD 

LSRLSTILSPLYNTVAPGAN*CR 

ELKL VLD A DD VLSTE VKRV1TS 

SASNITPAFFCS 


25744 


56112 


A 


25885 


3 


4288 




25745 


56113 


A 


25886 


2 


2222 


DFADFGTTIK.QDFRLLGQTSVD 

RLLQLSQGQAVKGNQLLPVSLP 

QHTIPDVFIWMLSNNRRVAYA 

RIASKDLLYSPVAGQMGKHCG 

K1KTHFLKIPKQQQNEKYQVPQ 

FDQSTIKNIESAKGLDVWNSWP 

LQNADGTVAEYNGYHWFALA 

GSPKDADDTSIYMFYQKDFRLL 

GQTSVDRLLQLSQGQAVK.GNQ 

LLPVSLVKRKTTLAPNTQTASP 

RALADSLM\SWHDRFPDWKAG 

R1LPISEPPSNRIFACWGKPAWT 

ACCNSLRARR*RAISCCPSHW* 

K£KPPWRPIRKPPLPARWP1H*C 

SWHDRFPDWKAGRKGSDAHRF 

GSWKFQLQRVSG\SATFTWGG 

KIRNLYSADYSGNHYGKQSLPS 

GQVNGSNSDDTLKINGVEDHK 

TILDGDGKTYQNVQQFIDEGNY 

TSGDNHTLRDPHYVEDKGHKY 

LVFEANTGTENGYQGEESLFNK 

AYYGGGTNFFRKESQKLQQSA 

KKRD AEL ANG A LG 1 1 ELNND YT 

LKKVMKPLITSNTIRKSDGTLQ 

EHDGICEIHVAKYAEIFGLTSAE 

ASKDIRQALKSFAGKEVVFYRP 

EEDAGDEKGYESFPWFIKRAHS 

PSRGLYSVHINPYLIPFF1GLQNR 

FTQFRLSETKEITNPYAMRLYES 

LCQYRKPDGSGIVSLKIDWIIER 

YQLPQS YQRM PDFRRRFLQVC 

VNEFNSRTPMRLSYRMGVRGK 


25746 


56114 


B 


25887 


1 


2640 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


25747 


561 15 


A 


25888 


1291 


1629 




25748 


56116 


A 


25889 


1187 


2925 


NSLQRSHPNAANS/WHNKLWR 

SHSDSDLSDHHEPICKPGLELN 

KKDITTSADQIAEVKTMESHPPI 

PPVFVEHMVPQDANQKGLCTK 

ERMICLEFTSREFH AGQI EDELN 

LNDINGCSSGSTLEDPQFNDDSP 

EARKITRRWRJGEAADLVGVSS 

QAIRDAEKAGRLPHPDMEIRGR 

VEQRVGYJ1EQINHMRDVFGTR 

LRRAEDVFPPVIGVAAHKGGV 

Y KTS VS VH L AQDLALKG LRVL 

LVEGNDPQGTASMYHGWVPD 

L H 1 H AEDTLLPF YLG EK DD VTY 

AIKPTCWPGLDHPSCLALHRIET 

ELMG KPDEG KLPTDPHLMLRL 

AIETVAHDYDVIVIDSAPNLEDP 

RVGVMARGNAITLPVCGRDVK 

FTLEVLRG DSVEKTSRV WSGNE 

RDQELLTEDALDDL1PSFLLTGQ 

QTPAFGRRVSG VI EIADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADAEN 

ISRKIITRCINTAKLPKSVVALFS 

HPGELSARSGDALQKAFTDKEE 

i t »y s~\/~\ a pvTi 1 1 v /'ws a i;?rr a n> 

LLKQQASNLHEQKJCAGVIFEAE 
EVITLLTSVL 


25749 


56117 


B 


25890 


1 


1954 




25750 


56118 


A 


25891 


1 


454 


MERRN RKTGRTEKARI WEVTD 
RTVRTWIGEAVAAAAADGVTF 
SVPVTPHTFRHSYAMHMLYAG 
IPLKVLQSLMGHKSISSTEVYTK 

\ / r 1 a i t~\\ / a a r> i ir> a in\\/nD r\r\r^ v\ 

V r A LD V A A RH KA I R\ V r KC^ \£j u 
YRTR1WKFEDGLSNVLVIQLNK 
t iirvMn vrdpdvt ktyfhi 


25751 


56119 


A 


25892 


10 


144 


FLFIGKGFLKGIT*PGQIVQRG*E 
KKSNT*FRQFGGVDTAGNNLT 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \=posstblf nucleotide insertion) 


25752 


56! 20 


A 


25893 


8S8 


892 


TVDLDACTKGVLTFTTALLAG 

GANQAFAKENTKKAYKETYGV 

SHITRHDMLQIFKQQQNEKYQV 

PQFDQSTI KN 1 ES A KG LD V WDS 

WPLQNADGTVAEYNGYHVVF 

ALAGSPKDADDTSIYMFYQKV 

GDNSIDSWKNAGRVFKDSDKF 

DAN DPI LKDQTQE WSG SATFTS 

DGKIRLFYTDYSGKHYGKQSLT 

TAQVNVSKSDDTLKINGVEDH 

KTIFDGDGKTYQNVQQFIDEGN 

YTSGDNHTLRDPHYV/EDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTLKKVMKPLITSNTVTDE1ER 

ANVFKMNGKWYLFTDSRGSK 

MTI DDL W KFELENDDLE Y L V E 

ENSKQKTIQDVIWLFLTAYTHI 

RG A TQ A FA KENNQKA Y KET YG 

VSHITRHDMLQIPKQQQNEKYQ 

VPQFDQST1 KN I ES AKGLD V WD 

SWPLQNADGTVAEYNGYHVVF 

ALAGSPKDADDTSIYMFYQKV 

GDNSIDSWKNAGRVFKDSDKF 

DANDPILKDQTQEWSGSATFTS 

DGKIRLFYTDYSGKHYGKQSLT 

TAOVNVSKSDDTLKINGVEDH 

KTI FDG DGK.TYQN VQQFI D EGN 

YTPGDN HTLRDPH Y VKTKAMR 



n A/>C 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25753 


56121 


A 


25894 


1424 


3807 


HPLWKWLEGDMNMNIKKIVK 

Q ATVLTFTTA/LLAGG ATQA FA 

KENNQKAYKETYGVSHITRHD 

M LQIPKQQQN EK YQ V PQFDQS 

TIKNIESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSIYMFYQKVGDNSIDS 

WKNAGRVFKDSDKFDANDPIL 

KDQTQEWSGSATFTSDGKIRLF 

YTDYSGKHYGKQSLTTAQVNV 

SKSC)bTLK!NGVEDHkTIFDGD 

GKTYQNVQQF1DEGNYTGDPL 

EAETAVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

P YLIPFFIG LQN RFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS 

GIVSLKIDW1IERYQLPQSYQRT 

PDFRRRFLQVCVNEINGAVIGIP 

CVSIRKPDGSGIVSIKIAW1IERY 

QPPQSYQRMPDFRRRFLQSRPA 

CMHDWLCAEALAWSIQTASYL 

VTMQVNLTSLSSDTDRDLSVVS 

NSG WVSSGSL VRFNTI KTSSG EI 

KRTVPR1 LPDPDDPRS A IAEA PS 

EMPGHEVPVEEHFPEAGTNSGS 

POG ARKGDFSMTK A Sn^^P^r 

TALOA^TI APAN1 LPKAVHI A 


ZD /D4 


DO IZZ 


A 


ZDoyD 


j 


ZJDO 




7^7^ 


DO \Lo 


A 


ZDoVO 




7A1 A 
ZO IU 




ZD / DO 


DO IZh 


A 

A 


ZDoy / 





7/1 OA 




7<7<7 
ZD /D / 


1 7^ 
DO IZD 


D 


ZDob/o 





7 IOC 




ZD /Do 


DO I ZO 


A 

A 


7^fcQQ 

zDoyy 





DZ /H 




ZD ZD? 


1 77 
DO IZ / 


A 
A 


7^0rtA 





DoD 




ZD /OU 


7R 
DOi Z5 


A 

A 


7^on i 

ZD:/U I 


- 


7/1 AO 




25761 


56129 


A 


25902 




1914 




25762 


56130 


A 


25903 




2259 




25763 


56131 


A 


25904 


1367 


1959 


KLVTLHMDLSWR\NSGYQSQE 

T*K*PANRPVKRPH*GGI*\FSRD 

QKRMLYLFVDQ1RKSDGTLQE 

HDGICEIHVAKYAEIFGLTSAEA 

SKDIRQALKSF/DGEGSIYSR*A 

HGAA*PSHRKDRESADLGSDG 

QNDKGHXQYLVFEANTGTENG 

KESHKLQQSAICKLDAELSNGA 
LGFIE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25764 


56132 


A. 


25905 


! 


2418 




25765 


56133 


A 


25906 


3 


1918 




25766 


56134 


A 


25907 


1242 


1463 




25767 


56135 


A 


25908 


1907 


5097 


TSKKIVKQAPVLTFTTA/LLAGG 

AIQAFAKENNHKAYKETYGVS 

H1TRHDMLQ1PKQQQNEKYQVP 

QFDQSTIKNIESAKGLDVWDSW 

PLQNADGTVAEYNGYHVVFAL 

AGSPKDADDTSIYMFYQKVGD 

NSIDSWKNAGRVFKDSDKFDA 

NDPILKDQTQEWSGSATFTSDG 

KIRLFYTDYSGKHYGKQSLTTA 

OVNVSKSDDTLKINGVEDHKTI 

FDGDGKTYQNVQQFIDEGNEGI 

LPISEPPIKQDFRLLG 


25768 


56136 


A 


25909 


610 


2303 


SLPN LDN AAICSSSSSPTRTR* SL 

SEGATGAAFAKEKYPHKHTKKR 

SG VFH ITRHDMLQIPKQQQN EK 

YQVPQFDQSTIKN1ESAKALDV 

WDSWPLQNADGTVAEYNGYH 

VVFALAGSPKDADDTSIYMFY 

QKVGDNSIDSWKNAGRVFKDS 

DKFDANDPILKDQTQEWSGSA 

TFTSDGKIRLFYTDYSGKHYGK 

QSLTTAQVNVSKSDDTLKINGV 

EDHKTIFDGDGKTYQNVQQFID 

EGNYTSGDNHTLRDPHYVEDK 

GHKYRGPLESPSTHQAEFNPTS 

CVSSLGTLQGFPAPAWLALAHP 

VHPLKHKSGGSNRLSAAIWGIK 

RKPARVCPGTGIHASSQIQGEW 

RTECAVGPKAKAKATAGWRR 

GNNQHISSTYDINRADTQVRRA 

VNNYDIIVMSNSFNGQSEHQTY 

ESIVIDSAPNLGIGTINVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRILLT 

KYSNSNGSQSPWMEEQIRDA W 

GSMVLKNVVRETDEVGKGQIR 

MRTVFEQAIDQRSSTGAWRNA 

LSIWEPVCNEIFDRLIKPRWEIR 


25769 


56137 


A 


25910 


1 


2103 | 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( \=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


25770 


56138 


A 


25911 


1 


2124 


NfNMNlKKlVKQATVLTFTTALL 

AGGATQAFAKENNQKANKETY 

GVSH1TRHDMLQIPKQQQNEKY 

QVPQFDQSTIKN1ESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFFKR 

GAIFRVHKHAVNPMSPKCRRPG 

UKA^A Y rLVIN WcLIKJNOKoV^lS. I V 

HTEGDMNMN1KJCIVKQATVLT 
FTTALLAGGATQAFAKENNQK 














AYKET/YPKQQQNEKYQVPQF 

DQSTIKNIESAKGVLDVWDSWP 

LQNADGTVAEYNGYHVVSALA 

GSPKDADDTSIYMFYQKVGDN 

SIDSWKNAGRVFKDSDKFDAN 

DPILKDQTQEWSGSATFTSDGR 

RSLESTTTAARPI WRKDVGG DQ 

TQEWSGSAPFTSDGKIRLFYTD 

YSGKHYGKQSLTTAQVNVSKS 

DDTLKING V E DH KTI FDGDG KT 

YQNVQQFIDEGNYTSGDNHTL 

RDPHYVEDKGHKYLVFEANTG 

TENGYQGEESLFNKAYYGGGT 

NFFRKESQKLQQSAKKRDAEL 

ANGALGIIELNNDYTLKKVMKP 

LITSNTVTDEIERANVFKMNGK 

WYLFTDSRGSKMTIDGINSNDI 

YMLGYVSNSLTGPYKPLNTTG 

LVLQMGLDPNDVTWASLEPHE 

OT IKAMWTORV<s^KVYCKFO 
MNNASTMSKRTSAGCHCWQG 


25771 


56139 


A 


25912 


1 


3987 




25772 


56140 


A 


25913 


1 


2235 





3468 
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StQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 

hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25773 


56141 


A 


25914 


I 


1950 


MNMN 1 KK J V KQ ATV LTFTTA L L 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

Q V PQFDQSTI KN 1 ES AKG LD V W 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTGSLNSSKTEKY 

QVPHIDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRJLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKT1FDGDGKTYQNVQQFIDEG 

NYTSG DN HTLRDPH Y VEDKG H 

KYL/VFEANTGTEEHPQPQ\ERP 

RTQSFTSAFAERRECIPNVPADT 

KLSKIKTLRLATSYIAYLMDLL 

AKDDQNGEAEAFKAEIKKTDV 

KEEKRKKELASKCLDLEQLGAS 

V EPTGN LRTKITKEK PRHTG PPE 

VVVPGCCPHRSRAYKSDKYAH 

TLTVTASQHAPPPPTHMEGFEL 

FHLPDLCSPSQDAQTTGRTQMK 

PDHSPRPSHRVPOAKGNNVVIT 

SYMTNRGFFEDKKATFAPSFLM 

NIKGN KTSV VKNSILEOGOLTV 


25774 


56142 


A 


25915 


| 


2448 




25775 


56143 


A 


25916 


1312 


1974 




25776 


56144 


A 


25917 


2 


1778 




25777 


56145 


A 


25918 


1366 


2673 




25778 


56146 


B 


25919 


1 


1938 




25779 


56147 


B 


25920 


1 


2262 




25780 


56148 


A 


25921 


1 


2100 




25781 


56149 


B 


25922 


7145 


7154 




25782 


56150 


A 


25923 


2085 


11232 


VNSEGSEPADRKKPVHTEEAM 

NMTI KKIVKQATVLTLTTALL A 

EG ATQA FA KENNQKA YKETYG 

VSHITRHDMLQIPKQQQNEKYQ 

VPQFDQSTIKN1ESAKGLDVWD 

SWPLQNADGTVAEYNGYHVVF 

ALAGSPKDADDTSIYMFYQKV 

GDNSIDSWKNAGRVFKDSDKF 

DANDPILKDQTQEWSGSATFTS 

DG K.IRLFYTD Y SG K H YG KOSLT 

TAQVNVSKSDDTLKMNGVEDH 

KPILDGGGKTYQNVQQF1 


25783 


56151 


A 


25924 


153 


293 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25784 


56152 


A 


25925 


420 


687 




25785 


56153 


A 


25926 


242 


491 


WLHVQPLHDEHHCWI*YPADT 

U\J V lU^nrylxorALortnuLVr T 

TPA Pnr.QVRQklT.PrTC A 1 1 V\/P 
I r >\I\V^OO V KoKVJr L> I oA LL Y V C 

CSIAAPDRKHSCHKSDQS 


9^98A 


CXI *ZA 
DO 1 


A 
f\ 


ZJ7Z / 




1 1 T 
1 i j 




25787 


56155 


A 


25928 


779 


862 


NSTLPRCASTTFARY'AIPIKVFS 
ILP 


/ oo 


jO i JO 


A 


7<<y>Q 


989 




F^AHFI Ml RYAnkf FP<I<iVPP\/** 
rvR PI VYPA^nPPRXIBl 1 VPAH 
VPVfYAI 1 ■"' " "•" *" 


z.j toy 


JO J J / 


A 






07 




25790 


56158 


A 


25931 


614 


823 




25791 


56159 


A 


25932 


1229 


1427 




25792 


56160 


A 


25933 


1965 


2682 


FAVPCRTSFGSIETVSHPGRDT* 
SA*AYRVQVDSHRPRLAHNVQ 
HRT*RGEVLLAGVPRHVAEREI 
ATLAGSFSLHEQNIHNLPRDQG 
PGNTVSLEVESENITERFFVVGE 
KRVSAEVVAAQLVKEVKRYLA 
STAAVGEYLADQLVLPMALAG 
AGEFTVAHPSCHLLTNIAVVER 
FLPVRFSLIETDGVTRQLLGVSY 
rii amPtHappi 101 a niwiPMonn 

KiluAlVlOrl A tr Lll^l/VIJIVIKJNLAJU 

WRDFQFSGNLVMDEPNRSAQT 
Y1KLVKSRLGTTKR 


25793 


56161 


A 


25934 


261 


563 


RHSRGRSALRQ1SPEC*IHVCSPP 
P VQQLHPG YGN A I P LS YG H RNQ 
pnpQnnAPVPPr.wrnpvwi ho 

KSTAHCGGYTIHADI VKTRCW 
LAPHRLPPGPGR 


25794 


56162 


B 


25935 


1 


1329 





3470 



WO 01/075067 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
liod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence' 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


25795 


56163 


A 


25936 


761 


3224 


RGGAVTAKAPPDISAISALTAV 

KHGNCSSLTPLLNPPGSDVIVC 

AEMDEQWGYVGAKSRQRWLF 

YAYDSLRKTVVAHVFGERTMA 

TLGRLMSLLSPFDVV1WMTDG 

WPL Y ESRLKG K LH SN EG D A V L 

LEIEQEVSSVDSSFNSTLGPTFN 

TRTIQNAVLVKTGETVVLGGLL 

DDFSKEQVSKVPLLGDIPLVGQ 

LFRYTSTERAKRNLMVFIRPTII 

RDDDVYRSLSKEKYTRYRQEQ 

QQR1DGKSKALVGSEDLPVLDE 

NTFNSHAPAPSSRWALAQRIGV 

SRVDMQQHVRRPPVNLSPKRE 

NVIAGYLSNSVARKQRHIQTGT 

VFHQLNfNLLRDGINIIFMNFKY 

QFIVYLHFLLSPKWVMYNRKC 

VNGMLLIASVPATWMLSRYRS 

SHRWIAKEIPMGKTQPLPILLLG 

/GG RRIG L AL A\ W HFI1 QKQP V I V 

SYRTHYPAIDGLINAGAQC1QA 

DFSTTDGVMAFADELLKSTHG 

LRAILHHASAWMAEKPGAPLA 

DVLACMMQIHVNTPYLLNHAL 

ERLLRGHGHAASDI1HFTDYVV 

ERGSDKHIAYAASKAALDNMT 

RSFARKLAPEVKRQTATRAGH 

RGINQLSRYYRRALARQ1MQRR 

MVELRSLRFMYRHRPRSFVLW 

QATRLHRLNIAVRHRKPDARPL 

PA1QRNTDIAIKQPKRAV1TGNH 

H RSTF VPTRL AQTG S E 1 RRH A M 


25796 


56164 


A 


25937 




543 




25797 


56165 


A 


25938 


209 


343 


LSPPMSSFLATVFRSIAWLLTAK 
SIRYRTT*RWIRCAAVWLTMD 


25798 


56166 


A 


25939 


547 


640 




25799 


56167 


A 


25940 


174 


583 




25800 


56168 


A 


25941 


2001 


2610 


DVLV\RJCHNGHWTVELYSDS1P 

RLQrNQHYASMCNMARNDGDS 

QFIRSNLQDAKWLIKSLESRND 

TLLRVSRCIVEQQQAFFEQGEE 

YMKPMVLADIAQAVEMHEST1 

SRVTTQKYLHSPRGIFELKYFFS 

SH VNTEGGG EA SSTA 1RALVKK 

L1AAENPAKPLSDSKLTSLLSEQ 

GIMVARRTVAKYRESLS1PPSN 

QRKQLV 


25801 


56169 


A 


25942 


329 


484 


TRQLSLLVRMTL*AFVRKRRSS 
LA*KPLWSWLSSVKSQPGWKL 
MLARWKSF 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknnwn, 
*=Stop codon, /^possible nucleotide 
deletion* \=possible nucleotide insertion) 


"1 C O A1 

25802 


561 /0 


A 

A 




t 
1 


1 /oJ 






5ol / 1 


A 

A 






7A0A 




25804 


56172 


A 


25945 


1 


1861 




25805 


56173 


A 


25946 


456 


700 




25806 


56174 


A 


25947 


1 


2413 


MPVIKVRENEPFDVALRRFKRS 

CEKAGVLAEVRRREFYEKPTTE 

RSRYDLVDRNNNIVLEYRKKEL 

VRLTLTDPVTGKSGEVKSLVSS 

LQTKYALKGYNVEATALEAAG 

GKVVTTGKDILVRKPTLDLPLE 

VRRKM WFKPFMQS YL V VFIG Y 

LTMYLIRKNFNIAQNDMISTYG 

LSMTQLGMIGLGFS1TYGVGKT 

LVSYYADGKNTKQFLPFMLILS 

AICMLGFSASMGSGSVSLFLMI 

AFYALSGFFQ\ST\GGSCSYST\IT 

\KWTPRRKRGTFLGFWN1SHNL 

GGAGAAGVALFGANYLFDGH 

VIGMFIFPSIIALIVGFIGLRYGS 

DSPESYGLGKAEELFGEEISEED 

KETESTDMTKWQIFVEYVLKN 

KVIWLLCFANIFLXYVVRIGIDQ 

WSTVYAFQELKLSKAVAIQGFT 

LFE AG A L VGNGCS Y AQG M WG 

KTAETSDLQDLLIAALQGLSAW 

AVKAREYGNNHDVDSFAPRAF 

FSTLTNVNFDSPRIVGYAREAIA 

LREALKAQCLAVDANARVDNP 

MADLQLVSDDLGELQRQAAEF 

TPNKDKAAIGENILGLRLLCLY 

GLKVFNGREDQLDSCYHGNRQ 

LRGSLRLLFLAFIRQRLRDLHTA 

HRVIRVNRQHAALGVKHCRLP 

GITGNR1QRQATQYRDRRGTGQ 

NQCMRGDMQQLFADIANVAN 

TFAQIIAGRGRKFGANLLHIAD 


25807 


56175 


B 


25948 


1 


3738 




25808 


56176 


A 


25949 


1518 


2124 


DCFCGSRHDKLPSAHQCSAKPG 

SDRFWRSHADAAYAHDGGIQP 

VLCASRSNGCLQKPKCHT1VSG 

RCPLQQIGS\SVFPSGDAANVAS 

FSCACDNAGSAQHRTLLLGKQ 

FFNCRNAFHFNRNSRQTALKSG 

IS WVTFQLILKQQPRP VI MTKM 

A ir;PRkT\/*C;ni?lsJ1IRHI I VYIPkT 

Anr.f.PFVVIFI CJ ORFTFTniKTKI 
AUUUL/i V V lrJUv^l-'V^lvr J D 1 VJUN1N 

KMG 


25809 


56177 


C 


25950 


1 


747 




Zj5 III 


DO I/o 


A 
r\ 


/J7J 1 






CAWRAVCAAW/PTGASC/CNN 
DRFVFQILRSFEHDNSEDKPGP 
GMPPHGWRTQFWGG 



WO 01/075067 PCT/USttl/08631 

i) ■ 



SEQID 


SEQID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide locution of last 


Amino acid sequence ( X-Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 


. . . 


sequence 




09/540,217 


cotton Tor peptide 

SCqUCHVC 


of peptide sequence 


deletion, \=posstblc nucleotide insertion) 


258! ! 


^170 


A 

n 


25952 


| 


2706 






JO 1 Ovf 


A 

IX 


2S9S3 


1 
1 


1062 




25813 


S618I 


A 


25954 


1 


855 




25814 


56182 


C 


25955 


1 


2412 




25815 


56183 


A 


25956 


279 


713 


RCDAAAGAVLHSAGLLRHCGY 

WQRG K PD R WSRRPGN Y ADRJ C 

RRWFCAGGVGDRQYELCQLLA 

YTVSATRRGTGYCLYRDSRGR 

TGLPVV*HLSGAGLYGRCRFAG 

VRWCVRHYRRTATSGIPAGDY 

GGRVRGRNAFCHPAVAP ' 


25816 


56184 


A 


25957 


1 


769 


MDFAETELEF1KFWGDIITNKLN 

EALAAQGDNVVINLASDEYFKS 

VKPKKLNAEIIKPVFLDEKNGK 

FKIISFYAKKARGLMSRFIIENR 

LTKPEQLTGFNSEGYFFDEDSSS 

NGELVFKRYEQRAECRIVTRHL 

SFSGDVCLDHDRRDDHEELSY 

GGAAVAAVLVIEPNKLAFDGS 

GYLAWEGLICMQEIGKC/YRRT 

SGDCA*VAGRAOTG*VSGWAI 

SRGKNOPGVGCEAGARRHARF 

ARIGDERHRLAPRDML 


25817 


56185 


B 


25958 


1 


2472 




25818 


56186 


A 


25959 


4300 


4492 


DCGG VRSQRPDQR* D WNR*G A 
GGESDS*SLATGGOAAEGVAV 
WRYSARWR*PLFAGRCARAGG 
D 


25819 


56187 


B 


25960 


49 


3000 




25820 


56188 


A 


25961 


266 


812 


LLRWRPGALALGHKLVAGEIR 

QQRMDAWRAACLQNPQGILCC 

ARGGQRSHIVQSWLHAAGIDY 

PLVEGGYKALRQTAIQATIELA 

QKPIVLIGGCTGSGKTLLVQQQ 

ANG/VDLEGLARHRGSAFGRTE 

DELGKLAOTSTSSPAHWRETSK 

CGGFLCPIFLTNMRTPLPVCAT 

VLPYLAIATV 


25821 


56189 


A 


25962 


761 


874 




25822 


56190 


A 


25963 


2 


304 


MAAYGSGIFAQTYIEAFGISTIQ 

PASCSPVNQYITAAFVLFGNVA 

HALL1ALQRRNRRHLQRRKGA 

VIVIAFNTSQGA/VPAFCCQP*S 

RYASPPCCSFSTA 


25823 


56191 


A 


25964 


109 


777 




25824 


56192 


A 


25965 


5 


187 


ITHKKPPPSWRSALLPAAGVFS 
RRYMPALCE*HWAS*RMRAEA 

1 I'll m A WW I » 1\Jt11\j\1jji 

TETFSDCTMPIIGMMMS 


25825 


56193 


A 


25966 


1 


711 




25826 


56194 


A 


25967 


757 


1026 




25827 


56195 


A 


25968 


1 


750 





wo 



01/075067 
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SEQ ID 

NO: 


SEQII> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


25828 


56196 


A 


25969 


1 


1065 


MKVLEKRNNASSEPEEKNEIRA 

AREHAGFTLQELVCLGASGRK 

VQGEAANAEEEVAAGELDNIA 

K1TNEGSYTEQQIFNEGYMWLS 

TLMKIKENKISCSWATQSHFQG 

SIDAGELEHLTPERVWKETESA 

LTTRNPQVFFQVLRDCGALRVL 

FPE1DALFGVPAPAKWHPEIDT 

GIHTLMTLSMAAMLSPQVDVR 

FATLCHDLGKGLTPPELWPRHH 

GHGPAGVKLVEQLCQRLRVPN 

EIRDLARLVAEFHDLIHTFPML 

NPKTIVKLFDSIDAWRKPQRVE 

QLALTSEADVRGRTGFESADYP 

QGRWLREAWEVAQSVPTKAV 

VEAGFKGVEIREELTRRRIAAG 

LRG*VSRSHPHLPNAEPKNH/AS 

NYLIPSMPGVNRSVSSNWR*PA 

RLTCAAE/HGFESADYPQGRWL 

REAWEVAQSVPTKAVVEAGFK 

GVEIREELTRRRIAAGLRGMPT 


25829 


56197 


A 


25970 


2373 


2597 


SADDKADSVA*YLRLASA*TNS 
CRPYRRPSAPVCRRAPAI*G*TP 
QNYGPPSSCPAGGFWRYPVDPP 
RFSGFVH 


25830 


56198 


A 


25971 


2616 


2777 


TSVRKRFSTLSGKPVAKAGRJCR 

PPPCR*TPTANGHPKPCRPPVW 

CHPAPVARP 


25831 


56199 


B 


25972 


1 


1449 




25832 


56200 


A 


25973 


1076 


1477 


CAVRRSITWCKLSSKTPVRPLR 

PST YRDCLTVSI A LTPP ASEK VK 

RRPVPAVKSAMKVPPGAAQSR 

KRVWLVSPFPTCEFLASNSRGK 

KISVSLSALSPRWTS*PKARWA 

ARRLTTN L V VRH* TATS VLMK 

KK 


25833 


56201 


A 


25974 


1 


3552 




25834 


56202 


A 


25975 


196 


493 


KRCRFADRPGDPGRQGTPAATT 
FGG M SF VTI LPAPIPELSPM VTP 

flT TTT*I PIOTI I PIVinVPVICiPP 
ULI 1 1 Lrlv^ 1 LLrl VIOISX T lorr 

FLNSWCTGCPVTERVTLGAIST 
LSPIVTV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25835 


56203 


A 


25976 


1 


3917 


MTDKHQQHRYVAAPGPFVGD 

KCQVAGDPLMLRRALSNLLSN 

A L R YTPTG ETI V VRCQTVDH L V 

QVIVENPGTPIAPEHLPRLFDRF 

YRVDPSRQRKGEGSGIGLAIVK 

SIVVAHKGTVAVTSDARGTSGL 

DDFFIDVVYWVRRJKRKJLSVYR 

Rl PRM S Y REL YKPDEQPL A I M V 

PAWNERASSA1WRAGGTTLDT 

KFLFVGLPGP1LGSCKVPFEFLE 

VACPPSGGPVGPPWRRPCRGA 

AAAICASPAAIILAPT 


25836 


56204 


A 


25977 


3 


292 


GDMQRLNSLFC/SVAYSVLEQP 
DEDEGRDSINIVNPSGRPIIVSSG 
ATPAVREYAAHGFHLYGLROR 
VGEVRVDLQREQIYASKPCGST 
IGISLVVR 


25837 


56205 


A 


25978 


2 


181 


SARRLR/RSKHRFRILNRRYSHA 
HS\MLGDMORLNSLFC/SVAYS 
VLEOPDEDEGRDSIN I VN 




56206 






] 


2781 




25839 


56207 


A 


25980 


1 


2554 




25840 


56208 


A 


25981 


635 


741 




25841 


56209 


A 


25982 


91 


501 


LWIRLAKRSGKAIKERRDF1FRL 

CTHRVRQGTALLRLFQHSGGN 

RLMKLDNQHLRLRJSNHRAFHF 

RHRTTVKQSQQTFRYPWLYRV 

RHWGOKPKTDNFHGLLARIFG 

NSRSKTWGENR*EHSVLEQPDE 

DEGRDEY 


25842 


56210 


A 


25983 


2153 


3062 


APVMPPERLPVIAVRQYPTANC 

CSDCLAAASRFFLASVAAPEQT 

DADTRRSRVAVGRRKTRSNSA 

NQPRPRRD WRELQLM DRL ARV 

AQARASFAARETLR1GDAMEQ 

MMEGLNKVMHGEPRQEKELR 

KLADDINVLYTAIKLYLARMPK 

EEL AEEESRR W A EI 1 EMSLNLEQ 

ASDIVERMG\GELVDKSWAAR 

RAFSLDGLKELDALYEQLLSNL 

KLAMSVFFSGDVTSARRLRRSK 

HRFR1LNRRYSHAHVDRLHOO 

NVQSIETSSLHLGLLGDMQRLN 

SLFCSVAYSVLEQPDEDEGRDE 


25843 


56211 


A 


25984 


135 


308 


KLSLRLG I FPRPSLFPRPTPSPST 
PAPAS*PAPS*VSPSPRTATPSCP 
TSYSSFPCH 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25844 


56212 


A 


25985 


3 


663 


ARGKKPPRRGKEDFWDLSIATR 

VSVNPIKFPVEA*PFLKP\LQQV 

S\GPLGGRLPLP1PGNLLLQVAD 

GTLSLTGTDLEMEMVARVALV 

QPHEPGATTVPARKFFDICRGL 

PEGAEIAVQLEGERMLVRSGRS 

RFSLSTLPAADFPNLDDWQSEV 

rrmri daatnju/di in atv"m?on>i a li 
tr 1 LrV<fA 1 IvlMxJLlfcA 1 ^rbMAn 

yUVKY YLINOIVILr 1 1 cvjfcfcJLK 1 

VATDGHRLAVCSMPIGQSLPSH 


25845" 1 


56213" '~ 


A 


25986' 


1 


1077 ; ' 




25846 


56214 


A 


25987 


1 


1323 


MHSGTFNPQDFGWQGLTLTPA 

AAIH1RELEILDEYGIPNAWQGE 

TNFWGSTAVSIDRLAAYKDVD 

VLCFDHDNSKDMDALMATPL 

WQ A M PF V RAGRFQR VPA V WF 

YGATLSAMHFVRVLDNAIGVIV 

ATALTWMNFSQALPRSQWAQ 

AAWSPDIDV1EQMIFHYSLLPRL 

AISLLVGAGLGLDVRYYLNGM 

LFETEGEELRTVATDGHRLAVC 

SMPIGQSLPSHSVIVPRKGVIEL 

MRMLDGGDNPLRVQ1GSNNIR 

AHVGDFIFYTSKJLVDGRFPDYRR 

VLPKNPDKHLEAGCDLLKQAF 

ARAA1LSNEKFRGVRLYVSENQ 

LK1TANNPEQEEAEEILDVTYSG 

AEMEIGFNVSYWLDVLNALKC 

ENVRMMLTDSVSSVQIEDAAS 

f^C\ A A V\/\/UDK;(DI Cr.CDDI /1XTD 

^o\AA Y VVMrMKLcUorrLuINr 

EFQKISSPCALYIALCSKARHHT 
GRYLGLCGL 


25847 


56215 


A 


25988 


211 


475 


GAIGVFTAGKLTRASVYHQAR 

RFMQRETVWLVEDEQGIADTL 

VYMLQQEGFAVEVFERGLPVL 

DKARKQVPDVMILDVGLPDISG 

FELCRQLLALHPALPVLFLTAR 

SEEVDRLLGLEIGADDYVAKPF 

SPREVCARVRTLLRRVKKFSTP 

SPVIRIGHFELNEPAAQISWFDT 

PLALTRYEFIVLKTVLLKSPGRV 

W^ROOT MnWWFDAOnTT<lH 

W OIVyyl-'IVI.L'O V W CL/nyL/ I 1 Ofl 

VVAFATILQGISRDLRRRILPYC1 
RCRRERCTGTALWQ 



347R 
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SEQ ID 

NO: 


SEQIDNO: 
or peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \= possible nucleotide insertion) 


25848 


56216 


A 


25989 


1661 


2499 


QMAHDEQWLTP\R\LQTAATLC 

NQNAPRDGSPLWLGVDLGTCD 

VVSMVVDRDGQPVAVCLDWA 

D V V RDG I V WDFFG A VT1 V RRH F 

DTLEQQFGRRFSHAATSFPPGT 

DPRJSINVLESAGLEVSHVLDEP 

TAVADLLQLDNAGVVD1GGGT 

TG1AIVKKGKVTYSADEATGGH 

H1FLTFAGNRR1SLEEAEQYKRG 

HGEEIWPAVKPVYEICMADIVA 

RHIEGQGITDLWLAGGSCMQP 

GVAELFRKQFPALQVHLPQHSL 

FMTPLAIASSGREKAEGLYAK 


25849 


56217 


A 


25990 


915 


1518 


PSGHAPDLNGAPATAHQPGGR 

YPAPRSVRRATDNGYPAGDPLE 

WRSTAQVFVSSRRRVSLPNDRK 

TVLTRCWSAAH*FALPAPLCRD 

RTGERKNRRFHTPTRCGRGFCP 

APAASRRCAGRRRGDASGRAY 

RRPAPSHCPVQ*RGHRKSTTTSS 

TSRRRPGQSARPYSGPEYRE*Y 

CSAQRFFKNDGSRPPVVRQAGR 

AQFP 


25850 


56218 


A . 


25991 


1 


1254 




25851 


56219 


A 


25992 


675 


835 


VRWCW1FPSQ*TLFQKRAGHA 

APSADVLHESCQHFLNLLNRLG 

RHYDFGEGEP 



^177 



WO 01/075067 PCT/US01/08631 



SEQIO 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hud 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25852 


56220 


A 


25993 


1 


2255 


mresptrddskntvnttiririh 

nsyteqlqivtnsyctkqwhv 

hhtakpyahiqrpatpdaqltk 

mqeeeevepepemeaevepepn 

peeaetesesmnqrdvrgtvri 

vlktfnncrdtvfvafevnnt 

vsllvattdmtsgdtaivvttt 

g fa vffqqrsksa anevqi la f 

fqgdvsffpvatttdtlsvtfn 

fpfnyqgvndfdfdfkqflhss 

fdfcfgrvfsnfeylh'Saraha 

cippsacigevletssfdirvsvy 

rsscvcvrlresstgdryfggl 

slqmmrkatgltditsdtpgnt 

ddqrwhpehgltqrmqkeqe 

lvkepegaardgdgeaeawge 

vkakssgcvgtrasshlfrcnv 

celhfkessellqhpctpsgerp 

frcgecqkafkrpsg\lrqher 

thsaerpfkcdlcpmgfkqqy 

almrhrrthkteepfkcglce 

kgfgqpshllyhqhvhtletlf 

kcpvcqkgfdqsaellrhkclp 

gaaerpfkcpvcnkaykjrasa 

lqkhqlahcaaaekplrctlc 

errffsssefvqhrcdparek.pl 

kcpdcekrfkyasdlqrhrrv 

htgekpykcpncdkafkqreh 

lnkhqgvhareqqfkcvwcg 

FRFI DVA1 I OFHSAOFKAAA A 
AAEGAYQQTLHHPRRQQQQY 
WQLLCARNNVKLCMHILFSPH 


25853 


5622! 


A 


25994 


98 


596 


YSGIIMAQSKLYPVVMAGGSGS 
RLWPLSRVLYPKQFLCLKGDLT 
MLQTTICRLNGVECESPVVICN 
EQPRF 1 V AHQMRQLN ELSEN 1 1 L 
EPAGRTTAPTIAPAALAANRHS 

DCCADI \AI VI ATHLIVIAWCnAV 

I? A DVi^WJ A TPVDI^ ifClf 1 VTPfiTfS 
KAr VlSANAIr T rKN-UN.LV 1 rulU 

L>L/vJ i\vri\i IV 1 V| 


25854 


56222 


A 


25995 


3 


554 




25855 


56223 


A 


25996 


1 


222 





/U7ft 



WO () 1/075(167 PCT/USO 1/0863 1 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25856 


56224 


A 


25997 


! 


1043 


MKVKVLSLLVPALLVAGAANA 

AEVYNKDGNKLDLYGKVDGL 

HYFSDNKDVDGDQTYMRLGFK 

GETQVTDQLTGYGQWEYQIQG 

NSAENENNSWTRVAFASLKFQ 

DVGSFDYGRNYGVVYDVTSW 

TDVLPEFGGDTYGSDNFMQQR 

GNGFATYRDTDVFGLVPTRLHP 

ARVCCALRELKDAGADRIWYI 

ADAFRAGLSVDGVFNLTNIDR 

WFLHINRAKDKNHMUS1DAEK 

AFDKIQQPFMLKTLNKLGIDGT 

YFRI1RAIYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

EVLARA1RQEKEIKG1QLG1CEEV 

KLSLFADDMIVYLENPIVSAQN 

LLKLISDFSKVSGYKINVQKSQT 

FLYTNNRQTESQIMSELPFT1AS 

RRIKYLGIQ*IRY*WDVFQNMK 

SYL*QTHSQYHTEWAKTGS1PF 

ENWHKTGMPSLTAP1QHSVGSS 

GQGNQAGEGNKGYSIRKRGSQI 

VP VCRRH DCLSRKPH RLSPKSP 


25857 


56225 


A 


25998 


1 


3339 




25858 


56226 


A 


25999 


1440 


1880 


AAQHASVYLYQNRIRGAVPPV 

RFFHA DQRTRRDG A DG KQRH A 

TETLCRIAEKISSSREQDWLHCD 

ERQSLYEWTW*PYSPHSGRSQK 

EKRQT*TAILDAYCADCFRCGR 

G V F A RRERRTKRDRPGN AG TG 

GDCPCWLRRQYECVRL 


25859 


56227 


A 


26000 


1 


2277 




25860 


56228 


A 


26001 


1 


1845 




25861 


56229 


A 


26002 


56 


113 


QQQPNPTRDQLQLA1LHNIRGIR 
KIYG*IQSATREAG*GHSPQY 


25862 


56230 


c 


26003 


1 


2317 




25863 


56231 


A 


26004 


•> 


2168 




25864 


56232 


A 


26005 


670 


2541 




25865 


56233 


A 


26006 


98 


944 


YSGI1MAQSKLYPVVMAGGSGS 

RLWPLSRVLYPKQFLCLKGDLT 

MLQTTICRLNGVECESPVV1CN 

EQH RF I V A EQL RQLN K LTEN 1 1 L 

EPAGRNTAPAIALAALAAKRHS 

PESDPLMLVLAADHV1ADEDAF 

RAAVRNAMPYAEAGKLVTFGI 

VPDLPETGYGYIRRGEVSAGEQ 

DM V A FE V AQF VEKPN LET AQ A 

YVASGEYYWNSGMFLFRAGRY 

LEELKKYRPDILDACEKAMSAV 

DPDLNFIRVDEEA/FLACPEESG 

DYAAMGRTGDAVVPLSLGAH 



